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About Downloads Documentation Community Success Stories News Events

All the Flow You’d Expect

Python knows the usual control flow statements that
other languages speak — © 7, . and =
with some of its own twists, of course. More control flow
tools in Python 3

The product is: 384

Python is a programming language that lets you work quickly
and integrate systems more effectively. >» Learn More
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All releases

Download

Source code

Download Pythol T

Looking for Pytho
Other

macOS

Want to help testd Other Platforms

images

License

Alternative Implementations

https: /. pyt hu::-n orgg’dow nloads.n"

Download for Windows

Python 3.13.3

Note that Python 3.9+ cannot be used on Windows 7 or

earlier.

Not the OS you are looking for? Python can be used on

many operating systems and environments.

View the full list of downloads.

irgh, PA starting May 14, 2025. Grab your ticket today before we sell out!

REGISTER FOR PYCON US!
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E'l' F‘y‘ﬂmn 3.13.3 (64-bit) Setup

pgthgn »
windows §

— X

Install Python 3.13.3 (64-bit)

Select Install Now to install Python with default settings, or choose
Customize to enable or disable features.

— Install Now
C¥Users¥kojik¥AppData¥Local¥Programs¥Python¥Python313 '

Includes IDLE, pip and decumentation
Creates shortcuts and file associations

— Customize installation
Choose location and features

(] Use admin privileges when installing py.exe
(] Add python.exe to PATH Cancel
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Install Python 3.13.3 (64-bit)

Select Install Now to install Python with default settings, or choose
Customize to enable or disable features.

— Install Now
C¥Users¥kojik¥ApNata¥Local¥Programs¥Python¥Python313 '

Includes IDLE, pip and decumentation
Creates shortcuts and file associations

— Customize installation i
Choose location and features

python

for

windows

(] Use admin privileges when installing py.exe
@ Add python.exe to PATH Cancel
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Installing:

Python 3.13.3 Executables (b4-bit)

python

for

windows

Cancel
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Ei- F‘yﬂmn 3.13.3 (64-bit) Setup

python

for

windows

Setup was successful ‘

Mew to Python? Start with the online tutorial and

g9a—KLlkexe7 741V %e9 7T
W)y I LEERE, 77400 FTIE
DIZFz v 28N> TWEVWDT, @
%1\‘/7%)\#11 @Install Now,
A2 A b= IL#TTP, OEBBERET L
5. @Close,

documentation. At your terminal, type "py" to launch Python,

or search for Python in your Start menu.

See what's new In this release, or find more info about using

Python on Windows.

% Disable path length limit

Changes your machine configuration to allow programs, including Python, to

bypass the 260 character "MAX_PATH" limitaticn.

@

Close
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= WindowsE @D ETNDIEHICH SR
S > 9—rRI9>EIYwILT, DI
’f g Z I‘ ’LEEE.% 2 YrF7ar T rzwEL, QEE, 2
R - ARBLICRY £T, QOEHIRE |
| | | ZThTh, TNk 74 >a—HaHn
Microsoft Windows [Version 10.0.26100.3U76] kOJ |k7§.‘0)7“:° Zﬁg*’( l/ i .a.o

(c) Microsoft Corporation. All rights reserved.

C:\Users\kojik>|
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Microsoft Windows [Version 10.0.26100.3U76]
(c) Microsoft Corporation. All rights reserved.

C:\Users\kojik>python -V




B I¥YF FOyF- * + o~

Microsoft Windows [Version 10.08.261080.3U76]
(c) Microsoft Corporation. All rights reserved.

