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AppCleaner is a small
application which allows you
to thoroughly uninstall
unwanted apps.

Installing an application distributes
many files throughout your System
using space of your Hard Drive
unnecessarily.

AppCleaner finds all these small
files and safely deletes them.

Simply drop an application onto
the AppCleaner window. It will find
for the related files and you can
delete them by clicking the delete
button.

Downloads

Version 3.6.8
" For macOS Mojave up to Sequoia

Version 3.6
" For macOS High Sierra (10.13)
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}‘/7 4 for the related files and you can
delete them by clicking the delete
button.
- Downloads
Version 3.6.8

For macOS Mojave up to Sequoia

Version 3.6
https://freemacsoft.net/downloads/AppCleaner_3.6.8.zip For macOS High Sierra (10.13)
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°5 cran.r-project.org
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Download and Install R

Hix2s55,

IN—a lth. b, 3,

A4 >R b—S52R-4. 4, 3%, pkg¥ 72 V)
w |« Windows®D A4 > X b—S5 . R-

The Comprehensive R Archive Network boh.3-win.exet W x4, ©O%7)

MOMaca—H1E2 b 5, @Windows1—
20254 A998 REDERH
ZDiZE. Mach

Precompiled binary distributions of the base system and contributed packages,
Windows and Mac users most likely want one of these versions of R:

+ Download R for Linux (D , Fedora/Redhat, Ubuntu)
¢ Download R for macOS

¢ Download R for Windows

R is part of many Linux dist, s, you should check with your Linux package
management system in adgfti®h to the link above.

Source Code for all Platforms

Windows and Mac users most likely want to download the precompiled binaries
listed in the upper box, not the source code. The sources have to be compiled
before you can use them. If you do not know what this means, you probably do
not want to do it!

« The latest release (2025-02-28, Trophy Case) R-4.4.3.tar.gz, read what's
new in the latest version.

« The CRAN directory src/base-prerelease contains R alpha, beta, and rc
releases as daily snapshots in time periods before a planned release.

« Between releases, the same directory src/base-prerelease contains
snapshots of current patched and development versions.
Please read about new features and bug fixes before filing corresponding
feature requests or bug reports.

https://cran.r-project.org/
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R for macOS

This directory contains binaries for the base distribution and of R and packages to r{
and package binaries for R versions older than 4.0.0 are only available from the CRA
users of such versions should adjust the CRAN mirror setting (https://cran-archive.r-proj
accordingly.

Note: Although we take precautions when assembling binaries, please use the norma
downloaded executables.

B UCREARN—a > Th-> T,
macOS> 7'ty HDiEHICL->TY
D0 —RTEN\YF—IUHNRLBL B2
YIGERELTLEXY, (0S¢ 7o

v HofEFEIE. Apple X=a2— >
FZdMaclz>WTy 2&x7-LET,
Intel 7ty H#EH D MacT L,
FZdMacts>WTy 2@ F7aty
H, tWHEBAKH Y. Intel 70
v HDEUHBERTIEINE T, )

R 4.4.3 "Trophy Case" released on 2025/02/28

Please check the integrity of the downloaded package by checking the signature:
pkgutil --check-signature R-4.4.3-arm64.pkg

in the Terminal application. If Apple tools are not avaiable you can check the SHA1 checksum of the

downloaded image:
openssl shal R-4.4.3-armb4.pkg

Latest release:

For Apple silicon (M1,2,..) Macs:
R-4.4.3-arm64.pkg

SHA1-
hash: c32bed5f8f0a7ddd31a8c5598a5a60f8b6c89073
(ca. 97MB, notarized and signed)

signed and notarized packages.

For older Intel Macs:

Contains R 4.4.3 framework, R.app GUI 1.81, Tcl/Tk
8.6.12 X11 libraries and Texinfo 6.8. The latter two
components are optional and can be ommitted when

R 4.4.3 binary for macOS 11 (Big Sur) and higher,

MacBook Pro

7OewyY 2GHz 279K

Core i5

17 Intel

choosing "custom install", they are only needed if you AT AR RSP GrapUicn VS
i s i
R-4.4.3-x86 64.pkg g y v y M8
SHAT- want to use the tcitk R package or build package XEY 16 GB 3733 MMz
hash: 2391e3¢9703¢9f3d36001a3a3e0314a626efcB19 ocumentation from sources. LPDDR4X
{ca. 100MB, notarized and signed) YU FIES CO2DVRBHMLTM
macOS Ventura users: there is a known bug in Ventura N e sk
preventing installations from some locations without a
FimE..

prompt. If the installation fails. move the downloaded
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Task Views 7&3'_4'3-””164")—‘(9
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Documentation

Manuals For older Intel Macs:
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This directory contains binaries for the base distribution and of R and packages to run on macOS. R
and package binaries for R versions older than 4.0.0 are only available from the CRAN archive so
users of such versions should adjust the CRAN mirror setting (https://cran-archive.r-project.org)
accordingly.

Note: Although we take precautions when assembling binaries, please use the normal precautions with
downloaded executables.

R-4.4.3-x86_64.pkg

Please ch he signature:

pkgutil --ci

in the Ter & YIva—k (o] ieck the SHA1 checksum of the
download

openssl sha’ FrotiL

For Apple silicon (M1,2,..) Macs:

R-4.4.3-arm64.pkg
SHA1
hash: c32bed5f8f0a7ddd31a8c5598a5a60

(ca. 97MB, notarized and signed)

R 4.4.3 binary for macOS 11 (Big Sur) and higher,
signed and notarized packages.

18b6eBI073 . Contains R 4.4.3 framework, R.app GUI 1.81, Tcl/Tk

8.6.12 X11 libraries and Texinfo 6.8. The latter two
Esb older Il Macs: csmpgner:ts are optlonlelz‘! a;\]d can be lommﬂ(tjez \:hen
R-4.4.3-x86 64.pkg choosing "custom install’, they are on_y needed if you
SHAT want to use the tcitk R package or build package

hash 2391~:»3:‘%7:3‘:‘5‘§336'337a 3eb314abebefc819 documentation from sources.
(ca. 100MB, notarized and sign

macOS Ventura users: there is a known bug in Ventura
preventing installations from some locations without a
prompt. If the installation fails. move the downloaded
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R for mact!

This directory contains binaries for the base distribution
and package binaries for R versions older than 4.0.0 are
users of such versions should adjust the CRAN mirror s
accordingly.
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& *

RIEDY Vv 0O— R EE

R-4.4.3-x86_64.pkg
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Note: Although we take precautions when assembling binaries, please use the normal precautions with

downloaded executables.

R 4.4.3 "Trophy Case" released on 2025/02/28

Please check the integrity of the downloaded package by checking the signature:

pkgutil --check-signature R-4.4.3-arm64.pkg

in the Terminal application. If Apple tools are not avaiable you can check the SHA1 checksum of the

downloaded image:
openssl shal R-4.4.3-armb4.pkg

Latest release:

For Apple silicon (M1,2,..) Macs: R 4.4.3 binary for macOS 11 (Big Sur) and higher,

R-4.4.3-arm64.pkg

SHA1-

signed and notarized packages.

hash: c32bed5f8f0a7ddd31a8c5598a5a60f8b6c83073 Contains R 443 framework, Rapp GUI -I 8] i TCl/Tk
8.6.12 X11 libraries and Texinfo 6.8. The latter two

(ca. 97MB, notarized and signed)

For older Intel Macs:
R-4.4.3-x86 64.pkg

hash: 2391e3c97b3c9f3d36001a3a3eb314abebefc819 documentation from sources.

(ca. 100MB, notarized and signed)

components are optional and can be ommitted when
choosing "custom install’, they are only needed if you
SHAT- want to use the tcitk R package or build package

macOS Ventura users: there is a known bug in Ventura
preventing installations from some locations without a
prompt. If the installation fails. move the downloaded
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B 72 ke AppCleaz?sr_B.G.B pp PP R 5. g
[5 # 4.2 MB
® ¥ovo—Fk
B Macintosh HD > @8 88 student > @9 ¥ ¥ R-4.4
O & R4.4.3 for macOS (X86_64) D1 YA k—IL (=
&5 ZER 4.4.3 for macOS (X86_64) 1 YA R—3
- This installer will guide you through the steps necessary to
® FUSIC setup R 4.4.3 (Trophy Case) for macOS 11 (Big Sur) or
L higher on Intel-based Macs (not recommended for modern

M1 Macs and higher!).
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AR

o UMK R 4.4.3

Version 4.4.3 (Trophy Case)

* AUyt for macOS 11 (Big Sur) and higher on Intel Macs
' .
| This multi-package contains following main components:
i - R Framework 4.4.3
4 .| -RappGUI 181
- Tcl/Tk 8.6.13 for X11 (optional, needed for the tcltk R
J package)

- Texinfo 6.8 (optional, needed to build documentation in R
packages from sources)

Requirements:

O. OfkelT3%BIRL X T,

1

- Intel-based Mac
@

- - macOS 11 (Big Sur) or higher

Note: By default the installer upgrades previous Big Sur Intel
build of R if present. If you want to keep the previous version,
use

pkgutil --forget org.R-project.x86_64.R.fw. pkg’
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o ERFFEREN
i
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& R4.4.3 for macOS (X86_64) D1 YA k—IL B
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PEIID OUILENLIL 10 MISLIIMMLLW WIIMLE LIS LRI IS W LI Y

GENERAL PUBLIC LICENSE Version 2, June 1991. The terms of
this license are in a file called COPYING which you should have
received with this software.

If you have not received a copy of this file, you can obtain one
via WWW at http://www.gnu.org/copyleft/gpl.html, or by
writing to:

The Free Software Foundation, Inc.,
59 Temple Place - Suite 330, Boston, MA 02111-1307, USA.

A small number of files (the API header files and export files,
listed in R_HOME/COPYRIGHTS) are distributed under the
LESSER GNU GENERAL PUBLIC LICENSE version 2.1. This can be
obtained via WWW at http://www.gnu.org/copyleft/Igpl.html, or
by writing to the address above

The above licenses govern distribution, not use.

" “Share and Enjoy." .

