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m {SFE Lt (Fold change; FC) IZ&E D<A %
2-fold, 3-fold
The limit fold change model (Mutch et al., BMC Bioinformatics, 2002)
Rank product (Breitling et al., FEBS Lett., 2004)

m t-statisticsIZE D<A %
Student’s (or Welch) t-test
SAM (Tusher et al., PNAS, 2001)
Samroc (Broberg, P., Genome Biol., 2003)
Empirical bayes (Smyth, GK., Stat. Appl. Genet. Mol. Biol., 2004)
Shrinkage t statistic (Opgen-Rhein and Strimmer, Stat. Appl. Genet. Mol. Biol., 2007)
m Dt
Rank difference analysis of microarrays (RDAM; Martin et al., BMC Bioinformatics, 2004)
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