C:\Users\kojik>python -V
Python 3.13.3

C:\Users\koji/ ¥

D Tpython -Vy ¥3¥T-> TZE1T, VIIK

S

~ = XF, @D Python 3.13.35 D& S
’f /Z I‘ - ’LEEE.@ ll- IS, "=V arvEES (Znijeld
3.13.3) FTRATVWNIESAI R b=
JNICEIHh L TWB L ET, L
@D & 5T TPythony DAL SAL VR
P—ILICkBILTWB R L £ 7,

M vy R FoyFe

C:\Users\kadota>python -V
Python
C:\Users\kadota>|
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YHErL 9. TEYETIABRITEGE,

Microsoft Windows [Version 10.0.26100.3U76] 2 S N
NZHEIZ. 22FTTKTT,

(c) Microsoft Corporation. All rights reserved.

avvF FovFe

C:\Users\kojik>python -V
Python 3.13.3

C:\Users\kojik>python -h
usage: python [option] ...V —c cmd | -m mod | file | -] [arg] ...
Options (and corresponding environment variables):
-b : issue warnings about converting bytes/bytearray to str and comparing
bytes/bytearray with str or bytes with int. (-bb: issue errors)
: don't write .pyc files on import; also PYTHONDONTWRITEBYTECODE=x
: program passed in as string (terminates option list)
: turn on parser debugging output (for experts only, only works on
debug builds); also PYTHONDEBUG=x
: ignore PYTHON* environment variables (such a
: print this help message and exit (also -? or [ JIYYF FOY7H
: inspect interactively after running script;
if stdin does not appear to be a terminal;
: isolate Python from the user's environment C:\Users\kadota>python -V
: run library module as a script (terminates p
) ython
: remove assert and __debug__-dependent state
.pyc extension; also PYTHONOPTIMIZE=x C:\Users\kadota>python -h
: do -0 changes and also discard docstrings Python

.pyc extension C:\Users\kadota>|
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Microsoft Windows [Version 10.0.261080.3U76]
(c) Microsoft Corporation. All rights reserved.

E:\Users\kujik%




e Oa=>F7a2x7 FERALT
PythonZz#&&)T 5 YA &%= LET,
PYThonmi@j Y RT 2 |ow supozssncensmor
A BYVET, EMCE-T,. EFRAA
NELY FT, RENHI, @ Mpythony

Microsoft Windows [Version 10.0.26100.3U76]

] -—
(c) Microsoft Corporation. All rights reserved. Z*T—) Ty-2

C:\Users\kojik>python|




CABRLIZERNIZ0K, PythonDiIfE

000 . ANl
PYThond)iﬁﬂ e % J 3 ‘;‘(ﬁ b>§i;zia)ffr*f'cjﬁf}:cj§fﬂ?t;

B 2vYK 707k - python X v Pythonda=> F % EITTTET,

Microsoft Windows [Version 10.0.26100.3U76]
(c) Microsoft Corporation. All rights reserved.

C:\Users\kojik=python

Python 3.13.3 (tags/v3.13.3:6280bb5, Apr 8 2025, 14:47:33) [MSC v.1943 64 bit
(AMD6U4)] on win32

Type "help", "copyright", "credits" or "license" for more information.




JE—
PyThond)iib ¥Ry

B I¥YF FOyF-

Microsoft Windows [Version 10.08.261080.3U76]
(c) Microsoft Corporation. All rights reserved.

C:\Users\kojik>python
Python 3.13.3 (tags/v3.13.3:6280bb5, Apr 8 2025, 14:47:33) [MSC v
(AMDBU)] on win32

SABRLIZERNIX0K, Pythond iz

IE. @ ™>>; oLkH12 TKE ‘)7—
7 (>)1 H32EHETR A TVWIE,
Pythonh 22> F2EITTEE T,
PythonD# T X, ® Tquit()y ¥ H
SATYI—>, @D&H a7V F
T 7 MRERBEEZNLIBLDHNR
ATWAHIKKT T,

Type "help", /'~opyright", "credits" or "license" for more information.

quit()

C:\Users\kojik>|
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Microsoft Windows [Version 10.0.26100.3U76]
(c) Microsoft Corporation. All rights reserved.

C:\Users\kojik>|




S——
EARN% *'JFE,%' 2

avvF FovFe x +

Microsoft Windows [Version 10.08.261080.3U76]
(c) Microsoft Corporatinn. All rights reserved.

