2025. 04. 02hR R. RStudio. # L TR/ XwH =T DA
A= ILFIEERLET, XRTA
FigWindows | IZRIZETHR T ') — >
Yay bTY, 9277595
L>TEFYPZPRLYETOTT
SEELEX W, Chrome (H3E) g
EREZR L TV E ¥,

RAMKR ERStudio ¥R/ Ny 7 —

DA > b—=IL (WindowskR)

REARFARFRRF LR FR 50t

TNVINAFA 2T T 4 AEERET OIS AL
https://www. iu. a.u-tokyo. ac. jp/

N

X — )L info@iu.a.u-tokyo.ac. jp
X(IBTwitter) : @Agribio_utokyo



Contents

EREME  EVREROHIKR (IEE)

RERMKDA >R F—IL

PCIBIERTE (BEFIN TV AIEFLETT 3)
RStudiod A > X b —IL

RStudioM#EN Y IRT (BEEBY L TEFHT 5D ETMNT D)
R/INwH —

0O CRAND/ Sy —I A4 >R =L
O Bioconductor?d /Ny —I DA >R h—IL
O .tar.gz7 7AILDA > r—=IL (RAHADHBE @A)



<_

o

4

VAT
Bluetooth ¥ T/\1 A

FYRT-DEAV TSI

-1s

Ve B R ==

77U > PTYEHEREE

L
e

(]

I j"l.l P Ll e 1<l

STHAZEENDH L TTIA., =7
IEREEN LD EZLTT7 AR b—
ILTE-HFHIZLET, SRA TV
ZPCRIETIE. QrQrhz L
9,

1.80 MB

3.9.7400.0 | Python Software Foundation | 2021/04/07

R for Windows 4.0.3

403 | RCoreTeam | 2021/01/21

Realtek Audio Console

155 MB

24.0KB

Realtek Semiconductor Corp | 2021/01/04

Realtek High Definition Audio Driver

47.8 MB

6.0.8685.1 | Realtek Semiconductor Corp. | 2020/04/01

RStudio

1.4.1103 | RStudio | 2021/12/03

Rtools 4.0 (4.0.0.28)

4.0 | The R Foundation | 2021/01/21

1.01 GB

Siarra Wiralace Mahila Braadhand Drivar Packane




VAT
Bluetooth ¥ T/\1 A

FYRT-DEAV TSI

-1s

Ve B R ==

77U > PTYEHEREE

1l gl
‘1,'.‘1"'

Ca’

2 TEHECEENDDH L TTIS., 7
IIREEN LN ELTT A >R b—
ILLTE-SHICLET, 2RA TV
LZPCERIETIZ. QDrQr@h»=%H L
T, 7oA R M= ILIEDIREE,

I j"l..l (LR = IR L=
3.9.7400.0 | Python Software Foundation | 2021/04/07 1.80 MB

Realtek Audio Console

Realtek Semiconductor Corp | 2021/01/04 24.0 KB
Realtek High Definition Audio Driver 478 MB
6.0.8685.1 | Realtek Semiconductor Corp. | 2020/04/01 )
Sierra Wireless Mobile Broadband Driver Package 397 MB
7.70.4957.0003 | Sierra Wireless, Inc. | 2021/12/03

Skype

Skype | 2022/03/21 264 M8
s 93.8 MB

4240 | Slack Technologies Inc. | 2022/03/01

Sninnina Tnnl




o RIE. UBTIZA > R b= ILIEADR
-—'553'.- I S 'f 3 Ny —IJBRLYEEIRBR LTI, H
=5 Bl . BEIECA Y2 F— L L7 E kIt

( FEL7AILTRDODTHNY D5
Local X + T94%) O MAppData. Localy 7 #

‘ @ FRER X O @D ] N E~g VIFILHB, QR7 LT L, O

| RStudioZ7 # LY % HIFR L F 9,

i T

“— v « J1-%- > kadota > AppData > Local v G LocalDiz... P

| X : EE b e A

Programs 2022/05/28 19:15 74 IS -
Publishers 2021/01/04 12:48 774 TANT - ‘
R 2023/04/03 21:55 774 TN -

v [ renv 2023/03/13 15:24 I74 ) TANA -

? r-reticulate 2021/01/21 12:56 J74 I 25— |
> RStudio 2023/04/03 21:53 I74 ) TAINT -

v Sentry 2022/10/08 12:42 I74 ) TANT -

’ slack 2023/03/28 0:28 I74 ) TANT -

%

41 EDEE 1E0EEZER

i
I




dlinl

= ‘;!I!1!

RlE. ARTICA > R b — ILEADR
INY T —=IBR CEHIBRLE T, H
WFIETA >R F—=ILLEE T,

(
\

e

_ Local
@ FRMER -
&« S5 v N -« 1-%- > kadota > AppData > Local >
E=eT] EIHE
— Programs 2022/05/28 1915
_ Publishers 2021/01/04 12:48
_Teny 2023/03/13 15:24
v __ r-reticulate 2021/01/21 12:56
? __ Sentry 2022/10/08 12:42
4 _ slack 2023/03/28 0:28
e I _ SolidDocuments 202112724 14:24