ZYrh. R &RF... B3 il
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U this license are in a file called COPYING which you should have
received with this software.
A7

$EF
CDYTRI7DAVAM—IVERITBICR, V7 b0 7 ERFERNOFRMEI
AR SDELBDET,

AVAM=ILEHRITBICER, "ABITZ"Z7V I ULTKEEWN, 1VAM=ILEF
YYELLTA VA= RTIHHRAR, "BELBVW Z7U v I LTS W,

o

ERFFREENERD RAELEWn ABT5

The above licenses govern distribution, not use.
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= student — -zsh — 80x24

Last login: Thu Mar 30 10:33:37 on console
(base) ~ $ defaults write com.apple.finder AppleShowAllFiles TRUE

—IFIIHEREL 5. Ddefaults
write com.apple.finder
AppleShowAl IFiles TRUEY (G&% T
ITEANNTIC) ANALT, V99—
*¥—zZzHLFEY,

(base) ~ $ |

defaults write com.apple.finder AppleShowAlIFiles TRUE
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(base) ~ $ defaults write com.apple.finder AppleShowAllFiles TRUE

(Z@killall Findere AALTY 99—

X —%# L. TFinders T L X
defaults write com.apple.finder AppleShowA 3,

(base) ~ $ J}

O O = student — -zsh — 80x24

Last login: Thu Mar 30 10:33:37 on console
(base) ~ $ defaults write com.apple.finder AppleShowAllFiles TRUE

(base) ~ $ killall Finder
(base) ~ $ [}

killall
Finder
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F,‘ pOSIt' PRODUCTS ™ OPEN SOURCE ™~ USE CASES v PARTNERS v LEARN & SUPPORT v ABOUT ™ Q

DOWNLOAD

RStudio
Desktop

Used by millions of people weekly, the RStudio integrated
development environment (IDE) is a set of tools built to

help you be more productive with R and Python.

Don’t want to download or install anything? Get started
with RStudio on Posit Cloud for free. If you're a

professional data scientist looking to download RStudio
and also need common enterprise features, don't hesitate

to book a call with us.

https://posit.co/download/rstudio-desktop/ 35



JE—
RSTudlo'f A bM=IL 2

RStudio Desktop - Posit

C @ 2 posit.co/download/rstudio-desktop/

?f‘f POSit PROWI SOURCE v USE CASES v PARTNERS LEARN & SUPPORT v ABOUT ~
1 Install R 2 Install RS
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QP LR—ITEHICHBEH, XFI1FY
R4ISZ.0DA VAR P=ILERTIHT-
NT. ODEEXIIERTLTVWET,
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RStudiod 1 R b—ILICHAF T,
RStudiold. R (¥Python) ®DGUIsEL
RO LS RIEDIT AL WS BEBTE
WTT o MacOSIRIFDOSAHD H DI,
@HLH VL TEICHY 7,

R is not a Posit product. By clicking on the link below

RStudio requires R 3.6.0+. Choose a version of R that <
matches your computer’s operating system. DOWNLOAD RSTUDIO DESKTOP FOR
“lic This version of RStudio is only supported on macOS

to download and install R, you are leaving the Posit 13 and higher. For earlier macOS environments,

website. Posit disclaims any obligations and all please download a previous version.

liability with respect to R and the R website.

Size: 557.15 MB | sHA-256: BE73D3A9 | Version:

All Installers and Tarballs

2024.12.1+563 | Released: 2025-02-13
DOWNLOAD AND INSTALL R
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f,‘ posit' PRODUCTS ~¥  OPEN SOURCE ~  USE CASES v PARTNERS >  LEARN & SUPPORT ~  ABOUT v Q

oS Download Size SHA-256

Windows 10/11 RSTUDIO-2024.12.1-563.EXE < 265.28 MB BB369743

macOS 13+ RSTUDIO-2024.12.1-563.DMG < 557.15 MB BE73D3A9

Ubuntu 20/Debian 11 RSTUDIO-2024.12.1-563-AMD64.DEB 203.14 MB EE259A88

Ubuntu 22/Debian 12 RSTUDIO-2024.12.1-563-AMD64.DEB ¢ 203.17 MB 710931EC

Ubuntu 24 RSTUDIO-2024.12.1-563-AMD64.DEB ¢ 203.17 MB 710931EC
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RStudio Desktop - Posit X +

C M 23 posit.co/download/rstudio-desktop/

RStudio? Explore the RStudio User Guide or the Getting

Started section.

1: Install R

RStudio requires R 3.6.0+. Choose a version of R that
matches your computer’s operating system.

R is not a Posit product. By clicking on the link below
to download and install R, you are leaving the Posit
website. Posit disclaims any obligations and all
liability with respect to R and the R website.

DOWNLOAD AND INSTALL R

g9oa—KFRETLENT, O%7

JwI2LTIo>a—F)RAbEERT
L. @T9>a—FLGFReEME
£7,

® % 0

= RStudio-2024.12.1-563.dn (2]
g\;jposrt' PRODUCTS ¥  OPEN SOURCE ~ USE CASES~  PARTNERS v  LEARN & SUPPORT ~  ABO 531MB - ®7

2: Install RStudio

DOWNLOAD RSTUDIO DESKTOP FOR MACOS 13+

This version of RStudio is only supported on macOS

13 and higher. For earlier macOS e

nvironments,

please download a previous version.

Size: 557.15 MB | SHA-256: BE73D3A9
2024.12.1+563 | Released: 2025-02-13

| Version:
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O RStudiod’#2#H L ¥ L =, OQ R4

2 NN=Ia P RAP=ILTETWVS
CYHHERTEZET,

RStudiod)ikc

[ ] [ ] RStudio

Go to file/function + Addins ~ R] Project: (None) ~

Cons inal Background Jobs ) Environment  History Connections Tutorial = ]
R ~R443 Tl e | # Import Dataset ~ % 82 MiB ~ & List ~ N
R » 7} Global Environment ~

R version 4.4.3 (2025-02-28) -- "Trophy Case"

Copyright (C) 2025 The R Foundation for Statistical Computing

Platform: x86_64-apple-darwin20@ Environment is empty

R is free software and comes with ABSOLUTELY NO WARRANTY.
You are welcome to redistribute it under certain conditions.
Type 'license()' or 'licence()' for distribution details.

Natural language support but running in an English locale

R is a collaborative project with many contributors.
Type 'contributors()' for more information and

'citation()"' on how to cite R or R packages in publications.
Files Plots Packages Help Viewer Presentation |

Type 'demo()' for some demos, 'help()' for on-line help, or Ol install | @ Update

"help.start()' for an HTML browser interface to help. Hame Descrption YeISH
Type 'q()' to quit R. System Library
v base The R Base Package 4.4.3
> boot Bootstrap Functions (Originally 1.3-
by Angelo Canty for S) 31
class Functions for Classification 7.3-
23
cluster “Finding Groups in Data™ 2.1.8

Cluster Analysis Extended
Rousseeuw et al.

codetools Code Analysis Tools for R 0.2-
20
compiler The R Compiler Package 4.4.3
v datasets The R Datasets Package 4.4.3
foreign Read Data Stored by 'Minitab’, 0.8-
'S', 'SAS', 'SPSS', 'Stata’, 'Systat’, 88
'Weka', 'dBase’, ...
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R ~R443 -

R version 4
Copyright (
Platform: x

R is free s
You are wel
Type 'licer

Natural 1

R is a coll
Type 'contr
'citation()

Type "demo(
'help.start
Type 'q(3’

> qQ)|

File Edit Code View

New File

New Project...

Open File...
Open File in New Column...
Recent Files

Open Project...

Open Project in New Session...

Recent Projects

Import Dataset

Save All

Close

Quit Session...

Plots

Session Build Debug Profile

> RStudio
Addins ~

>

tistical Computing

{ NO WARRANTY.
"tain conditions.
ition details.

1 English locale
"ibutors.
and

in publications.

n-line help, or
2 to help.

RStudioZRT T 3ICIEDOX%EZ2 Y Y
7% %, QRStudio FileX=a2—%H"5
Quit SessionZiERT 5, Qq) & A
AL, VI9—F—%8T, Lok

Tools Window Help
S »
EDHY ET
HENH o
r T 5H 22 X EEHSNT
Saved 55?5 B9 2 B S
= Environment  His >
] a._A LY w. > I > s - i
T “* Import jﬁn\ *ﬂ‘\) T < bb\bi&\&\j ‘
R ~ | (7 Global Eny, r 9 >
Don’ t savey THWEHA.
Environment is empty
i
|
|
|
|
Files Plots Packages Help Viewer Presentation |
2 Install @Update
Name Description Vers...
System Library
v base The R Base Package 4.43
boot Bootstrap Functions (Originally 1.3-
by Angelo Canty for S) 31
class Functions for Classification 7.3-
23
cluster “Finding Groups in Data"™ 2.1.8
Cluster Analysis Extended
Rousseeuw et al.
codetools Code Analysis Tools for R 0.2-
20
compiler The R Compiler Package 4.43
v datasets The R Datasets Package 4.4.3
foreign Read Data Stored by 'Minitab’, 0.8-

'S', 'SAS', 'SPSS', 'Stata’, 'Systat’, 88
‘Weka', 'dBase’, ...
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CRANd)/\v r—< |

Qo .+ Of - . } Go to file/function ~ Addins ~

Console Terminal Background Jobs

R ~R443 -~/

R version 4.4.3 (2025-02-28) -- "Trophy Case"

Copyright (C) 2025 The R Foundation for Statistical Computing

Platform: x86_64-apple-darwin2@

RStudio

R is free software and comes with ABSOLUTELY NO WARRANTY.

You are welcome to redistribute it under certain conditions.

Type 'license()' or 'licence()' for distribution details.

Natural language support but running in an English locale

R is a collaborative project with many contributors.

Type 'contributors()' for more information and

'citation()' on how to cite R or R packages in publications.

Type 'demo()' for some demos, 'help()' for on-line help, or

'help.start()' for an HTML browser interface to help.

Type 'q()' to quit R.

> |

EE

(DPackagesd 7% 775714 7 L=
B, THRANDRRAIZE FZNTNT

K| Project: (None) ~

= Environment  History Connections Tutorial P |
“dll s | ~* Import Dataset ~ ™ 82 MiB ~ y List ~ -

R ~ 7} Global Environment ~

Environment is empty

@

Files Plots Packages Help Viewer Presentation . [7]

Ol install | @ Update

Name Description Vers...

System Library

v base The R Base Package 4.43
boot Bootstrap Functions (Originally 1.3-
by Angelo Canty for S) 31
class Functions for Classification 7.3-
23
cluster “Finding Groups in Data™ 2.1.8

Cluster Analysis Extended
Rousseeuw et al.

codetools Code Analysis Tools for R 0.2-
20
compiler The R Compiler Package 4.43
v datasets The R Datasets Package 4.4.3
foreign Read Data Stored by 'Minitab’, 0.8-
'S', 'SAS', 'SPSS', 'Stata’, 'Systat’, 88
‘Weka', 'dBase’, ...
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CRAND /Ny 5 — </

RStudio
Qo .+ Of - . Go to file/function ~ Addins ~
Console Terminal Background Jobs
R ~R443 -~/

R version 4.4.3 (2025-02-28) -- "Trophy Case"
Copyright (C) 2025 The R Foundation for Statistical Computing
Platform: x86_64-apple-darwin20@

R is free software and comes with ABSOLUTELY NO WARRANTY.
You are welcome to redistribute it under certain conditions.
Type 'license()' or 'licence()' for distribution details.