C:\Users\kojik>1 + 1
'1' . A1V Y

|~.,
BIERIGELRTOT I L p FANELTREBENTVE AL

E:\Users\kujik%

Da=>y F7a> 7 rREEnIREE,
QlE. BMHISFBTRINTWVWSESIC
BYFEFT, EMICEST. BEFRAA
NELYFT, aerFFar7 bE
Tk, @Ml + 1) 2EITFLTH2EW
FSERIPBONBL W Y ZEEAL TW
5K TY,




_ ®aw>r F7a>r7 FEBHIEDIRE,
QlE. RMHSRTINTWSELIC

% N0 RA #um,a- 3 RUET. E Rk T BTRAR

Y FO07h - python X + 75“‘5733 ') iTO v F\7OD\/7O |“—|:
| T QM+ 1) #EFLTH2L W

Microsoft Windows [Version 10.08.261080.3U76]

(c) Microsoft Corporation. All rights reserved. ) %D %7&\1% LNV K EEE;.{J. LTw

5 5713 TT. @ Fpythony ¥3T- T,
C:\Users\kojik>1 + 1

13V E. nyhon’éﬂiﬂ L/f::lkoﬁug‘:o
F I79740MELTRBIFSINTVEEA

'1' G, AEBINY FE LS
BEERIGEETOITILELENY

C:\Users\kojik=>python

Python 3.13.3 ftagsfuﬂ.l '.3:6280bb5, Apr 8 2025, 14:47:33) [MSC v.19u3 64 bit
(AMDEU)] on win32

Type "help", "copyright", "credits" or "license" for more information.




S
EARN% *'JFE,%' ll

JI¥YE FOY Tt - python X +

Microsoft Windows [Version 10.08.261080.3U76]
(c) Microsoft Corporation. All rights reserved.

C:\Users\kojik>1 + 1
"1' [F. ASIN Y FEERAEE
BERRGIOTILEFEENY

j?:‘rl::'\
FI774helLTRERBESINTVWREA.

C:\Users\kojik=>python

Python 3.13.3 (tagsfv3.13 3:6280bb5, Apr 8 2025, 14:47:33) [MSC v
(AMDEU)] on win32

Dav> F7a>r7 FEEEDIREE,
Q. BRI SEBRINTWVWSESIC
YFET, EFCEST. EFRAA
NELYFT, a2 F7ur7 L
T, @Ml + 1) 2F1TFLTHB2 W
SEENFONL W L EBHERL TW
57113 TY. @ Tpythony ¥$T-> T,
PythonZ &2 L /=1kf&, ® I + |,
YHEERITTI L. ELL2EWVWHE
ARERTINTWVWSZ e HHIY T,
RBLtavw>krF7a>7 FTH, Python

Type "help" / "copyright", "credits" or "license" for more informat iiﬂo)ﬁm\b\\* < hb‘%ﬁ“ ¥ \,‘i i To

1+1

p




" JEE
EARANLFAE 5

Microsoft Windows [Version 10.08.261080.3U76]
(c) Microsoft Corporation. All rights reserved.

J¥F 7047k - python * +

C:\Users\kojik>1 + 1
L TREmEahTWE A

C:\Users\kojik=>python

Python 3.13.3 (tags/v3.13.3:6280bb5, Apr 8 2025, 1u4:47:33) [MSC v
(AMDEU)] on win32

Type "help", "copyright", "credits" or "license" for more informat

, ® Moo = 5 DLHICITHBIAAT. £

aa =5 BT (ZnIFEIZoo) ISEEZR/AL

THATE23TE2ET, 8BB4,

RDITT Taay LI TBAL X, TDO
BTHENELLETRINE T,
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Microsoft Windows [Version 10.08.261080.3U76]
(c) Microsoft Corporation. All rights reserved.

