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What's new?

« 2014317198 CAMAZFICT, 7 — 0 au (L nn s R — 91 o — BRI ~ FR ARk 5o 2 U T — b BF )
RSN ET . TLI3EBE(3/19, 13:00-16:30 P18 1 F 9, BEREH S 113 E5F, MU 822177, (2014/02/17) NEW

« HEHAOEIEF{T- TV ET . 3C (H-C)°BS-seq BRI 20T HA LS RLTHY T T . (2014/02/08) NEW

o — D BT TS o (RNAseqT — FERIR = vl = hU b T — S0RPRMT —2ERIF = T FILESSA 80
CHRIFEESERTS LUMA ploti@EE TR 7w T — L ELT, HEED —FTOIF ST, (2013/10/19)

« FHIREFTEERITHR 4T —3TCC (ver. 1.2.0; Sun et al.. BMC Bioinformatics, 2013)#Bioconducter it ) — 25N E L7z, &3
i AL Al R (ver, 3.0 27 2 — JLLT-@ 5, Bioconductor (ver. 2 13FE - A F —JLLTLIEE 0, (2013/10/17)

» KOTSRS TEIS M RSN A(WAC validation) LS S(RT w4 207 L A T — ARFFE ZthT ) Z a—F I FL I,
(2013/07/30)

« 2013 FTA2B FTARML T LIRIO NERTHEEACHI BRI DO 27~ =20 EE 77 )13 Rdeennki ziph o 5 2 O —F 1]
FET 9 (110MBIEE), (2013/07/30)

d AL .
|31 &0 Z (last modified 2 PCE -”JL | ' . ' . "
rooab—benid@M O RE D @ Laafi @ 01 o= %Y |
oo )T — S {last modNe 9 1/.1
RO —8 |32 H LICH roed3 3+ a%ed 5 A

A0 | —88 | EEDTFIFE{TOEHI A (last modified 2013/10/10)

A0 | =8| 20+ -0 —F#FEE {7 H (B (last modified 2014/02/06) NEW

A0 | —fn | S LIIRE EEEl " R (last mndiﬂed 2013/09/29)

A0 —f | FECESO o[ Fi 2 TORE (last modified 2013/06/14)

40| —f fﬁﬂﬁjagﬁﬂ:ﬁiﬁm% g (last mﬂd1ﬂed 2013/09/12)

o0 | —#% ; 5 1% {5 (last modified 2014/02/07) NEW .
1.+0 I — = ﬁuﬂﬁﬂﬁlluumlme P'.i’HEf%(last modified 2013/06/14) } o=
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@_]ATH,GO,GOSLIM.txt =} =
| Q :l A B C D E F G H 1 J
L] - . 1 AT1G01010 gene:2200934 AT1G01010.1 located in nucleus GO:0005634 537 C nucleus  ISM
\_I ta’r Home HEIP Contact About Us LDHII’UREQI'E':EF 2 AT1G01010 iene:ZZOUBM AT1G01010.1 involvedin  regulation uftranscriptlon,DNA—-‘GO:OOOEBSS 7451 P transcriptilEA
3 |AT1G01010 gene:2200934 AT1G01010.1 has DNA bimding G0:0003677 961 F DNA or RMIEA
4 AT1G01010 locus:2200935 AT1G01010 involved in  multicellular orgamismaldevelop G0:0007275 5530 P develcprrlss
Search Browse Tools Portals Download Submit New 5 |AT1G01010 locus:2200935  ATIG01010  has sequence-specific DNA binding tt G0:0003700 4449 F  transcriptilSs
6 AT1G01010 |ocus:2200935 AT1G01010 involved in  amino acid import G0:0043090 18041 P transport RCA
7 |AT1G01010 locus:2200935 AT1G01010  involved in  ER to Golgi vesicle-mediated tran GO:0006888 4768 P other celllRCA
Download Overview 2 ATIGO1010 gene:2200934  ATIGO1010.1 involvedin  regulation of transcription, DNA- GO:0006355 TASLP  other metIEA
9 AT1G01010 gene:2200934 AT1G01010.1 involved in  regulation of transcription, DNA-1 GO:0006355 7461 P other celllIEA
10 AT1G01010 locus:2200935 AT1G01010 involvedin  ERto Golgi vesicle-mediated tran GO:0006888 4768 P transport RCA
- - - ABRE DDCI.IH'IEI'ItS 11 AT1G01020 locus:2200940 AT1G01020 involved in sterulmeglabullcprucess G0:0016125 7324 P utherpmetIMP
12 |AT1G01020 locus:2200940 AT1G01020 located in membrane G0:0016020 453 C other merISS
e Arabldopsis Informaton resource Genes Break 12 s TG0 _located embrane 001602 : her mess
. 2 Sul 1 e
The Arabidopsis Information Resource (TAIR) maintains a databa GO0 and PO Annotations 9 Fol = o
hiology data for the model higher plant Arabidopsis thaliana . Data Maps o a— —
the complete genome seguence along with gene structure, gene ¢ - Ei Joil Gene
metabolism, gene expression, DNA and seed stocks, genome ma Metabolic Pathways
markers, publications, and information about the Arabidopsis rese . TAIR
£rs, publ PSIS | Polymorphisms Ontology ID
function data is updated every two weeks from the latest published - Plant|
community data submissions. Gene structures are updated 1-2 tin Proteins May 8
computational and manual methods as well as community submis. protoeols Srderin
genes. TAIR also provides extensive linkouts from our data pages—— jizablel
resources. Microarray Data Vonda
et Tie A ciesa 1. S€QUENCES 1ata fil