Natural language support but running in an English locale
R is a collaborative project with many contributors.
Type 'contributors()' for more information and
'citation()' on how to cite R or R packages in publications.
Type 'demo()' for some demos, 'help()' for on-line help, or
'help.start()' for an HTML browser interface to help.
Type 'q()' to quit R.

>

)

Environ

~

R~ |

(DPackages? 7% 7771 72 L =4k
B, FHADRRAIZIE FZNEFNT
T, TTTI, BREBRLLTHAE
el07TlEWS BRID/INY r—I DA

A=W ERABET, QDOBRERET
JVIRD., Lﬁ'ﬁ#l’iliﬁﬁﬁﬂ’i‘ﬂ

TWRIFTNIE, HETBNRYT—IUH2

Mac EICIZFEF =AM R F—ib‘éﬂ"(\,\

W Hg L 9, Qlnstall,

Files Plot, ackages Help Viewer Presentatj o= [

21 Install

Name

pdate el071

Description Vers
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" I TABBLERY XS, GHE IS

o . — ) A VAP=ILTEDEIBEET DL S

CRANO)/ \ \/ 7 y 3 <T. Repository(CRAN) Z:R${R L T\ 3

oo e RStudio SYEHRLET, (R-oT\W 535

Oc' OIR :'_ | ’ — dcb” — _ BIETNI Yo A= —H5RIRLA
onsole ermina ckground Jobs () :vuron LT < f:“‘:f\,\o )

R ~*R443 -~/

R ~ GIoDar CIVITOTITENT ~

R version 4.4.3 (2025-02-28) -- "Trophy Case"
Copyright (C) 2025 The R Foundation for Statistical Computing
Platform: x86_64-apple-darwin20@ Environment is empty

R is free software and comes with ABSOLUTELY NO WARRANTY.
You are welcome to redistribute it ur jnsaiipackages

Type 'license()' or 'licence()' for ¢
Install from: 7 Configuring Repositories

| Repository (CRAN) v

Natural language support but runnir
Packages (separate multfple with space or comma):

R is a collaborative project with mar’
Type 'contributors()' for more inforn install to Library:

. . ) Plots Packages Hel Viewer Presentation
"citation()' on how to cite R or R p¢ | /Library/Frameworks/R framework/Versions/4.4-x86_64/Reso v | - B =0

Il @ update 1071

v!IInstall dependencies me Description Vers...
Type 'demo()' for some demos, 'help(]

'help.start()' for an HTML browser ir
Type 'q()' to quit R. Install Cancel
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GDEBHTA A P—ILLIV/Y

"
o 3 F—YRZENALET, BER Te)
CRAND /N T — 3 b | Canmctss, Tey #b
oo e RStudio WE 3Z#WHPNYVRAPMTPZYITINTWVWS
SehbhhrYEd, BBNG®el07l %

QO+ O -, Go to file/function

Console Terminal Background Jobs

R ~*R443 -~/

= E:viron igj:R L —( coe

R ~ T GIoDar CIVITOTTENT ~

R version 4.4.3 (2025-02-28) -- "Trophy Case"
Copyright (C) 2025 The R Foundation for Statistical Computing

Platform: x86_64-apple-darwin2@

Environment is empty

R is free software and comes with ABSOLUTELY NO WARRANTY.
You are welcome to redistribute it ur jnsaiipackages

Type 'license()' or 'licence()' for ¢
Natural language support but runnir

R is a collaborative project with mar
Type 'contributors()' for more inforn
'citation()' on how to cite R or R pc

Type 'demo()' for some demos, 'help(
'help.start()' for an HTML browser ir
Type 'q()' to quit R.

Install from: 7 Configuring Repositories
| Repository (CRAN) v

Packages (separ.

el

4 Plots Pac
E4tools ages elp

eadrm Al @ Update

eaf dencies me Description
Eagle

EAinference

eAnalytics Install Cancel

ultiple with space or comma):

/orRs/R.frameworkNersions/4.4-x86_64/Resow v

earlygating
earlyR
earlywarnings
earth
earthdatalogin
earthtide
earthtones
Ease
easy.glmnet
easy.utils
EasyABC
easyAHP

Viewer Presentation = ]
el071

Vers...
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Console Terminal

‘R ~R443 -~/

CRAND /N 41

# Co to file/function

Background Jobs

~ Addins ~

R version 4.4.3 (2025-02-28) -- "Trophy Case"
Copyright (C) 2025 The R Foundation for Statistical Computing
Platform: x86_64-apple-darwin20@

RStudio

R is free software and comes with ABSOLUTELY NO WARRANTY.

You are welcome to redistribute it ur
Type 'license()' or 'licence()' for ¢

Natural language support but runnir
R is a collaborative project with mar
Type 'contributors()' for more inforn

'citation()' on how to cite R or R pc

Type 'demo()' for some demos, 'help(]
'help.start()' for an HTML browser ir

Type 'q()' to quit R.

=S

ODBHTA A PF—=ILLEWIY
=2 NHLET, @RI Tey
FTAHODLERETTS, ey 05

by £, BRIDGel07] %

ST EIR LT, @lInstall,
R ~ (S covaromvironment—

W F RSV RA T Y TINTWS

Environment is empty

Install Packages

Install from:

7 Configuring Repositories

| Repository (CRAN)

vl

Packages (separate multiple with space or comma):

e1071

Install to Library:

\ /Library/Frameworks/R.framework/Versions/4.4-x86_64/Resol v|

v Install dependencies

Install Cancel

Plots Packages Help Viewer Presentation . [
Il @ update 1071
me Description Vers...
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CRAND /X 7 — < 6

[+ W+ - . d Go to file/function ~ Addins ~

Console Terminal
R ~R443 -~/

Type 'contributors()' for more information and
'citation()' on how to cite R or R packages in publications.

Type 'demo()' for some demos, 'help()' for on-line help, or

'help.start()' for an HTML browser interface to help.
Type 'q()' to quit R.
> install.packages("el@71")

also installing the dependency ‘proxy’

trying URL "https://cran.rstudio.com/bin/macosx/big-sur-x86_64/contr
ib/4.4/proxy_0.4-27 .tgz'
Content type 'application/x-gzip' length 200910 bytes (196 KB)

downloaded 196 KB

trying URL "https://cran.rstudio.com/bin/macosx/big-sur-x86_64/contr
ib/4.4/e1071_1.7-16.tgz’'

Content type 'application/x-gzip' length 685467 bytes (669 KB)

downloaded 669 KB

The downloaded binary packages are in
/var/folders/dc/tmz89bz544n48shrwlpgxtqh@@@@gn/T//RtmpT1080
2/downloaded_packages

>

Background Jobs =

GODEHYTA A F—=IL LISy
F—=IB%NHLET, @\EIE ey
FTAHDLERETTS, Tey 55
WEBBRWHPVR T Y TINTWS
SehhhirYET, BEIN®el07l %
BFBIRL T, @DInstall, T<I2@D &L
A5 aey FrAESNICAAIN, Y
FZINYHT—=IDA A= ILHMET Y
T4, ¥EIFrom "Qlnstal I 24P L
TH 5®el071 %R L T@Instal IR
9T, FTTHHEEIX. @na~
YRFAHDERLE%ZLHEET,

Environy

& =

Files Plo ackages Help Viewer Presentation . [T

&/ Install pdate el071

Name
el071

Description Vers...
Misc Functions of the 1.7-
Department of Statistics, 16
Probability Theory Group

(Formerly: E1071), TU Wien
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CRANO)/\O“/ /7._ ¢/° 7 ConsoleBEEAE ¥ > LBEHT, T
F=AyE—Us513VHDHLrRITNIE
o RStudio BlREHY A, QTHIZITLS >
. | R F—LET L1zel0718@NaneFl i<
e [ [ e S T ERENTEY . @TON—T 3>l
Tope <ortributorsO! for ore Snformatlon i vtcation. e O e 2T
Ri<e W ¢ IT- 1=-%&
Type om0 for som dome, b0 for an Line belp, o RELLHERIE, @TD/N-a
Type 'q()' to quit R. \/‘I‘%iﬁt)g Tl:EEﬁTé J: D) (v: L i
L&,

" N A 2R P ILETEDIRE, FREOD

> install.packages("el@71")

also installing the dependency ‘proxy’

trying URL "https://cran.rstudio.com/bin/macosx/big-sur-x86_64/contr
ib/4.4/proxy_0.4-27 .tgz'
Content type 'application/x-gzip' length 200910 bytes (196 KB)

Files Packages Help Viewer Prese =
___________ - - - - T O Insta Update el07

Name Description Vers...

el071 Misc Functions of (he. 1.7-
trying URL "https://cran.rstudio.com/bin/macosx/big-sur-x86_64/contr Department of Statistics, 16
. , Probability Theory Group
ib/4.4/e1071_1.7-16.tgz (Formerly: E1071), TU Wien

Content type 'application/x-gzip' length 685467 bytes (669 KB)

The downloaded binary packages are in
/var/folders/dc/tmz89bz544n48shrwlpgxtqh@@@@gn/T//RtmpT1080
2/downloaded_packages

>

57



" 122 F-ARTRORE. KOO
o . ™ Console®mAZ - YBEkH T, T
CRAND /Ny 55—/ 8 S—Aye—IoFEVHOhE TN
e0e® x |+ MEHY FHA, QTHIIIFXMA
A b=ILET L7=el071HName?] |
ZRINTEY, @xD/NN—Yarik

e1071: Misc Functions of the Department of Statistics, Probability Theory Group (Formerly: E107 I 7_ I 37:’: 0) r_;‘ Z Y ,3 = Z bg‘h b\ L) i -a-
° - - o
Functions for latent class analysis, short time Fourier transform, fuzzy clustering, support vec r%"' _J:‘_( ,/: e | 07 I i m (W -( ﬁg*ﬁ. i {ﬁ'. - 7':. 4 ‘:'!-_l:
23N -

bagged clustering, naive Baygs classifier, generalized k-nearest neighbour ... . S
REFLOHBBICIE. ©OFTD/N—-Y 3
Version: 1.7-16 D= > > S -
ersion VIEHRbsSNTICkEHTSLH5ICLF