C:\Users\kojik>1 + 1
'1' {T:t-.: A&k Y/ & FT:{T:IZ‘.?!-EE] N7k, i
=BG J0VSLEFRENYyT D74 NELTREBENTVWE A

C:\Users\kojik=>python

Python 3.13.3 (tags!vB.lB.B:EIEE}bbE, Apr 8 2025, 14:47:33) [MSC v
(AMDEU)] on win32

Type "help", "copyright", "credits" or "license" for more informat
1+1

pl
aa =5
aa

quit()

C:\Users\kujihﬂ

Fquit()y TPythonZ# T,

@
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/r X I‘ _’l/ I BRI T—I %LV AP—=ILT

~ /A Biopython - Biopython X +

THLOBiopythondA > A =L

o c 25 https://biopython.org

ﬁ&\i‘d’o @Download%‘: 72w,

FMALES, 2T, £EHHRZSHF

,

nbiopython

Documentatio”
Download

Mailing lists

News

Biopython Contributors
Scriptcentral

Source Code

GitHub project

Edit this page on GitHub

Biopython

See also our News feed.

Introduction

Biopython is a set of freely available tools for biological computation
written in Python by an international team of developers.

It is a distributed collaborative effort to develop Python libraries and
applications which address the needs of current and future work in
bicinformatics. The source code is made available under the Biopython
License, which is extremely liberal and compatible with almost every
license in the world.

We are a member project of the Open Bioinformatics Foundation
(OBF), who take care of our domain name and hosting for our mailing
list etc. The OBF used to host our development repository, issue
tracker and website but these are now on GitHub.

This page will help you download and install Biopython, and start using v

29




O R /Xy r—Y DR RE+R. Pythond
o RN *«%/’77:!:/\0“/,7—‘\/\‘&’{ A I“—II/LT
INVT=VDA VAP =IV 25z0:+. 220 2onzss
v A Download-Eicpy‘tI.‘uon x + ’C"ﬁﬁ @@Blopy’rhond)'f v A l"")'/
*TWEJ, @DownloadZ 2 v 7,

<« c 23 biopython.org/wiki/Download

| BEnignikfE, Qlnstallation
Instruction®®’ R A5 L H IS, ¥XR—

, VMIEETICHBED,
| Download |

biopython

Current Release - 1.85 - 15 Jan
2025 |

See also What's new.

Files
Documentation
Download Biopython 1.85
Mailing lists « biopython-1.85.tar.gz 19Mb — Source Tarball
News + biopython-1.85.zip 21Mb — Source Zip File

+ Pre-compiled wheel files on PyPI

Biopython Contributors
« Documentation

Scriptcentral

Source Code Installation Instructions

GitHub project ) ,
All supported versions of Python include the Python package

management tool ¢ip, Which allows an easy installation from the

rammand lina Aan all nlatfarme  Treve
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N\ Download - Biopython

® + - O >

c 25 biopython.org/wiki/Dowpload o3 [: ® 7ar ::.

Documentation
Download
Mailing lists
News

Biopython Contributors

Scriptcentral

Source Code

GitHub project

Installation Instructions

All supported versions of Python include the Python package
management tool gip, which allows an easy installation from the
command line on all platforms. Try: |

pip install biopython

For updating an older version of Biopython try:

pip install biopython —--upgrade

This will remove older versions of Biopython and NumPy before it
installs the recent versions.

Should you wish to uninstall Biopython:

pip uninstall bicpython

If pip is not already installed you may need to update your Python, but
first try: '
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N\ Download - Biopython

B E—LT

& 25 biopython.org/wiki/Download Eo . @ 7t . : ‘

,

nbiopython

Documentation
Download

Mailing lists

News

Biopython Contributors
Scriptcentral

Source Code

GitHub project

Installation Instructions

All supported versions of Python include the Python package
management tool gip, which allows an easy installation from the
command line on all platforms. Try: |

pip install biopython
For updating an older version of Biopython try:

pip install biopython —--upgrade

This will remove older versions of Biopython and NumPy before it
installs the recent versions.