The Arabidopsis Biological Resource Ce

preserves and distributes seed and DNA
Stock information and ordering for the AB

TAIR is located at the Carn
Biology and funded by the

':...*.hM'.L-il

LTI NI

1 P LT Tk )

04/30/2013 06 :2 45981
08/10/2006 12 :005F81
04/30/2013 0B 23481
08/28/2006 12 :005F81
08/28,/2006 12 :005F81

FaLoF J Gene Ontology
T4 L7+ 0D TAIR Ontol
T4 L2+ Plant Ontology

7,609 tair?oo mapping temporal-060210.txt

1,203 tairfo papeineg teneoral README .tut
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1B DT« Ik

07/01/2008 12:0059q1]
04/30/2013 06:2 45971
04/30/2013 0B:24581
09/09/2008 12 :00581
03/10/2012 12 :005-81]

3,496 ATH GO.README .1t
b7 144,392 ATH GO GOGLIM.txt
5,424,108 ATH GO GOSLIM.txt.
T L2 0D

F,727 TAIR GO slim categories.txt




E ATH_GO_GOSLIM.txt = =
A B C D E F G | J
1 (AT1G01010 gene:2200934 AT1G01010.1 locatedin nucleus .GD:DDDSE34 537 C  nucleus ISM
2 AT1G01010 gene:2200934 AT1G01010.1 involvedin regulation of transcription, DNA-1 GO:0006355 7461 P transcripti IEA
3 AT1GO01010 gene:2200934 AT1G01010.1 has DNA binding GO:0003677 961 F DMA or RMIEA
4 AT1G01010 locus:2200935 ATIGO1010 involvedin  multicellular organismal develop GO:0007275 5590 P developm IS5
5 AT1G01010 locus:2200935 ATIGO1010 has sequence-specific DNA binding tt GO:0003700 4449 F transcripti IS5
6 ATLG01010 locus:2200935 ATIGO1010 involvedin amino acid import G0:0043090 18041 P transport RCA
7 AT1G01010 locus:2200935 ATIGO1010  involvedin  ER to Golgi vesicle-mediated tran GO:0006888 4768 P other cell RCA
8 AT1G01010 gene:2200934 AT1G01010.1 involvedin regulation of transcription, DNA-1 GO:0006355 7461 P other met IEA
9 AT1G01010 gene:2200934 AT1G01010.1 involvedin regulation of transcription, DNA-1 GO:0006355 7461 P other celllIEA
10 AT1G01010 locus:2200935 AT1G01010  involvedin ER to Golgi vesicle-mediated tran GO:0006388 4768 P transport RCA
11 AT1G01020 locus:2200940 AT1G01020  involvedin sterol metabolic process G0:0016125 7324 P other met IMP
12 |AT1G01020 locus:2200940 AT1G01020 locatedin membrane G0:0016020 453 C  other merlSs
13 AT1G01020 gene:2200939 AT1G01020.1 locatedin mitochondrion GO:0005739 486 C  mitochomi ISM
14 |AT1G01020 locus:2200940 ATIGO1020 involvedin sterol metabolic process G0:0016125 7324 P other metIMP
15 |AT1G01020 locus:2200940 ATIGO1020 has molecular_function G0:0003674 3226 F unknown ND
16 |AT1G01020 locus:2200940 ATIGOO20  lacatad in andanlacsaie eotiesdima COe005733 208 C ER IDA
nucleus
R
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M B [ ]
1 | genename accession description  subcellular location
2 manel hoge plasma_mem nuclear
3 gensd hoge2 hohinu membrans
4 gensd hoged agribio endoplasmic
B oensd hoged genesis endoplasmic
f gens=d hoge05 kamo membrans
7 gensh hogef nettehba humei
8 mensf hoge? tebasaki nuclear
5 gensE hogelE biiru nuclear
10 genel hoge9 nihonshu nuclear
11 zenel0 hogel1l agenel membrans
12 |gensl hoge11 VYEEEE] endoplasmic
genelistl.txt
A
1 |zenel
2 |mene’
3 |gened