Imports: graphics,\rDevices, class, stats, methods, utils, proxy - .
Suggests: cluster, mlbench, nnet, randomForest, rpart, SparseM, xtable, Matrix, MAS L/ J: P o @e I 07 I G)CRANG)URLT -a-o @
Published: 2024-09-16 IN—a vk, HEMNZILT-I3THS 2

DOIl: 10.32614/CRAN.package.e1071 Z ﬁ@ﬁb\ ") i _a-
o

‘R CRAN: Package 1071

<« » C M 23 cran.r-project.org/web/packages/e1071/index.html

Author: David Meyer [aut, cre], Evgenia Dimitriadou [aut, cph], Kurt Hornik
Leisch [aut], Chih-Chung Chang [ctb, cph] (libsvm C++-code), Chih-Chen Lin [ctb, cph] (libsvm C++-code)
Maintainer: David Meyer <David.Meyer at R-project.org>
License: GPL-2 | GPL-3
NeedsCompilation: yes
Materials: NEWS
In views: Cluster, Distributions, Environmetrics, MachinelLearning, Psychometrics

CRAN checks: el071 results

Documentation:

Reference manual: e 107 1.pdf
Vignettes: Support Vector Machines—the Interface to libsvm in package e1071 (source, R code)

svm()_internals (source) ‘

https://CRAN.R-project.org/package=e|07]|
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= RIZ. MBioconductor TREXIMN T W

o BINYIT—=IDA A PM=ILFIE %,
Bioconductor@d--- | @BioeirinacEBlE LCHMLE T,

O [ ] u Bioconductor - Biostrings X + v

< C Mm 25 bioconductor.org/packages/release/bioc/html/Biostrings.html w E:} @ Q

About Learn Packages Developers Q. Search

Home > Bioconductor 3.20 > Software Packages > Biostrings

Biostrings

Bioconductor

OPEN SOURCE SOFTWARE FOR BIOINFORMATICS

This is the released version of Biostrings; for the devel version, see Biostrings.

Efficient manipulation of biological strings

platforms ‘all f rank 9/ 2289 supportVS / 5 N in Bioc > 20 years build'wamings dependencies 24

| DOI: 10.18129/B9.bioc.Biostrings

Bioconductor version: Release (3.209)

Memory efficient string containers, string matching algorithms, and other utilities, for fast manipulation of large biological sequences or sets of
sequences.

Author: Hervé Pageés [aut, cre], Patrick Aboyoun [aut], Robert Gentleman [aut], Saikat DebRoy [aut], Vince Carey [ctb], Nicolas Delhomme [ctb], Felix
Ernst [ctb], Wolfgang Huber [ctb] ('matchprobes' vignette), Beryl Kanali [ctb] (Converted 'MultipleAlignments' vignette from Sweave to RMarkdown),
Haleema Khan [ctb] (Converted 'matchprobes’ vignette from Sweave to RMarkdown), Aidan Lakshman [ctb], Kieran O'Neill [ctb], Valerie Obenchain
[ctb], Marcel Ramos [ctb], Albert Vill [ctb], Jen Wokaty [ctb] (Converted 'matchprobes’ vignette from Sweave to RMarkdown), Erik Wright [ctb]

https://bioconductor. org/packages/Biostrings 60



= S
Bioconductord---

(] [} RStudio

QO+ O 2 . Go to file/function + Addins ~
Console Terminal Background Jobs =
R ~R443 -~/

Type 'contributors()' for more information and
'citation()' on how to cite R or R packages in publications.

Type 'demo()' for some demos, 'help()' for on-line help, or
'help.start()' for an HTML browser interface to help.
Type 'q()' to quit R.

> install.packages("el@71")
also installing the dependency ‘proxy’

trying URL "https://cran.rstudio.com/bin/macosx/big-sur-x86_64/contr
ib/4.4/proxy_0.4-27 .tgz'
Content type 'application/x—gzip' length 200910 bytes (196 KB)

downloaded 196 KB

trying URL "https://cran.rstudio.com/bin/macosx/big-sur-x86_64/contr
ib/4.4/e1071_1.7-16.tgz’'
Content type 'application/x—gzip' length 685467 bytes (669 KB)

downloaded 669 KB

The downloaded binary packages are in
/var/folders/dc/tmz89bz544n48shrwlpgxtqh@@@@gn/T//RtmpT1080
2/downloaded_packages

>

R1<, DBioconductor TN TV
%/\“/ =D R M=ILFIE%E.
@Biostrings*flx L CeHBAL £ ¥,
412, @Packagesy 7 LT, @
Biostrings¥ ¥ TBIAA T, HEAI{T
HLERIRINGW (e, 1A=
INTR\W) SEEHEALTVWET,
2018, Olnstal | 2L T, ¥ =
Y DCRAND S A R = ILTE
W2 EHERLET,

Environy
e ]

R~ |

@

Files Plo Packages Help Viewer Presentation =
21 Install pdate Biostrings
Name Description Vers...
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Bioconductord---

OF 74N FDOCRANDE F T, @
3 BiostF THT BIAATIRE, RSP
[ZBiostringshBS Y R b7y 2°¥ T W

0oe s RVBETRRSTRTE & 345
Q - Oj o~ } Go to file/function v Addins ~ TTUTTCTTVOTTeT
Console  Terminal Background Jobs = Environment  History Connections Tutorial o )
R ~R443 -~/ g # Import Dataset ~ ™ 150 MiB8 ~ | & List ~ .
Type 'contributors()' for more information and R - (7 Global Environment ~
'citation()' on how to cite R or R packages in publications.
Type 'demo()' for some demos, 'help()' for on-line help, or Environment is empty
'help.start()' for an HTML browser interface to help.
Type 'q()' to quit R.
Install Packages
> install.packages("el@71") o
. . Install from: 7 Configuring Repositories
also installing the dependency ‘proxy [Repository (CRAN) -
trying URL "https://cran.rstudio.com/ Packages rate mu¥iple with space or comma):
ib/4.4/proxy_0.4-27 .tgz' ‘
Content type 'application/x_gZipl Ler b?ostat-B . - Plots Packages Help Viewer Presentation =
___________ — — — — - Bfostatlstlcs ks/R.framework/Versions/4.4-x86_64/Reso v | " @ T Sttt =
downloaded 196 KB :;Z::‘:Ir:l(u ncies me Description Vers...
BiostatsUHNplus
trying URL "https://cran.rstudio.com/
ib/4.4/e1071_1.7-16.tgz" Install Cancel
Content type 'application/x-gzip' length 685467 bytes (669 KB) |

The downloaded binary packages are in
/var/folders/dc/tmz89bz544n48shrwlpgxtqh@@@@gn/T//RtmpT1080
2/downloaded_packages

>
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" S 774N FORMOZET, D

o BiostF THTBIAAFLIRRE, 1ZBEDFP

BIOCOI‘IdUC'l'OI'a)"‘ ll' ICBiostrings®s) R b 7w 7E¥NTW
oeo RStudio RV TRRENSFEATETETH, O

Ocv OIR :' _ = = r:-dCJo;o file/function ~ Addins ~ — B i os_l_r i ngs i T\\*TBEAA/ r:\s)lk%T\\\ @
v m— * = Install,

Type 'contributors()' for more information and R~ (romooarcnvromment—

'citation()' on how to cite R or R packages in publications.

Type 'demo()' for some demos, 'help()'

for on-line help, or

'help.start()' for an HTML browser interface to help.

Type 'q()' to quit R.

> install.packages("el@71")
also installing the dependency ‘proxy

trying URL "https://cran.rstudio.com/
ib/4.4/proxy_0.4-27 .tgz'
Content type 'application/x-gzip' ler

Environment is empty

Install Packages

Install from:

7 Configuring Repositories

| Repository (CRAN)

vl

Packages (separ,

ultiple with space or comma):

| Biostrings

Install to Library:

—— " - 1 Plots Packages Help Viewer Presentation . [
| /Library/Frameworks/R.framework/Versions/4.4-x86_64/Reso v |
d loaded 196 KB ) | @Update Biostrings
ownloade 7 Install dependencies me Description i

trying URL "https://cran.rstudio.com/
ib/4.4/e1071_1.7-16.tgz" install Cancel

Content type 'application/x-gzip' length 685467 bytes (663‘ |

downloaded 669 KB

The downloaded binary packages are in
/var/folders/dc/tmz89bz544n48shrwlpgxtqh@@@@gn/T//RtmpT1080
2/downloaded_packages

>
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" S ONIAV Y FARFTINETH, OT
Hnot available¥ EHINTWSB 2 ¥

Bioconductor®-:+ 5 |30l % Cxomteni-momis
eoe RStudio f&:\,\: Zﬁ‘%%bﬁ‘%&’)l:\ :o))ea
2y & B P ) A TlEBioconductor/ Sy r— A

Console Terminal Background Jobs = Environ|

o as S AP =NIETEF A,

R » (S oovaronvironment—

trying URL "https://cran.rstudio.com/bin/macosx/big-sur-x86_64/contr
ib/4.4/proxy_0.4-27 .tgz'
Content type 'application/x-gzip' length 200910 bytes (196 KB) Environment is empty

trying URL "https://cran.rstudio.com/bin/macosx/big-sur-x86_64/contr
ib/4.4/e1071_1.7-16.tgz"
Content type 'application/x-gzip' length 685467 bytes (669 KB)

Files Plots Packages Help Viewer Presentation . [7]

. . 21 Install @ Update Biostrings
The downloaded binary packages are in

/var/folders/dc/tmz89bz544n48shrwlpgxtqh@@@@gn/T//RtmpT1080
2/downloaded_packages
> install.packages("Biostrings")
Warning in install.packages :
package ‘Biostrings’ is not available for this version of R

Name Description Vers...

A version of this package for your version of R might be available e
lsewhere,

see the ideas at
https://cran.r-project.org/doc/manuals/r-patched/R-admin.html#Instal
ling-packages

>
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= (MBioconductorAMN@Biostrings®d
R=I%F/EB, 1A F—ILEIR. O

Bioconductor®d--- 6 635U T HY) 7.

O [ ] u Bioconductor - Biostrings X + v

< C Mm 25 bioconductor.org/packages/release/bioc/html/Biostrings.html w E:} @ Q
Bioconductor

About Learn Packages Developers Q. Search Get Started >
Home > Bioconductor 3.20 > Software Packages > Biostrings ’

Biostrings

This is the released version of Biostrings; for the devel version, see Biostrings.