Should you wish to uninstall Biopython:
pip uninstall bicpython

If pip is not already installed you may need to update your Python, but
first try: '
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Microsoft Windows [Version 10.0.26100.3U76]
(c) Microsoft Corporation. All rights reserved.

C:\Users\kojik>|
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Microsoft Windows [Version 10.0.26100.3U76] I
(c) Microsoft Corporation. All rights reserved. AL, V=20

C:\Users\kojik>pip install biopython|




= SARRLC, 41 VR b= ILDEERRIZL,
o . S A F7ar7 FTOERITTBE
INYT=IDAZVAP=IV 165, 520 anae bz
S ———— E-LT. ®a=>F7or7 M@
l"'1 ]?y::[]h:?f: i m?‘:’”bl 'X lﬁ+ﬂ ;Elﬁﬁ 3u76] mgl}%\‘i = I~ %n%\n)l—(\\ @/\o—
(c) Microsoft Corporation. All., J;ights.reserved. A I~ L. )5 — ~o A t/z !~—)l«2
g — ko @biopython7=IF TH <,

C:\Users\kojik=pip install biopython S _
Collecting biopython numpy:b A 22X b= 1135 '3'0

Downloading biopython-1.85-cp313-cp313-win_amd6l.whl.metadata (13 kB)
Collecting numpy (from biopython)
Downloading numpy-2.2.U4-cp313-cp313-win_amd6l.whl.metadata (60 kB)
Downloading biopython-1.85-cp313-cp313-win_amdé6l.whl (2.8 MB)
eta
Downloading numpy-2.2.U4-cp313-cp313-win_amdé6ld.whl (12.6 MB)
eta

Installing collected packages: numpy, biopython
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Microsoft Windows [Version 10.08.261080.3U76]
(c) Microsoft Corporation. All rights reserved.

C:\Users\kojik>pip install biopython A3
Collecting biopython 7
; ﬁwnt?ading biu[E?Frthan:.B;;p3§3-cp313-win_amdﬁﬂ.wh'l..metadata & 2 b —ILERTIEDIREE, @0)??0)
ollecting numpy (from biopython : N 2o b
Downloading numpy-2.2.U4-cp313-cp313-win_amd6l.whl.metadata (60 k Successful |Y installed& \9 53%2"\]

Downloading biopython-1.85-cp313-cp313-win_amd6l.whl (2.8 MB) BENSdH, BMEARAPM—ILKIHL T

et

Downloading numpy-2.2.U4-cp313-cp313-win_amdé6ld.whl (12.6 MB) Wi 2 by X7, :, v F7

Installing collected packages: numpy, biopython N >
Successfully installed biopython-1.85 numpy-2.2.4 DT, —.g-:{f\%-y L THO0KT To

QY7 FRANAFEIREBICR->TWS

E:\Users"\kujik%
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~ /A Biopython - Biopython X — O *

o & 25 biopython.org Eo "@ FAk '

Edit this page on GitHub

,

-biopython

Biopython |

See also our News feed.

Introduction

Biopython is a set of freely available tools for biological computation
written in Python by an international team of developers.

Documentation It is a distributed collaborative effort to develop Python libraries and
Download applications which address the needs of current and future work in
bicinformatics. The source code is made available under the Biopython
License, which is extremely liberal and compatible with almost every
license in the world.

Mailing lists

News

Biopython Contributors
We are a member project of the Open Bioinformatics Foundation (OBF),
who take care of our domain name and hosting for our mailing list etc.

The OBF used to host our development repository, issue tracker and
website but these are now on GitHub.

Scriptcentral
Source Code

GitHub project

This page will help you download and install Biopython, and start using
the libraries and tools.

https://biopython.org/wiki/Documentation _ v, 38
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Documentation ||

New to Biopython? Check out the Getting Started page, or follow one of
the links below.