’ __ SquirrelTemp

39 EMEHE

2022/11/16 702

FEL72ILTTDTHHIHY TE5WN
T95Y) @ TAppData. Localy 7 =
. LRIt HB, QR7A LT, O

RStudio7 # /LY *HIKR L £ 9, HIFR
1% DIRRE,

hd L LoCallTE... »~

(EE UEPS
274 JAIT -
274 TAIT -
274 AT -
274 TAIT -
2740 IAIE -
274 JAIET -
274 T2 A -

274 TR A -

i
I




Contents

EREE  HVRIBHROHIKR ((EER)

RARAENDA >R F—IL

PCIRIERTE (BEFEINTWVWABILEFILETRT )
RStudiod A >R k—IL

RStudioM#EN Y IRT (BEEBY L TEFHT 5D ETMNT D)
RNy o5 —

0O CRAND/ Sy —I A4 >R =L
O Bioconductor?d /Ny —I DA >R h—IL
O .tar.gz7 7A4ILDA>ZA =L (RADHBE b@ELT)



— ——

R

(:NOXI

b R The Comprehensive R Archive | X +

C m

CRAN
Mirrors
What's new?
Search
CRAM Team
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Software

R Sources
R Binaries
Packages
Task Views
Other

Documentation

23 cranr-project.org
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The Comprehensive R Archive Net

MDMaca2—H12 265, @Windows>
—HIEZ 55, 2025&45255%&
BEH/N—a >ldh. b, 3, NIGE.
Mach A > R F—%tiR—4.4.3. pkg &
7). Windowsdd A > X b—S 13, R-
L4, 3-win.exet %Y F$, Q% 7Y
V7,

Download and Install R

Precompiled binary distributions of the base system and
contributed packages, Windows and Mac users most likely want
one of these versions of R:

¢« Download R for Linuxw,
 Download R for macOS

Fedora/Redhat, Ubuntu)

* Download R for Window’

R is part of many Linux distriulions, you should check with your
Linux package management system in addition to the link above.

Source Code for all Platforms

Windows and Mac users most likely want to download the

il
v
[

precompiled binaries listed in the upper box, not the source code.
The sources have to be compiled before you can use them. If you
do not know what this means, you probably do not want to do it!

¢ The latest release (2025-02-28, Trophy Case) R-4.4.3 tar.gz,

read what's new in the latest version.

https://cran.r-project.org/
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Subdirectories:

base

contrib

old contrib

Rtools

R for Windows

MDMaca2—H 122655, @Windows
—HIEZHE5, 20256F48A28RED

BHi/N— 3 L. 4.3, 2 DIBE.
MacD A > X b —FIIR-4.4. 3. pkg ¥
72 Y) . Windowsdh A > X b —F 13, R-

4.4, 3-win.exer Y F3, Q%7
v 7., Qbasex 7') v 7,

Binaries for base distribution. This is what you want to install
R for the first time.

Binaries of contributed CRAN packages (for R == 4.0.x).
Binaries of contributed CRAN packages for outdated versions

of R (for R < 4.0.x).

Tools to build R and R packages. This is what you want to -
build your own packages on Windows, or to build R itself.

Please do not submit binaries to CRAN. Package developers might want to contact Uwe
Ligges directly in case of questions / suggestions related to Windows binaries.

You may also want to read the R FAQ and R for Windows FAQ.

Mote: CRAN does some checks on these binaries for viruses, but cannot give

guarantees. Use the normal precautions with downloaded executables.
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R-4.4.3 for Windows

Download R-4.4.3 for Windows (85 megabytes, 64 H

MDMaca2—H 122655, @Windows
—HIEZ 55, 2025$4HZE$ETO)

BH/N—a >34, 4.3, NIgE.
MacDh A > R b — F IIR-4, 4 3.pkg
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README on the Windows binary distribution
Mew features in this version

This build requires UCRT, which is part of Windows since Windows 10 and Windows
Server 2016. On older systems, UCRT has to be installed manually from here.

If you want to double-check that the package you have downloaded matches the
package distributed by CRAN, you can compare the md5sum of the .exe to the

v
i
fingerprint on the master server.
Frequently asked questions

Software e Does R run under my version of Windows?
R Sources » How do I update packages in my previous version of R?
R Binaries . i : |
Please see the R FAQ for general information about R and the R Windows FAQ for
Packages . . . |
" Windows-specific information.
Task Views |
Other Other builds !
|

Documentation * A pre-release version for the forthcoming R-4.5.0 is available.

v Dot to thic ralasca ara incarnarstad in the ronstehod cnsnchob baoild "
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b R The Comprehensive R Archive | X + -

x |
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R-4.4.3 for Windows
Download R-4.4.3 for Windows (85 megabytes, 64 bit)

v BEADME on the Windows binary distribution

a Mew features in this version
CRAN
Mirrors . ] . S ) ) ) ) |
What's new? This build requires UCRT, which is part of Windows since Windows 10 and Windows .
ﬁ. Server 2016. On older systems, UCRT has to be installed manually from here.

earc
CRAN Team If you want to double-check that the package you have downloaded matches the
About R package distributed by CRAN, you can compare the md5sum of the .exe to the
ou fingerprint on the master server.
B Homepage
The R Journal Frequently asked guestions
Software e Does R run under my version of Windows?
R Sources » How do I update packages in my previous version of R? ;
R Binaries ) . . |
Please see the R FAQ for general information about R and the R Windows FAQ for
Packages . . . |
" Windows-specific information.
Task Views |
Other Other builds
|