Efficient manipulation of biological strings

platforms ‘all f rank 9/ 2289 supportVS / 5 N in Bioc > 20 years build'wamings dependencies 24

| DOI: 10.18129/B9.bioc.Biostrings

Bioconductor version: Release (3.209)

Memory efficient string containers, string matching algorithms, and other utilities, for fast manipulation of large biological sequences or sets of
sequences.

Author: Hervé Pageés [aut, cre], Patrick Aboyoun [aut], Robert Gentleman [aut], Saikat DebRoy [aut], Vince Carey [ctb], Nicolas Delhomme [ctb], Felix
Ernst [ctb], Wolfgang Huber [ctb] ('matchprobes' vignette), Beryl Kanali [ctb] (Converted 'MultipleAlignments' vignette from Sweave to RMarkdown),
Haleema Khan [ctb] (Converted 'matchprobes’ vignette from Sweave to RMarkdown), Aidan Lakshman [ctb], Kieran O'Neill [ctb], Valerie Obenchain
[ctb], Marcel Ramos [ctb], Albert Vill [ctb], Jen Wokaty [ctb] (Converted 'matchprobes’ vignette from Sweave to RMarkdown), Erik Wright [ctb]

https://bioconductor. org/packages/Biostrings 5



] _ (MDBioconductorM@Biostringsd
R—VE2HBE, 1A= EIE. B

Bioconductor@-.-- 7 L3 PLTEIH) 2T, @

(] [ ] u Bioconductor - Biostrings X + InS"'O I I 01. i Ono) Z : % T“T o

< C M 25 bioconductor.org/packages/release/bioc/htmi/Biostrings.html w 3 @ Q

| B]O CO n d U C to r About Learn Packages Developers Q, Search

OPEN SOURCE SOFTWARE FOR BIOINFORMATICS

Citation (from within R, enter citation("Biostrings")):

Pagés H, Aboyoun P, Gentleman R, DebRoy S (2024). Biostrings: Efficient manipulation of biological strings. R package version 2.74.1,
https://biocondugtor.org/packages/Biostrings.

Installation

To install this package, start R (version "4.4") and enter:

if (!require("BiocManager", quietly = TRUE))
install.packages("BiocManager")

BiocManager::install("Biostrings")

For older versions of R, please refer to the appropriate Bioconductor release.

Documentation

To view documentation for the version of this package installed in your system, start R and enter:

browseVignettes("Biostrings")
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BIOCOI‘IdUC'l'OI'0)"° 3

® © ® P Bioconductor - Biostrings X

\ 3 C M 25 bioconductor.org/packages/release/bioc/html/Biostrings.html

Packages

B}oconductor About  Leam

RCE SOFTWARE INFORM

Citation (from within R, enter citation("Biostrings")):

Developers

Q. Search

(DBioconductor M @Biostrings?d
R=I%B/B, 1A= ILEIZ. O
HIVPLTEBIIHYETT, @
Installationd ¥ 2 3 T¥, D4
I T2y =% 4R =LY
5(ClE. R (\N=Ta s b) 2kREL
TOZEITEL, 1 EEVWTWSZ L
BhhrYET, CNOEK%RT S LS
X, .

Pagés H, Aboyoun P, Gentleman R, DebRoy S (2024). Biostrings: Efficient manipulation of biological strings. R package version 2.74.1,

https://bioconductor.org/packages/Biostrings.

Installation

To install this package, start R (version "4.4") and enter:

if (!require("BiocManager", quietly = TRUE))
install.packages( "BiocManager")

BiocManager::install("Biostrings")

For older versions of R, please refer to the appropriate Bioconductor release.

Documentation

To view documentation for the version of this package installed in your system, start R and enter:

browseVignettes("Biostrings")
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® © ® P Bioconductor - Biostrings

€« C @

Packages

Bioconductor At team

Citation (from within R, enter citation("Biostrings")):

Pagés H, Aboyoun P, Gentleman R, DebRoy S (2024). Biostrings: Efficient manipulation of biological {

https://bioconductor.org/packages/Biostrings.

Installation

To install this package, start R (version "4.4") and enter:

if (!require("BiocManager", quietly = TRUE))
install.packages("BiocManager")

BiocManager::install("Biostrings")

N
Bloconducford)--- 9

25 bioconductor.org/packages/release/bioc/html/Biostrings.html

Developers

Q. Search

(DBioconductor M @Biostrings?d
R=I%B/B, 1A= ILEIZ. O
LIV LTEHIZHYET, @
Installationd¥ 2 53 TY., ODEL
I FT2onNyr—J%4 A b—=ILT
5121, R (\N—=Yarh 4) = E)L
TOzEFTEL, J ¥EVWVTWSEZ2 Y
BhhrYFET, CNOE®%RTSHEZ S
i, REEX¥E=-0O0na<w>F%2aFE-—
L"(...

For older versions of R, please refer to the appropriate Bioconductor release.

Documentation

To view documentation for the version of this package installed in your system, start R and enter:

browseVignettes("Biostrings")
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Bioconductor@---
o e RStudio
) - . » Go to file/function « Addins ~
Console Terminal Background Jobs =
R ~R443 -~/

Content type 'application/x-gzip' length 200910 bytes (196 KB)

downloaded 196 KB

trying URL "https://cran.rstudio.com/bin/macosx/big-sur-x86_64/contr
ib/4.4/e1071_1.7-16.tgz"’
Content type 'application/x-gzip' length 685467 bytes (669 KB)

downloaded 669 KB

The downloaded binary packages are in
/var/folders/dc/tmz89bz544n48shrwlpgxtqh@@@@gn/T//RtmpT1080
2/downloaded_packages
> install.packages("Biostrings")
Warning in install.packages :
package ‘Biostrings’ is not available for this version of R

A version of this package for your version of R might be available e

lsewhere,

see the ideas at

https://cran.r-project.org/doc/manuals/r-patched/R-admin.html#Instal

ling-packages

> if (!require("BiocManager", quietly = TRUE))
install.packages("BiocManager")

BiocManager: :install("Biostrings")

Environy
|

R~ |0

(DBioconductorAMD@@Biostrings®
R=VBIH, 1A= NEER. @
LIV LTEHIZHYET, @
Installationd¥ 2 53 TY., ODEL
I FT2oNyyr—I%4 A= ILT
351ClE. R (W= a4 4) #kFHL
TOEERfTEL, J ¥EWVTWVWS 2L
BhhrYFET, CNOE®%RTSHEZ S
IX. REzX¥E=-0na~<w>FrF%2aE-—
L T. @Console@@mNFiEAHTR—
2 phEL WS Z2ETT, (Console
ATEHEZ'Y) w7, Paste®RiR, F /-
1. )

Files
&/ Install

Name

Plots

Packages Help Viewer Presentation . [T
@ Update Biostrings
Description Vers...
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I._ (DBioconductor M @Biostrings®
o R=I*BiB, 1 >R b=ILiEIR, O
Biogonductor®--- |1 | 50 5aiaizs o

, @ RStudio File Edit Code View Plots Session Build Debug Profile Tools Window Help In s‘l‘al Iq-'- i onO) Z : % 'T‘\’a"o @0) %I!/D\
[ NON ) | RStudio L: r:O)/\O\yﬁ-—“/“E/r‘/X lN—}L-a-

© - OR - H 1 ~ Addins ~

Couscte [T Lo 5 wwoomd DITIE R (NN=Ta 24 4) EREL
R -R443 -~/ Redo ":H ; T@E%"?i—ﬁ*o J Z%‘I\T‘l\% > Z

Content type '¢ ingth 200910 bytes (196 KB) R-| i .
______ i i Y FET, CHOE%RT S LS

Copy

downloaded 196 paste li\ )iﬁi‘:‘ 'ﬂ'f: @0) a7 ‘/ F\ i | to_

Paste wi ent

trying URL "hti select Al 1/bin/macosx/big-sur-x86_64/contr LT, @Conso|e@ﬁ@;ﬁ;*¢m—c“/\°_
A . : > ZbeL, £W3 2T, (Console

Content type '¢ ingth 685467 bytes (669 KB)

e A — I*]"(‘E'7 '} v 7\ PGSTE&E‘.E*R\ i I=
ownloaded 669 (... console ‘i\ ) Edif\ @POSfeo

Preferences...
The downloaded gsar > n
/var/fc BEEANZERA. . 85hrw'lpqxtth%@gn/T//RtmpT108o Files Plots Packages Help Viewer Presentation P |
Z/downloaded—p( BXFERS O/ Install @Update Biostrings
> install.packages("Biostrings™) N Desoiption e

Warning in install.packages :
package ‘Biostrings’ is not available for this version of R

A version of this package for your version of R might be available e

lsewhere,

see the ideas at

https://cran.r-project.org/doc/manuals/r-patched/R-admin.html#Instal

ling-packages

> if (!require("BiocManager", quietly = TRUE))
install.packages("BiocManager")

BiocManager::install("Biostrings"j



i [ J
Bioconductord---
[ NON ) RStudio
Q - Oj o~ =2 # Go to file/function ~ Addins ~
Console Terminal Background Jobs =
R ~R4453 - ~/7

Content type 'applicafion/x-gzip' length 200910 bytes (196 KB)

downloaded 196 KB

trying URL "https://cran.rstudio.com/bin/macosx/big-sur-x86_64/contr
ib/4.4/e1071_1.7-16.tgz"
Content type 'application/x-gzip' length 685467 bytes (669 KB)

downloaded 669 KB

The downloaded binary packages are in
/var/folders/dc/tmz89bz544n48shrwlpgxtqh@@@@gn/T//RtmpT1080
2/downloaded_packages
> install.packages("Biostrings")
Warning in install.packages :
package ‘Biostrings’ is not available for this version of R

A version of this package for your version of R might be available e

lsewhere,

see the ideas at

https://cran.r-project.org/doc/manuals/r-patched/R-admin.html#Instal

ling-packages

> if (!require("BiocManager", quietly = TRUE))
install.packages("BiocManager")

BiocManager: :install("Biostrings")

Environy

2 =

R~ |0

Files

&/ Insta

(DBioconductor D (Biostringsd

R=VHBEB, 1A=k, O
LSV LTEIZHYET, @
Installationd¥ 2 53 TY., ODEL
I FT2oNyyr—I%4 A= ILT
S51ClE. R (\N=Ya b b) #kFHL
TOZETEL, J LEVWTWSBZ L
BhhrYFET, CNOEK%RT S LIS
X, RE&zxE7=-@na~v>FzaE-—
L T. @Console@@mN FitEATR—
2 bEL, WS 2ETT, (Console
RATEHEZYY I, Paste%:iBIiR., F /-
. ) ®Edit. @Paste, (02 A%
LI 3DT, V9—F%—%28L T
£17