hogel.txt

(=H hogel.txt

A B i ]

1 genel  hogell plasma mem  nuclear

2 genel! hogel] tebasalk nuclear

3 gened  hogelY nihonshu nuclear
annotation.txt

1
genelistl.txt
hogel.txt




ROIEERHBEH (L ITNGSPORNA-seqfE4T)

(

ast modified 2014/02/06, since 2010)

What's new?

THE SO EIEF|T- TWWET ., 3CPBSseqEIAIC D TH D
=R T — APRPEMT — 2HRIF = L FILEISS A B LS
CRETMARNS LUMA plotiBEFE T 77— EL, HEEO —ETOIFSTE . (2013/10119)

FHIETERRIT AR 17— TCC (ver. 1.2.0; Sun et al.. BMC Bioinformatics, 20131 Bioconductor W W —2FNELT, &

—1BD BT TS L (RNA-seqT — 2ER{F = 7wl 4

LERLTHYET . (2014/02/06) NEW

R FALZLVAIT, R (ver. 3.02PE 1 A F—ILLIzDE,
FOFSOFSTE TSI BAatA(WiC validation)E 3| (BT w4 YO0 F L A T — SEFITE b T = 2 —7 )L FL

Bioconductor (ver. 2.137&-{ L2 b — JLL TLREEL v, (2013/10/17)

Fo. (2013/07/30)

2013 ETA2SB ET AL T LIFID [(RT B EEIREFIR 00 = 7~ — 2 e RRE 77 f )13 Rdeennki ziph S 4 2 O —F

TJRETE (110MBTEE). (2013/07/30)

|21 ¢0 = (last modified 2014/01/30) NEW
RO o 2} — ) 2 E) (last modified 2013/09/27)
FZ T =5 {last modified 2014/02/06) NEW

40| | S8 4 | D17 B (last modified 2013/10/1
A0 | | EEO o TO E I CfE A (last modifi
1+ EECL -7 —FEEEITE S (BiE) (las
A0 | | S A TR E (last modified 201
fb0 | | FEOESD TR 2T D IgE

A0 | —h% | [ EED h B 18 E% &% (last modified 2017
AR 0 | —B% | 15 AC5% 7 {5 {last modified 20
A0 | —h% | §iERACT (translate ¥ BY {5 (last modified 201

k0 | —B% | $B#fEE complement 7 §¥ {5 ( last modified 20
Ak 0 | —#% | 15 T H R (reverse complement & B¥{E (last m
Ak O | —h% | 1538 (reverse & BY {5 (last modified 2013/06/1
A0 | —#% | 2285018 B ) IR4E = 15T HYiS (last modi
Aok O | —8% | 2 EIE EO 1 IR E (53R HRiS (last modi
A0 | —8% | EEC ESO EEEED + IR [EEE Y
A0 | —8% | Tips | (F2@ ﬂEﬁEfT?T - Jb’ci'j%ﬁ(last m
A0 | —#% | Tips | EE
0| —h% | AR5 NS | 47 LB Iéﬁmﬁ_ﬁ(lastmo
A0 | —#% | BLFIEYIE | . L B05) | BSzenome(last mody

A200 | —f | FEDF—T—FEELTT

HHER) NEW

= £ 57 A F £ 2 277 1D annotation. oot Faol o &Y. 2O FS genelist] ool LS A ZR A ILPO I FE T

{Teft T 20U AETRLET .