Documentation * A pre-release version for the forthcoming R-4.5.0 is available. ,

v Dot b Hhie relascn oo ineormeestbod in Hhe momatehod cmomebed bild /|
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R-4.4.3 for Windows _
Download R-4.4.3 for Windows (85 megabytes, 64 bit)
v BEADME on the Windows binary distribution
a Mew features in this version
CRAN
Mirrors . ] . S ) ) ) )
What' . This build requires UCRT, which is part of Windows since Windows 10 and Windows
% Server 2016. On older systems, UCRT has to be installed manually from here.
earc
: CRAN Team If you want to double-check that the package you have downloaded matches the
About R package distributed by CRAN, you can compare the md5sum of the .exe to the
ou fingerprint on the master server.
B Homepage
The R Journal Frequently asked questions
Software e Does R run under my version of Windows?
R Sources » How do I update packages in my previous version of R?
R Binaries ) . .
| Please see the R FAQ for general information about R and the R Windows FAQ for
Packages . . .
" Windows-specific information.
Task Views
Other Other builds .
Documentation * A pre-release version for the forthcoming R-4.5.0 is available.
N L J Dot - I - 1 im 4 } il LJ
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R-4.4.3 for Windows

Download R-4.4.3 for Windows (85 megabytes, 64 bit)

¥
EEADME on the Windows bina
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¢ Does R run under my.

| I_ R-4.4.3-win.exe

« How do I update pack + ¢

86252 KB FFUF—ay |

Please see the RFAQ for g{ 331 EQEE 1E0EEEER 84.2MB
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Windows-specific information.

Other builds

¢ A pre-release version for the forthcoming R-4.5.0 is available.
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Version 2, June 1991

Copyright (C) 1989, 1991 Free Software Foundation, Inc.

51 Franklin 5t, Fifth Floor, Boston, MA 02110-1301 USA
Everyone is permitted to copy and distribute verbatim copies
of this license document, but changing it is not allowed.

Preamble

The licenses for most software are designed to take away your
freedom to share and change it. By contrast, the GMNU General Public
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v RStudio Desktop - Posit x — O X l

&« &} [ 23 posit.co/download/rstudio-desktop/

EPOSIt PRODUCTS ~ OPEN SOURCE ~ USE CASES ~ PARTNERS LEARN & SUPPORT ~ ABOUT ~ (]

2studio™ I
Desktop

Used by millions of people weekly, the RStudio
integrated development environment (IDE) is a set of

tools built to help you be more productive with R and
Python.

Don't want to download or install anything? Get
started with RStudio on Posit Cloud for free. If you're
a professional data scientist looking to download

RStudio and also need common enterprise features,

don't hesitate to book [l with us.
on't hesitate to book a call with us ‘ o

https://posit.co/download/rstudio-desktop 26
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1. Install R 2. Ing:
RStudio requires R 3.6.0+. Choose a version of R
that matches your computer’s operating system.

R is not a Posit product. By clicking on the link
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'citation () YR AAL TS Ly, eadrm - Plots Packages Help Viewer Presentation =
eaf 1™ stall | @ Update 2107+
"demo () ! é: }‘\j:l a_ ﬂ [Et jT— + 7& AL & S?? - Mame Description Versi...
'help)' &FThEFF S AL TH 7o install

elnalytics

Ihe-l p .start (j I _C- HTML j‘ 5 rj -';F t': =8 earlygating

'qQ)" EAATHE R ERTLET.  aip
earlywarnings

> earth
earthdatalogin
earthtide

FEFIA LS T .

earthtones
Ease

easy.glmnet
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() Rstudio
File Edit Code View
[+ S - . B Go to file/function

Terminal

R~ R443 . ~/

Console Background Jobs

Plots Session Builld Debug Profile Tools

Help

~ Addins -

R version 4.4.3 (2025-02-28 ucrt) -- "Trophy cCase"
Copyright (C) 2025 The R Foundation for Statistical Computing

Platform: x86_64-wb4-mingw32/x64

RIZ. BRAVIFDTFTHY, T7
—TEOEHIZIEAE. BERICZHAETEHR
Befm & OsEiRicE L T, "Ticense(
LT d Ly,

R FELOEHMEBICLZER IO S
L <I3 'contributors()' &AL
D FSELR YR OAv A — D E R T
'citation() ' FAAL TLIEE L,

"demo ()"
"help()’

FARDThETTEZHS &
ETNEF T A AN T

@DDEHRTA A R—=ILLIEWN/ Ny —
VEENALEZT, EEIE ey TTA
A LUEIRRETT DY, ey W6 F %1%
WYY RN Ty TENTNSZ b
VEd, BHO®el0Tl %3BIRL T, @

Install,

'help.start()’ T HTML J 3 DH [l aw

= |H #* |mport Dataset = | &) 151 MiB ~ ¥ List = -
E - ] Global Environment =
Environment is empty
Install Packages
]
Install from: 7 Configuring Repositories |
| Repository (CRAM) v | .
Packages (separate multiple with space or comma):
| el071 |
Install to Library:
| C:/Program Files/R/R-4.4.3/library [Default] ~ |
Plots Packages Help Viewer Presentation = ]
| Install dependencies |
stall | @ Update e1071
Mame Description Versi...
Install Cancel

‘q()’

>

FARATHEI R ZHRTLET,

)Lf'_.f'a‘JfJJ‘V_)J'ILc’m‘J" ‘
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1} RStudio