Name

Description Vers...
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[ WON RStudio
QO - OR| 2~ = # Go to file/function ~ Addins ~
Console Terminal Background Jobs

‘R ~R443 -~/

downloaded 491 KB

The downloaded binary packages are in

/var/folders/dc/tmz89bz544n48shrwlpgxtqh@@@@gn/T//RtmpT1080

2/downloaded_packages
>
> BiocManager: :install("Biostrings")
'getOption("repos")' replaces Bioconductor standard
repositories, see 'help("repositories", package =
"BiocManager™)' for details.
Replacement repositories:

CRAN: https://cran.rstudio.com/
Bioconductor version 3.20 (BiocManager 1.30.25), R 4.4.3

(2025-02-28)

Installing package(s) 'BiocVersion', 'Biostrings'

also installing the dependencies ‘sys’, ‘askpass’, ‘curl’, ‘mime’,
‘openssl’, ‘R6’, ‘httr’, ‘jsonlite’, ‘zlibbioc’, ‘UCSC.utils’, ‘Geno
meInfoDbData’, ‘BiocGenerics’, ‘S4Vectors’, ‘IRanges’, ‘XVector’, ‘G
enomeInfoDb’, ‘crayon’

trying URL "https://cran.rstudio.com/bin/macosx/big-sur-x86_64/contr

ib/4.4/sys_3.4.3.tgz’

Content type 'application/x-gzip' length 51473 bytes (50 KB)

downloaded 50 KB

N
Bioconductor®--- |3

Environy
2 =
R~

Files
6] Insta

Nar|

(DBioconductorPIM@@Biostrings®
R=V%HB#B, 1 >R b=IiEIZ, O
HIVPLTEICHYET, @
Installationd¥ 2 53 TY., ODEL
I r2onNyyr—I%4 A= LT
51l R (\N=Ta b b) #kEL
TOZETEL, J LEVWTWSBZ L
BhhrYFEFT, CNOBEKTZ LS
X, RE&zxE7=-@na~v>FzaE-—
L T. @Console@@mN FitEATR—
2 bEL, WS 2ETT, (Console
RATEHEZYY I, Paste%:iBIiR., F /-
. ) ®Edit. @Paste, (02 A %R
CIZRdDT, VI9—2F—%1L T
E1T7, CABRLTA >R F—ILHYE
FYVET,
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-_ BRPTODNLS I TPy ITFF—FT 53
B | OCOﬂdUC"'Or0)"° “I- N LR EREZITEIZE1E. R

NDEEZWSR\RY -

[ WON RStudio
O + Ojl o~ - $ Go to file/function » Addins ~ B! Project: (None) ~
Console  Terminal Background Jobs = Environment  History Connections Tutorial o )

R ~R443 -~/ ® “* |4 7 Import Dataset ~ % 154 MiB ~ y List ~ v
trying URL "https://bioconductor.org/packages/3.20/data/annotation/s R~ (7 Clobal Environment ~
rc/contrib/GenomeInfoDbData_1.2.13.tar.gz"

Content type 'application/x-gzip' length 12924272 bytes (12.3 MB)

_________________________ Environment is empty

downloaded 12.3 MB

* installing *source* package ‘GenomeInfoDbData’

** ysing staged installation

** data

*¥* inst

** help

*¥*¥* installing help indices

** puilding package indices

** testing if installed package can be loaded from temporary locatio
n

** testing if installed package can be loaded from final location

** testing if installed package keeps a record of temporary installa
tion path

* DONE (GenomelInfoDbData)

Files Plots Packages Help Viewer Presentation . [7]
&/ Install @Update Biostrings

Name Description Vers...

The downloaded source packages are in
‘/private/var/folders/dc/tmz89bz544n48shrwlpgxtqh@@@dgn/T/Rt
mpT1@802/downloaded_packages’
0ld packages: 'cluster', 'foreignp', 'lattice', 'MASS', 'Matrix',
'mgev', "nlme’
Update all/some/none? [a/s/n]:

13



N
Bioconductor@---

Qo .+ Of - . =3 # Go to file/function ~ Addins ~

Console Terminal Background Jobs

‘R ~R4.43 -~/
rc/contrib/GenomeInfoDbData_1.2.13.tar.gz"

RStudio

15

Content type 'application/x-gzip' length 12924272 bytes (12.3 MB)

downloaded 12.3 MB

* installing *source* package ‘GenomeInfoDbData’
** using staged installation

** data

*¥* inst

** help

*¥** installing help indices

** building package indices

** testing if installed package can be loaded from temporary locatio

n

** testing if installed package can be loaded from final location
** testing if installed package keeps a record of temporary installa

tion path
* DONE (GenomelInfoDbData)

The downloaded source packages are in

‘/private/var/folders/dc/tmz89bz544n48shrwlpgxtqh@@0@gn/T/Rt

mpT1@802/downloaded_packages’

0ld packages: 'cluster', 'foreign', 'lattice', 'MASS', 'Matrix',

'mgev', 'nlme’
Update all/some/none? [a/s/n]:

| 4

BPETODELS I TPy TF—+bT 3
N"?y MLRERERITEEI1E. RIE
NDEEZHSRVWIRY., TQRAMIC
nNEITHIAATY Y= TEWTT,

TTUJTCT UvoTey

Environment  History Connections Tutorial P |

< |4 7" Import Dataset + % 154 MiB ~ ¥ List ~ -

R ~ (7} Global Environment ~

Environment is empty

Files Plots Packages Help Viewer Presentation . [
Ol install | @ Update Biostrings
Name Description Vers...
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N
Bioconductor@---

(] [ ] RStudio
o + OR - . Go to file/function + Addins ~

Console Terminal Background Jobs

R ~R443 -~/

rc/contrib/GenomeInfoDbData_1.2.13.tar.gz"
Content type 'application/x-gzip' length 12924272 bytes (12.3 MB)

downloaded 12.3 MB

* installing *source* package ‘GenomeInfoDbData’ ...

* %

* %

* %

* %

using staged installation
data
inst
help

*¥*¥* installing help indices

* %

building package indices

16

** testing if installed package can be loaded from temporary locatio

n

** testing if installed package can be loaded from final location
testing if installed package keeps a record of temporary installa
tion path

* DONE (GenomelInfoDbData)

* %

The downloaded source packages are in
‘/private/var/folders/dc/tmz89bz544n48shrwlpgxtqh@@@dgn/T/Rt
mpT1@802/downloaded_packages’

0ld packages: 'cluster', 'foreign', 'lattice', 'MASS', 'Matrix',

mgcv', 'nlme’

Updgte all/some/none? [a/s/n]:

n
>

Environy
—~ -’J

R~ |

BRPTODLSIC TPy IFF—+bT 3
N7 MRERMEZITEEIE. R
NEEEZWHSHWVWIRY ., TQEAKREIC
NEITBLIAATY Y —>3 TEWTT,
@nLS5zavw> FAHBLIRE (2
2> krk7ar7bhbevnEzd) 125
TWHIX0KTT, & LBE "Update
all/some/none?; YEHINTT/5,
MMEITBIAATY 99—, %#4YIR
LTLEXW,

Files Plots Packages Help Viewer Presentation . [7]
21 Install @ Update Biostrings
Name Description Vers...
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[ WON ] RStudio
Q - Oj o~ - $ Go to file/function ~ Addins ~
Console Terminal Background Jobs =

R ~R4.43 -~
rc/contrib/GenomeInfoDbData_1.2.13.tar.gz"
Content type 'application/x-gzip' length 12924272 bytes (12.3 MB)

downloaded 12.3 MB

* installing *source* package ‘GenomeInfoDbData’

** ysing staged installation

** data

*¥* inst

** help

*¥*¥* installing help indices

** puilding package indices

** testing if installed package can be loaded from temporary locatio
n

** testing if installed package can be loaded from final location

** testing if installed package keeps a record of temporary installa
tion path

* DONE (GenomelInfoDbData)

The downloaded source packages are in
‘/private/var/folders/dc/tmz89bz544n48shrwlpgxtqh@@@dgn/T/Rt

mpT1@802/downloaded_packages’

0ld packages: 'cluster', 'foreign', 'lattice', 'MASS', 'Matrix',
'mgev', "nlme’

Update all/some/none? [a/s/n]:

n

>

N
Bioconductor®--- |

b LOFBRA»EE ELRVIGE .

VYo

@Va—KRRI>EMULTATLES

K| Project: (None) ~

Environment  History Connections Tutorial P |
# [ ©7”Import Dataset ~ | %154 MiB v | & List ~ -
R ~ (7} Global Environment ~

Environment is empty

Files Plots Packages Help Viewer Presentation . [7]

&/ Install @ Update Biostrings

Name Description Vers...
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" b LORRRPTLERE BE1,

: @Uo— FRILEMLTHTL LS

Bloconduc.l.ora)... |8 @"/‘,f‘,;\leBmstrmgs/\“

[ NON ) RStudio 7—‘\/\\ 4“\%4 /Z I\—ll/’knr~ -

Ocv €>I£< :-- I = -~ ,.~:-dCJo;oﬁIe,"tunction ~ Addins ~ . EEEBMT“-& i 'a'o - < i _(“_(\‘ﬁ ntf
Bonaas o T IT BAARMICRTTEINWTT,

rc/contrib/GenomeInfoDbData_1.2.13.tar.gz" R~ (rcmovarenvommmenT—
Content type 'application/x-gzip' length 12924272 bytes (12.3 MB)

downloaded 12.3 MB Environment is empty

* installing *source* package ‘GenomeInfoDbData’

** ysing staged installation

** data

*¥* inst

** help

*¥*¥* installing help indices

** puilding package indices

** testing if installed package can be loaded from temporary locatio
n

Files Plots Packages Help Viewer Presentation . [7]

. . . . . Ol install | @ Update Biostrings
** testing if installed package can be loaded from final location R Description Vers
** testing if installed package keeps a record of temporary installa Biostrings  Efficient manipulation of 2.74.1
tion path biological strings

* DONE (GenomeInfoDbData)

The downloaded source packages are in
‘/private/var/folders/dc/tmz89bz544n48shrwlpgxtqh@@@dgn/T/Rt

mpT1@802/downloaded_packages’

0ld packages: 'cluster', 'foreign', 'lattice', 'MASS', 'Matrix',
'mgev', "nlme’

Update all/some/none? [a/s/n]:

n

>

11
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N
Bioconductor®d--- 1|9

Console Terminal

R ~R443 -~/

RStudio
$ Go to file/function ~ Addins ~

Background Jobs =

rc/contrib/GenomeInfoDbData_1.2.13.tar.gz"
Content type 'application/x-gzip' length 12924272 bytes (12.3 MB)

downloaded 12.3 MB

* installing *source* package ‘GenomeInfoDbData’

