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Pre-installation

The main functionalities in TCC consist of combinations of functions from
the above three R/Bioconductor packages (edgeR, DESeq, and baySeq).
If those packages have not been installed in your B environment, you need
to enter the following commands after starting R:

source ("http://biocconductor.org/biocLite.R")
bioclite (c("edgeR", "baySeg”, "DESeg”, "ROC"))

Installation

This package is available at the CRAN repository. To install the package,
visit the repository for TCC or enter the following command after starting R:

install.packages ("TCC", "zource™)

type

TCC 1.0.0tar.oz
MacOS X binary: not available, see check log.
TCC 1.0.0.zip

Reference manual: TCC pdf
News/ChangeLog: NEWS

Package source:

Windows binary:

Bioconductor likeZzUser’s Guide (Vignette)t&HYET

Documentation

User's Guide R script
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