File Edit Code View

Plots Session Builld Debug Profile Iocls Help
O - CE |- Go to file/function = Addins *
Console  Terminal Background Jobs
R - R443 . ~/

R FELOmEFE L Z2ER IO 2 T,
L <3 'contributors()' A DL TLIES L,

Flm. R R O ry—2xHEWMT I AT 2ECEDIZDOLTIHE
'citation(Q' AL TLIEE L,

'demo ()" S ANTNHEFTEFHIENTEET,

'helpQ' T hiEFA ST AN THRETT,

@DDOBHTA VR F—IL LISy —
VEEANALET, E@EIE Tey TTA
AHLERETTA., Tey 4T 5%
WYY RN Ty TEINTVWSZ E0HHh
Vx4, BBN®el07l %8R L T, @
Install, ¥<ICOOLHI % a<> KA
BEEICAD T, HZ/ ST —T DA
AN EY E T, TTITED
"@lInstal |23 L TH 5®el07] 38R
L T@Instal IRy > %43, F ThHHkE
#2Z. Oa~<> R FAHDEYRLE%ZE
%7,

'help.start()' T HTML 73 OF(CL a2~ ThHFonz T,
CqQ" EADTRIE R TET .

' > install.packages("el071")

| WARNING: Rtools is required to build R packages but no versi
- on of Rtools compatible with the currently running version o

- f R was found. Note that the following incompatible version
(s) of Rtools were found:

- Rtools 4.0 (installed at ¢:\RBuildTools\4.0)

Please download and install the appropriate version of Rtool

s before proceeding:

https://cran.rstudio.com/bin/windows/Rtools/
{x7Z442% (dependency) ‘proxy’ L2 b—ILLFF

Files  Plo Packages Help Viewer Presentation = ]
B instal Update £1071

MName Description Versi...

1071 Misc Functions of the 1.7-16

Department of Statistics,
Probability Theory Group
{Formerly: E1071), TU Wien
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) Rstudic — O X

Eile Edit Code Miew Plots Session Build Debug Profile Tocls Help

@ - OR - = Go to fileffunction = Addins = 3 Project: (None} = |
Console  Terminal Background Jobs = Environment  History  Connections  Tutorial = ]
R ~ R443 . ~/ = |H #* |mport Dataset = | &) 157 MiB ~ ¥ List = -

- Rtools 4.0 (Wnstalled at C:\RBu1ldTools\4.U) < [ - | il Globa Environmen =

Please download and install the appropriate version of Rtool

s before proceeding: Environment is empty

https://cran.rstudio.com/bin/windows/Rtools/
7% (dependency) ‘proxy’ 12 F—ILLFET

URL 'https://cran.rstudio.com/bin/windows/contrib/4.4/proxy_
0 0.4-27.zip' =F L TET

. Content type 'application/zip' Tength 181338 bytes (177 KB)
downloaded 177 KB

" URL 'https://cran.rstudio.com/bin/windows/contrib/4.4/e1071_ Files Plots Packages Help Viewer Presentation —
1.7-16.zip" ZFHL T &Y Bl install | @ update 1071 |
Content type 'application/zip' Tength 674211 bytes (658 KB) Name Description Versi.. |
downloaded 658 KB e1071 Misc Functions of the 17-16 !

Department of Statistics,
Probability Theory Group

SAoar—=5 ‘proxy’ IEZEILERIN. MDS HLbL T oo NFELE (Formerly: E1071), TU Wien
Awiar—13 fel07l FEEFICEFISH, MDS HAEF oo NEL

AovO—FEniziy =2, BRCa Y ET
C:\Users\iu\AppData\Local\Temp\RtmpoNlLv7\downloaded

_packages

> |
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CCRANOD /Ny i — 3 10

RStudio

Eile Edit Code Miew Plots Session Build Debug Profile Tocls Help
= ' Go to fileffunction = Addins =
Console  Terminal Background Jobs
R ~R443 . -~/

— Rtools 4.0 (installed at C:\RBU1IldTools\4.0)

Please download and install the appropriate version of Rto{
s before proceeding:

4> M= ILETHENIRE, FEOD
ConsoleB@mA%* I-> tBkH T, T5—
Ay —I51FVED2% IFTHNILREEED
WEEA, QTHIZIIEXA VR =L
2T L7=el0715°@NameF| IZFE TR 4T
BY. @FD/NN—T a2 IFl.T-16% D
rWiHZenrbhnry 3, EBEICel07]
TRAWVWTEBIT 2T -2 23T rH LB
IZIE. DFD/N—Ya ViFRE sNT I
EEHTsLHICLEL LS,

https://cran.rstudio.com/bin/windows/Rtools/
7% (dependency) ‘proxy’ 12 F—ILLFET

0.4-27.zip" Z=zH L T ET
Content type 'application/zip' Tength 181338 bytes (177 KB)
| |downloaded 177 KB

|11.7-16.zip" =HL T ET
Content type 'application/zip' Tength 674211 bytes (658 KB)
downloaded 658 KB

SAoar—=5 ‘proxy’ IEZEILERIN. MDS HLbL T oo NFELE
Awiar—13 fel07l FEEFICEFISH, MDS HAEF oo NEL