** ysing staged installation

** data

*¥* inst

** help

*¥*¥* installing help indices

** puilding package indices

** testing if installed package can be loaded from temporary locatio
n

** testing if installed package can be loaded from final location

** testing if installed package keeps a record of temporary installa
tion path

* DONE (GenomelInfoDbData)

The downloaded source packages are in
‘/private/var/folders/dc/tmz89bz544n48shrwlpgxtqh@@@dgn/T/Rt

mpT1@802/downloaded_packages’

0ld packages: 'cluster', 'foreign', 'lattice', 'MASS', 'Matrix',

'mgev', "nlme’
Update all/some/none? [a/s/n]:
n
>

MEYLT. DOHE=YICBELZTWS
MNEF5zx<2—27, 272Yv 733k,
@Console@E&Em% 7Y 7T 32 T
3 3

TTUJTCT UvoTey

ironment  History Connections Tutorial P |
4 7 Import Dataset ~ | %154 MiB v | & List ~ .
7}, Global Environment ~
Environment is empty
Files Plots Packages Help Viewer Presentation . [7]
&/ Install @ Update Biostrings
Name Description Vers...
Biostrings  Efficient manipulation of 2.74.1

biological strings
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Bioconductord--- 20

[ WON ] RStudio

o + OR & . =2 # Go to file/function ~ Addins ~
Console Terminal Background Jobs =
R ~R443 -~/
>

IMNEr LT, DH71-YICRZTWS
rﬁ'B 37_7J ial} \ya-a-%t\
@Console@EE%:2 7Y 7432 T
9, RiTH.

TTUJTCT UvoTey

Environment  History Connections Tutorial P |

# Import Dataset ~ % 154 MiB ~ & List ~ =

7}, Global Environment ~

Environment is empty

Plots Packages Help Viewer Presentation . [

@ Update Biostrings
Description Vers...
Biostrings  Efficient manipulation of 2.74.1

biological strings

19




]

Bioconductor@d--- 2|

L NON
QO+ O > . Go to file/function + Addins ~
Console Terminal Background Jobs

R *R4.43 -~/
>

RStudio

=

55I1272OWTH. @B LT, .

QHistoryd 7'1zix. 2NFEFTEITL
a2 FOBEEHRIHY 7,

-
b

R! Project: (None) ~

Environment History Connections Tutorial = ]

rd
T ~To Console =/=ToSource @ ¥

install.packages("el@71")
install.packages("Biostrings")

if (!require("BiocManager", quietly = TRU..
install.packages("BiocManager™)
BiocManager: :install("Biostrings")

Files Plots Packages Help Viewer Presentation . [7]

2 Install @ Update Biostrings
Name Description Vers...
Biostrings  Efficient manipulation of 2.74.1

biological strings
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J ®GHistoryd 7'1clx. 2NFTEITL
fzavw> FoREREREHEISLHY T, 2
BIOCOI‘IdUC'l'OI'U)"' 22 5 5lconTH, OBLUGET v

o s34 5y, BEEREIVTTEET,

Console Terminal Background Jobs Environment History Connections Tutorial

+ Addins ~

R~R443 -~/ To Console To Source @
install.packages("el@71")
install.packages("Biostrings")
if (!require("BiocManager", quietly = TRU..
install.packages("BiocManager™)
BiocManager: :install("Biostrings™)

A\

Confirm Clear History

Are you su'rc dll wam to clear all Files Plots Packages Help Viewer Presentation
history entries?
Install = (@) Update Biostrings
Name Description ers
Biostrings Efficient manipulation of 2.74.1

biological strings

-

8l



- __ 2% GHistoryy 712ld, TNETRATL
- a2y FOBEESREHY £,
BIOCOI‘IdUC'l'OI'a)"‘ 23 5512oWTH, OBLUVOEZY Y
. - — 742y, BEBEBEIVTTEET,
Cc:nsole :er:ninal * BaCkgmjdG;Zﬁle/funcmn o ii‘i’{[ﬁo

% To Console = —@ToSource @ ¥ [l

Files Plots Packages Help Viewer Presen

bl Install @Update
Name Description

| Biostrin...

=0
Biostrings (€
Ve...

Efficient manipulation of  2.68.1
biological strings
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" I
. tar. gz7 AILD):- |

@ O R CRAN: Package MBCluster.

< C M@ 25 cran.r-project.org/web/packages/MBCluster.Seq/index.html

Package ‘MBCluster.Seq’ was removed from the CRAN repository.
Formerly available versions can be obtained from the archive. *

Archived on 2022-06-22 as check problems were not corrected Yiespite reminders.

A summary of the most recent check results can be obtained from the check results archive.

Please use the canonical form nttps://CRAN.R-project.ora/package-MBCluster.Seq tO link to this page.

21212, .tar.gzE WS ERF OOV
=« RXYHT =V DEE7T7ANESY

a—-—FLTEWTHSESL R -

LT BERYARERLET, 22TIE,
OREZEREINTVE DD, @
MBCluster.Seqg ¥\ 5> TCRAND 5

RBEpgINTWERYT—=IUEHl LT
HALET, QDY) > 75kIc, 2t
NTWEEHED I 7ALUDBT—HA T

(RE) TnTWFT,

https://CRAN.R-project.org/package=MBCluster. Seq‘
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[ NON ) ‘R Index of /src/contribjArchive

< C M 25 cran.r-project.org/src/contrib/Archive/MBCluster.Seq/

Index of /src/contrib/Archive/MBCluster.Sq

Name Last modified Size Description

3 Parent Directory -
l[} MBCluster.Seq_1.0.tar.gz 2012-10-29 08:57 29K

Apache Server at crarrr-project.org Port 443

|
tar gz7 AILA)--- 2

mZIC, .tar.gzE WS IIEF D HO W
=« RXY T = DREIT7ANEY
>a—RFLTEVWTHSA R -
VLT BEXRYARERLET, 22T,
OREREHRINTVWSE DD, @
MBCluster.Seq ¥ \ 9 5> TCRANAH 5
RBEINTWERRYT—=IUEHlE LT
HALET, QN > 7%k, Bt
NTWEYUBFD I 7AILDT—hA T
(RE) *NTVWET, CARRLIC
BRENDT. @Dtar.gz7 74 ILETH >
O—FLET. (CoFITIEID>
O—F7ALTIEFELELE, )
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@

OR g o to file/function ~ Addins ~
ole Terminal Background Jobs

R 4.4.3 /

(DPackagesd 7 LT, @

l/0) . oo 3 MBCluster.Seq ¥ ;T BIAA T, HirA

RStudio

th

I RFING (ibe.,, 122
F—Ib“ﬂ’(”&?\") \-ZEEE:!NL—(\:\

- i'd'o BN, Plnstal | Z# L T,

FIZEDCRANDSIZA VR =T
* f‘\l\ - Z iﬁﬁﬂl\s lJ iTO

MBCluster.Seq
Vers...
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'_ Packages§ 7 E T, @
ctar.gz7 7 A NG - L) s an e TS

kﬁ%%m?ﬂ&w(ia,4yx
oo E— e I‘_ll«"‘ﬂ"(fé?\l‘) N EEEW\; L/T‘I\

» Go to file/function ~ Addins ~

_ _ i'd'o LD, Qlnstal |24 L T,
Y, — 7 T X FIZLOCRAND S A VR b —ILT
g *‘733\:"’ y#ER L 7., @CRANT I,
@MBCIus’rer SeqdM iz LTY R b

TY7XENLZVDOTTFENDE T TH
@Insfal lo

Install Packages

Install from: 7 Configuring Repositories
| Repository (CRAN) v|
Packages (separate agje with space or comma):

’ MBCluster.Seq ‘

Install to Library: . "
— - . Plots Packages Help Viewer Presentation o ]
\_ /Library/Frameworks/R.framework/Versions/4.4-x86_64/Resol v'|

Il @ Update MBCluster.Seq
v/ Install dependencies e

Description Vers...

Install Cancel

S =
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R
tar.gz7 74 ILG)---

(] [ ] RStudio
Qo .+ Of - . Go to file/function + Addins ~
Console Terminal Background Jobs )
R ~R443 -~/
> install.packages("MBCluster.Seq")

Warning in install.packages :
package ‘MBCluster.Seq’ is not available for this version of R

A version of this package for your version of R might be available el
sewhere,

see the ideas at
https://cran.r-project.org/doc/manuals/r-patched/R-admin.html#Install
ing-packages

>

5

Environy

OnaA2 Y FHRRTINELES. @

not availabled s HPHH 5 L 5 (<,
@Ya—FLTHUBCluster. Seqs¥wy

H=IBRL R P=ILENTWVWEWS

by £7,

~

- 4
~To Console = ToSource @ ¥

install.packages("MBCluster.Seq")

Files Plots Packages Help Viewer Presentation . [7]

21 Install

Name

@ Update MBCluster.Seq

Description Vers...
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o + OR - .

Console Terminal

‘R ~R443 -~/

Background Jobs

|
tar.gz7 714

» Co to file/function

RStudio

~ Addins ~

> install.packages("MBCluster.Seq")

Warning in install.packages :
package ‘MBCluster.Seq’

is not available for this version of R

L)+ 6

= Environy

2 =

instal

A version of this package for your version of R might be available el

sewhere,

see the ideas at
https://cran.r-project.org/do¢
ing-packages

>

Install Packages

Install from:

?  Configuring Repositories

| Repository (CRAN)

vl

Packages (separate multiple with space or comma):

|

|

Install to Library:

| [Library/Frameworks/R.framework/Versions/4.4-x86_64/Resol v:l

v!Install dependencies

Install

Cancel

QD7 Y FHREITINE L =5,
not availabled* s H HH 5 L 5 (<,
FLUTTHMBCluster. Seqs/N

OUR=E

@

F—=IBL R P=ILENTWVERWS
Z?b*‘bb‘ WET. 3 1E@Install %
IV ®@®TNITH %Yy IF

B Y e

Files Plo ackages Help Viewer Presentation . [T
&/ Install pdate MBCluster.Seq
Name Description Vers...
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O QDAY FHRITINE LD, @

_ O L LI
.I.ar 927 ’f’l/d)"‘ 7@’:}D_Ibl7§b%h7§%£‘)t“

FLTHMBCluster.Seq/ ¥
RStudio 7_“/“b€’r ‘/X l“_’b-sn-z‘l\fé:‘l\:
QO - OR 2 = # Go to file/function ~ Addins ~

Console Terminal - Background Jobs Z b%‘hb\ ") i -a-o t’ 5 I’E@Inqul I E

= Environy

R - R443 - - = 7 l} WV 70 @701[19\\'7‘/2 7 l} WV 7-6-

> install.packages("MBCluster.Seq") instal] N > Y= il gl 4
Warning in install.packages : % Z * ©7§ E ‘9“60)1 > T .B e ‘b D

package ‘MBCluster.Seq’ is not available for this version of R ") gz. 6 Z e

A version of this package for your version of R might be available el
sewhere,

see the ideas at
https://cran.r-project.org/doc
ing-packages
>

Install Packages

Incrall fram:
v Repository (CRAN)
Package Archive File (.tgz; .tar.gz)

? Canfinurinn Ranncitarigs

|

Install to Library: = = - — - p =
| /Library/Frameworks/R.framework/Versions/4.4-x86_64/Resol v | res o — s lewer | Presentation | =[O

! Install pdate MBCluster.Seq

v!Install dependencies Name

Description Vers...