« The Biopython Tutorial and Cookbook contains the bulk of
Biopython documentation. It provides information to get you started
with Biopython, in addition to specific documentation on a number

of modules
Documentation
HTML, PDF
Download
Mailing lists « APl documentation for Biopython modules is generated directly

News from source code comments Sphinx autodoc:

Biopython Contributors Biopython API (latest release), and Biopython API (in-development).
Scriptcentral

iki documentation

Seq and SeqRecord objects |
o Bio.SeqlO - sequence input/output ;
o Bio.AlignlO - alignment input/output

o Bio.PopGen - population genetics

https://biopython.org/wiki/Seq o Bio.PDB - structural bioinformatics -.-| 39
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« Wiki Documentation
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Edit this page on GitHub

Handling sequences with the Seq

class.

In Biopython, sequences are usually held as ~ Seq” objects, which add } '
various biological methods on top of string like behaviour.

This page describes the Biopython s=4 object, defined inthe gis.zeq

module (together with related objects like the wuuta

bleseq, plUus some

general purpose sequence functions). In addition to this wiki page, there
is a whole chapter in the Tutorial (PDF) on the s=g object - plus its API
documentation (which you can read online, or from within Python with

the help command).

If you need to store additional information like a sequence identifier or
name, or even more details like a description or annotation, then we use |

the seqzc module for readlng and writing sequence files.

The Seq Object

40
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The Seq Object

, The s=4 object essentially combines a Python string with biological
methods. For example:

>>> my seq = Seq("A
>>> my seq

S T T T Ty
.:‘E._'. AGTACACTGEGET ')

Biopython doesn'’t know if this is a nucleotide sequence or a protein rich
in alanines, glycines, cysteines and threonines. If you know, keep this

Documentation mind when you call methods like (reverse)complement - see below.
Download
Mailing lists General methods
News The s=5 object has a number of methods which act just like those of a
Biopython Contributors Python string, for example the find method:
Scriptcentral
Source Code j}" from B_C.Eeq-i"pf::_ﬁecr |
>> my_dna = Seq("AGTACACTGGT")
GitHub project >>> my dna
;;“ "3:;“' .find( "_l_:':‘” 1

c

>>> my dna.find("TAG") |



v

A\ Handling sequences with the

C 2% biopython.org/wiki/Seq

Hbiopython

Documentation
Download

Mailing lists

News

Biopython Contributors
Scriptcentral

Source Code

GitHub project

RLZXT,

CATEL, ©@DHT-Y EEkD T,
r(ON31TIE. 237> F7a> 7T
Blopy’rhond) EARABY - 5 | ihonririn
méﬂt‘ﬁzva Z L&D
SS>IFERRICIZITBIAFT W, 4 LR

A TPythonIBIEIC L T

The Seq Object

The s=4 object essentially combines a Python string with biological
methods. For example:

>SS fyoam Rio . Sen imports Seo
>>> Irom bio.oeq i1mport oeq

2902 - — Camre [ WRATRACR MM
>>> my seq = Seq(| AGLACACICGI™)
>>> my 3eq
S (T AR D D rm T
SO ATClAaLAaL 00l J

Biopython doesn’t know if this is a nucleotide sequence or a protein rich
in alanines, glycines, cysteines and threonines. If you know, keep this
mind when you call methods like (reverse)complement - see below.

General methods

The se4 object has a number of methods which act just like those of a
Python string, for example the find method:

1
(53]
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The Seq Object

The s=4 object essentially combines a Python string with biological
methods. For example:

bl f rom Bio.Seq import Seq]

= iy T

>»> my seq = Seq("AGTACACTGGET

>>> my seq

PN I [ — Ty
.:‘E._'. AGTACACTGEGET ')

Biopython doesn'’t know if this is a nucleotide sequence or a protein rich
in alanines, glycines, cysteines and threonines. If you know, keep this

Documentation mind when you call methods like (reverse)complement - see below.
Download
Mailing lists General methods
News The s=5 object has a number of methods which act just like those of a
Biopython Contributors Python string, for example the find method:
Scriptcentral
Source Code i}" f:-:"_ B_C.Eeq-ir.pf_':_ﬁecr |
>> my_dna = Seq("AGTACACTGGET™)
GitHub project >>> my dna
;;“ "3:;“' .find( "_l_:':‘” 1
;'.>:=- my dna.find("TAG") |
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Microsoft Windows [Version 10.0.26100.3U76]
(c) Microsoft Corporation. All rights reserved.