FO0vO0—Fahic/iie -2, LIFCHYEFT

_packages
> |

URL 'https://cran.rstudio.com/bin/windows/contrib/4.4/proxy_

C:\Users\iu\AppData\Local\Temp\RtmpoNlLv7\downloaded

|URL 'https://cran.rstudio.com/bin/windows/contrib/4.4/e1071_ ms*pamgﬁ Help Viewer Presentpi —
1. |

O Update 210
MName Description Wersi.., |
1071 Misc Functions of the 1.7-16 |
Department of Statistics,
Probability Theory Group |
{Formerly: E1071), TU Wien |
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A AP=ILRTEDOIRE, FiEOD

D) Sk kH T, =5 —
CRAN 0) / \ \y /7— - y II— E‘Oﬂj(‘)bl?—@‘l\/ﬁﬁ EIN %?O)Zba“\ffzfﬂli‘llan;%%

w ‘R CRAN: Package 1071 x arF

€« ¢ M

e1071: Misc Functions of the Department of Statistics, Probability Theory Group (Forme

Functions for latent class analysis, short time Fourier transform, fuzzy clustering, suppor
clustering, naive Bayes classifier, generalized k-nearest neighbour ...

Version:
Imports:
Suggests:
Published:
| DOL:

' Author:

Maintainer:
License:
NeedsCompilation:
Materials:

In views:

CRAN checks:

Documentation:

Reference manual:
Vignettes:

DNinwn | nade *

-]

2% cran.r-project.org/web/packages/e1071/index.html

1.7-16

graphics, YrDevices, class, stats, methods, utils, proxy

2024-09-16 T, BEMNIZI.T-16THBZ g hY F

10.32614/CRAN.package.e1071 T
David Meyer [aut, cre], Evgenia Dimitriadou [aut, cph], Kurt Horl °

~

VEEA, QTHLIZELA R b—L
527 L7zel0715°@NameF| IZFR R ENT
B, xD/NN—Ta g
tWH Zenhh) ¥, EEICel0T
TRAWTEBIT TSR 2Z LH S
K. @z /A=Y a viFERLENT IS
BT SHLIICLEL LI,

cluster, mlbench, nnet, randomForest, rpart, SparseM, xtable, Matri @e 1071 O)CRANG)URL’C\‘j-o @’ Ve ‘\/‘ 3

JT-1672 D 1=

~

Chih-Chung Chang [ctb, cph] (libsvm C++-code), Chih-Chen Lin [ctb, cph] (libsvm C++-code)
David Meyer <David.Meyer at R-project.org:
GPL-2 | GPL-3

NEWS

21071 results

el1071.pdf

Support Vector Machines—the Interface to libsvm in package e1071 (source, R code)
svm() internals (source)

i

https://cran.r-project.org/web/packages/el07!/index. ht

&
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L] RIZ. (DBioconductor TR IMNT W 3
NNy r—3Im (22 TlEBiostrings % 7

Bioconductor®: .- | | 2\ ismenmiss. @

] u Bioconductor - Home x I Menu % 7 |) “/ 7 [}
< - C 8] httpsy//bioconducter.org Ay :" e =B |

Registration and Abstract Submission Open for
A : Joint Galaxy/Bioconductor Conference

Early registration discount pricing ends March 31!

Bioconductor Menu —

OPEN SOURCE SOFTWARE

Open source software for
Bioinformatics

The Bioconductor project aims to develop and share open source software for precise and repeatable analysis of
biological data.
We foster an inclusive and collaborative community of developers and data scientists.

Get started >

https://bioconductor.org/ 56
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Bioconductor®: -+ 2 | 2\ seiimi e o

.[|j ﬂ Bioconductt;r—Home x | + - MenU% 7 I) v 70 7°}|/ 9\\7 A2 —'7,‘)\
< - C (%]  https;//bioconductor.org %@Pockogesg 7 |} v 7 o

Registration and Abstract Submission Open for
A : Joint Galaxy/Bioconductor Conference

Early registration discount pricing ends March 31!

Bioconductor Menu X
OPEN SOURCE SOFTWARE FOR BIOINFORMATICS |
|
About ‘
|
Learn ‘ |
|
Packages
Developers
Q. search
Get Started
VW WSS dll HILWWSIVE dllu LULLEWTaLlIive CTTITTTIUNTILY W Uevelwpels dliu Udadld SLIgilisLls.
Get started >
v
> )
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Bioconductord--:
1w} u Bioconductor - BiocViews x S
<« (j " & https://bioconductor.org/packages/release/BiocViews.html#___Software

Registration and Abstract Submission Open for
A : Joint Galaxy/Bioconductor Conference

Early registration discount pricing ends March 31!

Bioconductor

OPEN SOURCE SOFTWARE FOR BIDINFORMATICS

Home » BiocViews

Menu —

Bioconductor version 3.20 (Release)

(Go to 3.21 (Devel) >>

Find biocViews:

- AssayDomain (988)
- BiologicalQuestion (978)

i Infrastructure (577)
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. 2 HY EFT. OWEBT oI Hn#E
Bioconductor@d:--- 4 HegE (Ctrl+F) % E5 L <.