Install Cancel
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-_ OnaA= > FHRERITINE LD, @
not availableds5HPHH 5 L 5 1<,
'|'0r' 927 ’f IIIO)"° &(@'JD—F‘L"(BMBCIusfer.Seq/\"“/
RStudio /7'—‘\/\‘7!)%\']’ \/X |‘ _’l/i‘n‘( ‘1\7:]:‘1\ <
AL N A eI ET, I IE@Install %
[ SN I2YY D OTNITY U EIYY I
> in_f,tal}.pgckages("MBCluster.Seq") instal] % ¥ . @b%‘ﬁ fon%@"(‘\\ - '6 l; ',:‘t]]

Warning in install.packages :

package ‘MBC1| ") *éz‘_ % Z i.j—'#o)J: '3 f&:)lkﬁ\%‘:

M~ = 5 student & o
_ © BEOHEE <. .tar. 927 A4 /llilng—( X 6"*
A version of tH ,
v I p— TS . N —_—
sewhere, s M= vav = Bl RY 9,
see the ideas ¢ & 7A7h+v7 &S RF e
https://cran.r{ [ &= & 77Vr-2ay
. = dovn—K
ing-packages 00—k -
: ® ¥ovo—FK B FRIRyT
AV ALY

& iCloud Drive & 77y

- ; @ =a1-Yvs

4= Updat —

=8k B A—E-— Presentation

< OneDrive =g i MBCluster.Seq

Vers..
® LyF
® ALYV
f1I0-—
® JU—-y Frotl
- .

q1



|
mr gz7 74 LD q

ODA=2 Y FHREFTENFELED, @
not available®h S5 HLHHv 5L 5 IS,
®@Ya—FLTHMBCluster.SeqsNy

7 RStudio /7-_‘\/\‘b€4 \/X F_’L—En‘(‘l\ix‘l\:
° - d EhHHY EY, 35 IE@Instal |
Console Terminal Background Jobs Environ o > =
R ~R443 -~/ i 7'}“/70 @7"’9'7/%7'}“/7-3-
; in§tau.pgckages(”MBCluster.".Seq") insta| Z ¥ @b%‘ﬁ 1’9 n% 0)"(“\ N - fo ’,: ‘t}]
arning in install.packages :
package ‘MBC1f < i - e e e ") *éz. % Z 'ﬁ*-l'o) J: 7 &:IKF*\E‘\
A version of th gt T\ Tar 927 /r ’biﬁiﬂ’( = 6"*
sewhere, A FTVr=2 7 blast I AppCleaner_3.6.8.zip ‘ﬁg’,~ f‘ 'r) i To 9 '7 / D I\ 7 z' l|/9
the id B Frobv7 % OneDrive - T...sity of Tokyo & AppCleaner.app - & < S
fmiips:i/irzzfrf O &% @77V r—-vay B MBCluster.Seq_1.0.tar.gz ('h *gib lJ )‘ * ‘i Z 9 l7 8- |~ lJ —(
S y =) \
lng packages © g7¥0-F | A 4 & RStudio-202...2.1-563.dm| *) \' ’L tor gz 7 ,r ’b % Ig*R L T
W KTy @Openo
< iCloud Drive _T_ %.7_7_?_ GZ
£ Update .; Zi;: 77 Presentation
@ OneDrive ok i MBCluster.Seq
MBCluster.Seq_1.0.t Vers..

® LyF

® ALY
SfarEi—

& =27

a i

gzip EE7—hNh+7 - 30
tH#H Eobr

S|

Froel
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-> 2 = N - > > bi 2
A ABBUICR>T, RECHRELL
fl == g @
Aar. gz 7 P AN D - | sy ot
g e INET, Dlnstall,
(] [} RStudio
O + Ojl o~ Go to file/function + Addins ~ R Project: (None) ~
Console  Terminal Background Jobs = Environment History Connections Tutorial o )
R ~R443 -~/ 1 ~To Console =% ToSource @ &
> install.packages("MBCluster.Seq") install.packages("MBCluster.Seq")
Warning in install.packages
package ‘MBCluster.Seq’ is not available for this version of R
A version of this package for your version of R might be available el
sewhere,
see the ideas at Install Packages
https://cran.r-project.org/doc¢
. k Install from:
1ng-packages |PackageArchive File (.tgz, .tar.gz) v
>
Package archive:
~/Downloads/MBCluster.Seq_1.0.tar.gz Browse...
Install to Library: = o — oo = = X
| /Library/Frameworks/R framework/Versions/4.4-x86_64/Resol v'\ res ots i 4 fewer resentation =0
21 Install @ Update MBCluster.Seq
Name Description Vers...

Install Cancel

@

93




tar.gz7 74 ILD---
[} [} RStudio
o .+ R - . Go to file/function + Addins ~
Console Terminal Background Jobs =

R -R443 -~/
> install.packages("MBCluster.Seq")
Warning in install.packages :
package ‘MBCluster.Seq’ is not available for this version of R

A version of this package for your version of R might be available el
sewhere,

see the ideas at
https://cran.r-project.org/doc/manuals/r-patched/R-admin.html#Install
ing-packages

> install.packages("~/Downloads/MBCluster.Seq_1.0.tar.gz",
LL, type = "source")

* installing *source* package ‘MBCluster.Seq’

** package ‘MB(Cluster.Seq’ successfully unpacked and MD5 sums checked
** ysing staged installation

**R

** data

** pyte-compile and prepare package for lazy loading

** help

*¥*¥* installing help indices

** puilding package indices

*¥* testing if installed package can be loaded from temporary location
** testing if installed package can be loaded from final location

*¥* testing if installed package keeps a record of temporary installat
ion path

* DONE (MBCluster.Seq)

>

repos = NU

DD »1=Y) Dsuccessful lyx S5 #zE
I X, @7TMBCluster.Seq/Sy 4 —IHs

ROoNBREICHR->TWVWSEIZ LD
A2APF=ILICKIHLTWB Z DD
"y Ed,

Environy

Tl e | ~To Console =% ToSource @ &

install.packages("MBCluster.Seq")
install.packages("~/Downloads/MBCluster.S..

s Plots Packages Help Viewer Presentation . [
! Install @ Update MBCluster.Seq
Name Description Vers...
MBCluste... Model-Based Clustering for 1.0

}

RNA-seq Data
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" ONLFIRES—ILB>TLES KR

.tar.gz7 7 'fllad)--- |l 2%

RStudio
Q - 0r 2 =] Go to file/function ~ Addins ~ R] Project: (None) ~
Console  Terminal Background Jobs = Environment History Connections Tutorial —l=
R R4.3.0 -~/ ] &ToConsole =@ToSource © ¥
> install.packages("MBCluster.Seq") install.packages("MBCluster.Seq")
Warning in install.packages : install.packages("~/Downloads/MBC..

package ‘MBCluster.Seq’ is not available for this version of R

A version of this package for your version of R might be available elsewhere,
see the ideas at

https://cran.r-project.org/doc/manuals/r-patched/R-admin.html#Installing-pa s
> install.packages("~/Downloads/MBCluster.Seq_1.0.tar", repos = NULL)

Error in install.packages : type == "both" cannot be used with 'repos = NULL'

>

Files Plots Packages Help Viewer Presen __ [T

©lInstall = @ Update MBCluster.Seq

Name Description Ve...
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" B DDES1ET5—B>TLE 1
G, QEXREPT 2T L TERDA
1'0r 927 ’f }110)"' I heEERL. . =

RStudio
Q -|Crl <=~ =2 Go to file/function ~ Addins ~ R Project: (None) ~
Console ~Terminal = Background Jobs 51 Environment History Connections Tutorial . [
R R4.3.0 -~/ ] “&ToConsole =@ ToSource @
> install.packages("MBCluster.Seq") install.packages("MBCluster.Seq")
Warning in install.packages : install.packages("~/Downloads/MBC..

package ‘MBCluster.Seq’ is not available for this version of R

A version of this package for your version of R might be available elsewhere,

see the ideas at
https://cran.r-project.org/doc/manuals/r-patched/R-admin.html#Installing-pa s
> install.packages("~/Downloads/MBCluster.Seq_1.0.tar", repos = NULL

Error in install.packages : type == "both" cannot be used with 'repos LL'

> install.packages("~/Downloads/MBCluster.Seq_1.0.tar", repos = NULLj

Files Plots Packages Help Viewer Presen __ [

& Install @ Update MBCluster.Seq

Name Description Ve...
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" DDES TS5~ %> TLE 1
. QLRI 2T L TERMDOA
'|'0r' 927 ’f ’l/d)"' I heEFzm L., Qtype = “sou:e” %

RStudio iE%E LT, EnTer*c'W'F L To

o - R =" - \71 Go to file/function ~ Addins ~
Console  Terminal Background Jobs = Environment History Connections Tutorial — ]
R R43.0.~/ ,

| %To Console | “@éaToSource € ¥
install.packages("MBCluster.Seq")
install.packages("~/Downloads/MBC..

> install.packages("MBCluster.Seq")
Warning in install.packages :

package ‘MBCluster.Seq’ is not available for this version of R

A version of this package for your version of R might be available elsewhere,
see the ideas at

https://cran.r-project.org/doc/manuals/r-patched/R-admin.html#Installing-pa s
> install.packages("~/Downloads/MBCluster.Seq_1.0.tar", repos = NULL)

Error in install.packages : type == "both" cannot be used with 'repos = NULL'

> install.packages("~/Downloads/MBCluster.Seq_1.0.tar", repos = NULL, type =

"sou r'cel") ;

Files Plots Packages Help Viewer Presen __ [

©J Install | @ Update MBCluster.Seq
Name Description Ve...
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