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= ADOLt EMDB

The Electron Microscopy Data Bank (EMDB) at EBI

= How to deposit Update 1o EMDB
= Search/Browse The EMDB is a public repository for electron microacopy density maps of macromolecular complexes and subcellular - w":'lm Lol
= Depositicns structures. It covers a variety of techniques, including single-particle analysis, electron tomography, and electron E‘:Ei:ﬂ ff’:;"“
= Services (2D) crystallography. its header XML

= Standards&Conventions schemaon 2010-
= Links It is operated joirtly by EBl and the Besearch Collaboralory for Structural Biology at Butgers, the State Unwversity of 02-23,

= NIH Unifizd Cata
Rescurce for CryoEM

View EMDE entry v

EM DATA BANK

Ester EMDB entry numiber;

Terms of Use ' EBI Funding : Contact EBI | B European Beinformates Instituie 2010, EBI is an Outstation of the European Melecular Biclegy Laboratory.

New Jersey. Depostions to the data bank can be made at both sites.

EMDEB forms the NIH Unified Data Resource for Cryo-Electron Microscopy, operated through a joint NIH grant to

Baylor College of Medicine (Houston, TX), the RCSE and EBI.

& More about EMDB
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