\
1w} u Bioconductor - BiocViews X |+ - (W X |
— G " & https://bioconductor.org/packages/release/BiocViewghtml#___Software a A irg 3. o) |

g ~ v Yo ;
B‘ d t Menu —
10CONAUCtor — |
QPEN SOURCE SOFTWARE FOR BIOINFORMATICS ‘
Packages found under Software: |
Rank based on number of downloads: lower numbers are more frequently downloaded. ‘
Show Al ~ entries |
Search table: ‘
|
Package Maintainer Title Rank *“
BiocVersion Bioconductor Package Set the appropriate version of Bioconductor packages 1
Maintainer
BiocGenerics Hervé Pagés S4 generic functions used in Bioconductor 2
GenomelnfoDb Hervé Pagés Utilities for manipulating chromosome names, including 3
modifying them to follow a particular naming style
S4Vectors Hervé Pagés Foundation of vector-like and list-like containers in 4
Bioconductor
zlibbioc Bioconductor Package An R packaged zlib-1.2.5 5
Maintainer
v
4 S EEEEEEEEEEEEEEEEEEEEE——————————
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1w} u Bioconductor - BiocViews

x ISs

| ) N
— G " & https://bioconductor.org/packages/release/BiocViews.html#___Software / 7 o

Bioconductor

QPEN SOURCE SOFTWARE FOR BIOINFORMATICS

IRanges

XVector
Biobase

Biostrings
GenomicRanges

DelayedArray

BiocParallel

MatrixGenerics

S4Arrays

wianian IS

Hervé Pagés

Herve Pages

Bioconductor Package
Maintainer

Hervé Pageés

Hervé Pagés

Hervé Pageés

Martin Morgan

Peter Hickey

Hervé Pagés

@DTIcR70— LT B, /Ny —3)
2 r2HYET, OWEBT S IHDIRE
e (Ctri+F) 2EXZRL T, @

Biostrings2#& L. B2771=6@7

Biostrings 1/3 ~ v Y OX

Foundation of integer range manipulation in Bioconductor

Foundation of external vector representation and
manipulation in Bioconductor

Biobase: Base functions for Bioconductor

Efficient manipulation of biological strings

Representation and manipulation of genomic intervals

A unified framework for working transparently with on-disk
and in-memory array-like datasets

Bioconductor facilities for parallel evaluation

S4 Generic Summary Statistic Functions that Operate on
Matrix-Like Objects

Foundation of array-like containers in Bioconductor

Menu —

18

12

13

14

4 e ——

L]
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M Pl Bioconductor - Biostrings x S - U x|

<« G " & https://bioconductor.org/packages/release/bioc/html/Biostrings.html Ad g o' B

Registration and Abstract Submission Open for
A : Joint Galaxy/Bioconductor Conference

Early registration discount pricing ends March 31!

4

Bioconductor Menu = |

OPEN SOURCE SOFTWARE FOR BIDINFORMATICS

Home » Bioconductor 3.2684 > Software Packages > Biostrings

Biostrings |

This is the released version of Biostrings; for the devel version, see Biostrings. !

Efficient manipulation of biological strings

platforms [all rank 9/ 2289 support |5 ! 5 § in Bioc = 20 years [l build | wamings updated since release | dependencies 24 I

I DOI: 18.18129/B9.bioc.Biostrings

Bioconductor version: Release (3.29)

Memory efficient string containers, string matching algorithms, and other utilities, for fast manipulation of large biological sequences or sets
of sequences.

Author: Hervé Pagés [aut, cre], Patrick Aboyoun [aut], Robert Gentleman [aut], Saikat DebRoy [aut], Vince Carey [ctb], Nicolas Delhnomme

[etb], Felix Ernst [ctb], Wolfgang Huber [ctb] ('matchprobes’ Vigngtte}, Be_-ryl Kanali [ctb] (Converted 'M u!tf pleAlignments' \rignet_le from Swteave =
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¥ RStudio

Eile Edit Code View Plots Session Build Debug Profile Tocls Help
o - OF I~ § Go to file/function » Addins -
Console  Termimal Background Jobs
R - R443 . ~/

- Rtools 4.0 (1nstalled at C:\RBulldTools\4.0)

(DBioconductor/Xx—< 3 >3.20l1c& I
% (@2Biostrings, 3 1. @Packages?
7 LT, @Biostrings$ THIAA T, 7K
BRAICALERING W (i.e., 122X
h—=IIL3INTHR\) JrZERALTWE
T, @D, Olnstal 2L T, =
TITEDCRANI S IEA VA F—ILTER
W2 xHERL E T,

Please download and install the appropriate version of Rtool
s before proceeding:

https://cran.rstudio.com/bin/windows/Rtools/
{#xfZ31% (dependency) ‘proxy’ L2 bF—ILLEFF

0 0.4-27.zip" EHELTLWET

. Content type 'application/zip' length 181338 bytes (177 KB)
 downloaded 177 KB

' URL 'https://cran.rstudio.com/bin/windows/contrib/4.4/e1071_

C1.7-16.zip" =@ L TIv&F
Content type 'application/zip' length 674211 bytes (658 KB)
downloaded 658 KB

JRwar—3 fproxy’ [FEEICEFEIN. MDS HLbFzov o hEFELE
wAr—= 'el071l FEFIIEFZIHN. MDS Lot Foovo2hFL:

AovO—Fahicfiy =2, LITFZHYET
C:\Users\iu\AppData\Local\Temp\RtmpoN1lLv7\downloaded