C:\Users\kojik=python

¥ 41X, Biopython®DSeqBi%i2FA T
T3LH51ca—- FIXRL, OREES
#aAE—, a2 F7ar7+TO
python ¥ $T 53IAA TPythonIgigE (2 %
USS>SHRZ BIRRE) IS L 7=IKRET---

Python 3.13.3 (tags/v3.13.3:6280bb5, Apr 8 2025, 14:47:33) [MSC v.1943 64 bit

(AMD6U4)] on win32

Type "help", "copyright", "credits" or "license" for more information.
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Python 3.13.3 (tags/v3.13.3:6280bb5, Apr 8 2025, 14:47:33) [MSC v

(AMD6U)] on win32
Type "help", "copyright", "cr/lits" or "license" for more information.

from Bio.Seq import Seq
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The Seq Object

The s=4 object essentially combines a Python
methods. For example:

>>»> from Bio.Seq import Seq
ey seq = Seq("AGTACACTGGT"™)
>>> my seq

Cami ! RETLODCTEET T )
Seq (' AGTACACTGEGT ')

Biopython doesn't know if this is a nucleotide sequence or a protein rich
in alanines, glycines, cysteines and threonines. If you know, keep this

mind when you call methods like (reverse)complement - see below.

General methods

The s=4 object has a number of methods which act just like those of a

Python string, for example the find method:

>>» from Bio.Seq import Seq
>>» my dna = Seq("AGTACACTGGT")
>>> my dna

Seqg('AGTACACTGET ')
>>> my dna.find("ACT")
>>> my dna.find("TAG")

DIE. AGTACACTGGTE WS X RFI %,
SeqfAEI TimARAL S ¥ T, 'Seq'#*7
Yz MIZULERETny seqlligiht
L¥WHSaA9YFTT, D, CHEX
PET(2 F =BiopythonlXIE R4
N7 I/ EERERFIZ DN ITHH SR VWEY

bZE%mei1oEMmku
AGTACACTGGTIXIEREEFITT A, 7 3
/ EEBeSInelREEL H B H 5 1“'9‘ (Al
7o5=>, CEYRFAL >, GIXTYY
. TIRRLA=>),
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Microsoft Windows [Version 10.08.261080.3U76]
(c) Microsoft Corporation. All rights reserved.

C:\Users\kojik>python

F'yrthan 3.13.3 ftagsfv3.13.3:5239bb5, Apr &8 2025, 14:47:33) [MSC v
(AMDBU)] on win32

Type "help", "copyright", "credits" or "license" for more informat
from Bio.Seq import Seqg

my_seq = Seq("AGTACACTGGT") X% Frodr
my_se S S L 4=
5eq('iGTAgAETGGT'J ZDTSTNAR Y FEEITULERER,

| AP ERICAERETLEDDIC
Y ET,
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The Seq Object

, The s=4 object essentially combines a Python string with biological
methods. For example:

biopython R e

3 T

Sedq
= e Lk

>x>|my seq = '-“:-fr::"-n?-xp'-u__h_ )

S "5- =g

= om e T Ty
.:‘E._'. AGTACACTGGET

Biopython doesn'’t know if this is a nucleotide sequence or a protein rich
in alanines, glycines, cysteines and threonines. If you know, keep this

Documentation ind when you call methods like (reverse)complement - see below.
Download
Mailing lists General methods
News The s=5 object has a number of methods which act just like those of a
Biopython Contributors Python string, for example the find method:
Scriptcentral
Source Code i} frem Bie.fed dmpess Sed
>> my_dna = Seq("AGTACACTGGT")
GitHub project >>> my dna
;;flxgi;;a.r_;;] ;:T”] |
;>} my dna.find("TAG")
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