_packages

-

URL 'https://cran.rstudio.com/bin/windows/contrib/4.4/proxy_

Environment is empty

Files 'ackages Help Viewer  Presentation (i

O Instal pdate Biostrings
Description Versi.
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= N OF 7 4/ FDOCRAND £ F T, @Biost
. e FCTITBAATIREE, (EREOPIC
Bloconduc-l-ord) 8 Biostrings#t!) A F 7y I N T LA\

0 e BB CRERESFRTE E T A0
Eile Edit Code View Plots Session Build Debug Profile Tocls Help |
& - O I~ § Go to file/function = Addins - R Project: (Nane) = |
Console  Terminal Background Jobs = Environment  History  Connections  Tutorial = ] .
R -~ R443 . ~/ T #* Import Dataset ~ | &) 16 MiB - 'l List = -
- Rtools 4.0 (1nstalled at C:\RBulldTools\4.U) « R~ @ Global Environment -

Please download and install the appropriate version of Rtool

s before proceeding: Environment is empty

https://cran.rstudio.com/bin/win| instsipackages
i7FZ % (dependency) ‘proxy’ i -

Install from: 7 Configuring Repositories
. . .| | Repository (CRAN) v
URL 'https://cran.rstudio.com/bj
i O . 4 - 2? . Z'i p ! 75’ Efﬁ l_,, _("__ [_, 4 i _9'_ Packages ( ate multiNe with space or comma):
| Content type 'application/zip" 1 |zios
. downloaded 177 KB —
| Biostatistics VR/R-4.4 3/library [Defauli] v:
URL https://crgn.rstud1o.com/b1 BioStatR _ Plots | Packages | Help | Viewer | Presentation -0
l 1 . 7 _16 27 p l % Eﬂ: l—/ _{- lu\' ?Il_ _9'— biostats101 = stal @ Update Biostrings |
Content type 'application/zip' 1| |BiestatsUkNplus Name Description Versi.. |
downloaded 658 KB Install Cance |
>

M= fproxy’ [FEE(ICEFEIN. MDS HLEF v oEhhELE |
=730 fel07l FEZEFIIEFAINL. MDS HAEFz o2 hFEFLE i

AovO—Fahicfiy =2, LITFZHYET
C:\Users\iu\AppData\Local\Temp\RtmpoN1lLv7\downloaded

_packages

-
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) Rstudio
File Edit Code View Plots

o - OR I - Go to file/function

Install,
Console  Termimal Background Jobs
R - R443 . ~/ i e |
- Rtools 4.0 {(1nstalled at C:\RBulldTools\4.0) a R

Session Build Debug Profile Tocls Help

~ Addins -

3 T4

OF 7 4L bDCRAND F £ T. @Biost
FTHBRAALIRRE, EHOPIC
Biostrings?“'J R b7 v I NT Wi W
RS THRENTFETE
BiostringsEF T HBIRAALRET, @

€)

Please download and install the appropriate version of Rtool

s before proceeding:

https://cran.rstudio.com/bin/win
{#x7Zx1% (dependency) ‘proxy’ %

URL 'https://cran.rstudio.com/bj
0 0.4-27.zip" =EHLTLET

. Content type 'application/zip' 1
downloaded 177 KB

" URL 'https://cran.rstudio.com/bi
1.7-16.zip" =@, LTI ET
Content type 'application/zip' 1
downloaded 658 KB

My —=2 ‘proxy’ [FEECERI N, MDS ﬂh%i‘izv’;’ﬁ:
‘el071l’ [FEEIIEFIN. MDS HLEF o v 73 NhFLI

PRy —

Install Packages

Install from:

7 Configuring Repositories

.| | Repository (CRAN)

L

Packages (sepa
Biostringsl

Install to Librany!

ultiple with space or comma):

[ C:/Program Files/R/R-4.4.3/library [Defaufl] v

| Install dependencies

Plots

Marne

Install Cancel

AovO—Fahicfiy =2, LITFZHYET
C:\Users\iu\AppData\Local\Temp\RtmpoN1lLv7\downloaded

_packages
>

] Global Environment =

#* Import Dataset ~ | &) 16 MiB -

31

Environment is empty

Packages Help

stall | @ update

Description

Viewer

Presentation

Biostrings

List = =

=0

Versi.

64




Bioconductor®--- |0

N2>y FPRITINETH, @TDH
"FATEIEA, EEMNLTWVWSZ Y
H5H. T L TDOFRBERICFADOEL R
WwWZehsthmnsLHic, Toxvlh
TlEBioconductor/Xy A —I DA > R
f—ILIETEZE A,

—
¥ RStudio

Eile Edit Code View Plots Session Build Debug Profile Tocls Help
o - OF I~ § Go to file/function » Addins -
Console  Termimal Background Jobs
R - R443 . ~/

I O0—Fanic/ive T—00Ed, LLPlCchUTT
C:\Users\iu\AppData\Lo Temp\RtmpoN1lLv7\downloaded

_packages

> install.packages("Biostrings")

WARNING: Rtools is required to build R packages but no versi

on of Rtools compatible with the currently running version o

f R was found. Note that the following incompatible version

(s) of Rtools were found:

- Rtools 4.0 (installed at cC:\RBuildTools\4.0)

' Please download and install the appropriate version of Rtool
' s before proceeding:

| https://cran.rstudio.com/bin/windows/Rtools/
warning in install.packages :
Sy —2 'Biostrings’ HFIATZ £ A (for this version of
R

A version of this package for your version of R might be ava
ilable elsewhere,

see the ideas at
https://cran.r-project.org/doc/manuals/r-patched/R-admin.htm
T#Installing-packages)

-

O # Import Dataset = | A 128MiB = | & List = -

] Global Environment =

rs

E =

Environment is empty

Files Plots Packages Help \Viewer Presentation =[]
O Instal @ Update Biostrings
Marne Description Versi.
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. VEBRE, A XA F—ILEIR. @A
Bioconductord:«-+ || |(iaisizs. o

M Pl Bioconductor - Biostrings x S - U x|

<« G " & https://bioconductor.org/packages/release/bioc/html/Biostrings.html Ad g o' =B

Registration and Abstract Submission Open for
A : Joint Galaxy/Bioconductor Conference

Early registration discount pricing ends March 31!

; ' !

Home » Bioconductor 3.20 > Software Packages > Biostrings

| Biostrings |

This is the released version of Biostrings; for the devel version, see Biostrings. !

Efficient manipulation of biological strings

platforms [all rank 9/ 2289 support |5 ! 5 § in Bioc = 20 years [l build | wamings updated since release | dependencies 24 I

I DOI: 18.18129/B9.bioc.Biostrings

Bioconductor version: Release (3.29) |

Memory efficient string containers, string matching algorithms, and other utilities, for fast manipulation of large biological sequences or sets
of sequences.

Author: Hervé Pagés [aut, cre], Patrick Aboyoun [aut], Robert Gentleman [aut], Saikat DebRoy [aut], Vince Carey [ctb], Nicolas Delhnomme
| [ctb], Felix Ernst [ctb], Wolfgang Huber [ctb] (matchprobes' vignette), Beryl Kanali [ctb] (Converted 'MultipleAlignments' vignette from Sweave =
. =y
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BlOCOndUC'I'OI‘O) | |2 LTFEICH Y 9, @DInstal lationd &
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1w} u Bioconductor - Biostrings X |+ ~— % T o

=

— G " & https://bioconductor.org/packages/release/bioc/html/Biostrings.html A Ty z. [ |

Bioconductor Menu —

QPEN SOURCE SOFTWARE FOR BIOINFORMATICS

Author: Hervé Pagés [aut, cre], Patrick Aboyoun [aut], Robert Gentleman [aut], Saikat DebRoy [aut], Vince Carey [ctb], Nicolas Delhomme

[ctb], Felix Ernst [ctb], Wolfgang Huber [cth] ('matchprobes’ vignette), Beryl Kanali [ctb] (Converted 'MultipleAlignments' vignette from Sweave l
to RMarkdown), Haleema Khan [ctb] (Converted 'matchprobes' vignette from Sweave to RMarkdown), Aidan Lakshman [ctb], Kieran O'Neill

[ctb], Valerie Obenchain [ctb], Marcel Ramos [ctb], Albert Vill [ctb], Jen Wokaty [cth] (Converted 'matchprobes’ vignette from Sweave to
RMarkdown), Erik Wright [ctb]

Maintainer: Hervé Pagés <hpages.on.github at gmail.com>

Citation (from within R, enter citation("Biostrings”)):

Pagés H, Aboyoun P, Gentleman R, DebRoy S (2824). Biostrings: Efficient manipulation of biological strings. R package version 2.74.1,
https://biocondugtor.org/packages/Biostrings.

Installation

To install this package, start R (version "4.4") and enter:

if (!require ("BiocManager™, quietly = TRUE))
install.packages ("BiocManager"™)

BiocManager: :install ("Biostrings"}

For older versions of R, please refer to the appropriate Bioconductor release.
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Installation

To install this package, start R (version "4.4") and enter:

if (!require ("BiocManager™, quietly = TRUE))
install.packages ("BiocManager"™)

BiocManager: :install ("Biostrings"}

For older versions of R, please refer to the appropriate Bioconductor release.
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Citation (from within R, enter citation("Biostrings”)):

Pagés H, Aboyoun P, Gentleman R, DebRoy S (2824). Biostrings: Efficient manipulation of biological strings. R package version 2.74.1,

Installation

To install this package, start R (version "4.4") and enter:

if (!require ("BiocManager™, quietly = TRUE) )
install.packages ("BiocManager"™)

BiocManager: :install ("Biostrings"}

For older versions of R, please refer to the appropriate Bioconductor release.
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s before proceeding:

https://cran.rstudio.com/bin/windows/Rtools/
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A : Joint Galaxy/Bioconductor Conference
Early registration discount pricing ends March 31!

OPEN SOURCE SOFTWARE FOR BIDINFORMATICS

Home » Install

Get started

1. InstallR

The current release of Bioconductor is version 3.28: it works with R version 4.4.8. of older R and
Bioconductor must update their installation to take advantage of new features and tQ access packages that have
been added to Bioconductor since the last release.

The development version of Bioconductor is version 3.21; it works with R version 4.5.8. recent ‘devel’ I
versions of R (if available) will be supported during the next Bioconductor release cycle. '

1. Download the most recent version of R. The R FAQs and the R Installation and Administration Manual contain detailed
instructions for installing R on various platforms (Linux, OS X, and Windows being the main ones).

| 2. Start the R program; on Windows and OS5 X, this will usually mean double-clicking on the R application, on UNIX-like systems,
type “R" at a shell prompt. v
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