Linux (UNIX)D grepd< 2/F DL 00 TT ., perdD vy 2D LS5O TT
271 -TT 4L OO ERI TREALIELW 7 NIIEELWTH DT 4L O VIS EIL LI TEIl 2,

1. HFD 27X IM 7 £ 27 1 ) (annotation.txt) PO BIFIHEF — &L T, YR 771 Il (genelist]. txt) POBOH ZF

SiTEFE RSS!
in_f1 <- "annotation.txt" #A D77
in_f2 <- "genelistl.txt" #ANT77
out_f <- "hogel.txt" #1TT
param <- 1 #7 /S T—

#INNT T A I DFEAIDL P
data «<- read.table(in_f1, header=TRUE,
keywords <- readlines(in_f2)

sep="\t", quote="" 1
#in F2TIEEL T 7 7 o ILDERA AR

1B *FE
AIBERFEL Tin_f2IHMAUA F 2711
I I-BFIREL Tout FICFEA

a7 ILPOERL ELIIEEFIETE

Yéin FITHEFELRZ 2 7 A ILODFEAIAR

#7F Z Az O bdataMiTE &P #E o

#4 &

FL Tin fFUSEM(F/ F—2 3 27 1)

obj <- is.element(as.character(data[,param]), keywords)#&{FE@EizTiE D FHEL IR Fobi| T

out <- datafobj,]

#0bjDTRUE & 74 &1 TO & 3 L 7235 R out | CHE 5

#7 F D Fout@iTE M BIHEFRT

#2727 A INRTE
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write.table(out, out f, sep="\t", append=F, quote=F, row.names=F)#ocut@PHFout FTIEFEL 77 1)
£ >
8




1. HEXD 27 YR 7 £ 227 4 b (annotation.txt) PO 315 B%E F — ¢ T, YAF 27 ) (genelist . txt) POHOH ZENLiT2EFE R HLIWIES:

in_f1 <- "
in_f2 «<- "
out_ f <- "
param <- 1

on . txt™ # N7 7 AIBEREL Tin_fUSERM(T/ T -2 3
stl. txt” # N7 A IBFEEEL Tin_F2ITHEBHW(VAF 27 A

#H 727 A INBFEEL Tout_FICHEiH
#7 ST a2 POEEL EWIESTIEE

#A N7 7 A NDFEA AR

data <- read.table(in_ 1, header=TRUE,

keywords <- readlines(in_+2) #in F2TIEEL 2 7 1 )LDt A0 AR

#E

#7770z 0 bdata@iT# S HERT

sep="\t", quote="")#in f1TIEEL =7 71 JLDFLA

2T A

T

obj <- is.element({as.character(data[,param]), keywords)#&ff&@mi-dine 2% HFEL ISR Fobj| SN
out <- data[obj,]

#2271 IICTERT
write.table(out, out_f, sep="\t", append=F, quote=F, row.names=F)#out@D P& %Fout FTEEL =77 1/ TFF

#0bj ZPTRUE & 74 ST A3 L 7o 35 F7F out | SHE
# F0 2 O boutDiTE M R#HEET

1. annotation.txt 2. genelistl.txt
A B [ ] A
1 mensname accession description  subcellular location 1 genel
2 genel o ge0 plasma_mem nuclear 2 gene’
3 gens? hogelZ hiohinu membrane 3 gened .
4 gens=d hooe0d agrihic endoplasmic . hogel'tXt
B gened hioge04d genesis endoplasmic El‘l hogel.txt
& gensd hogelo kamo membrane
7 gensh hogelf netteba humei A E C B
8 gene?  hoge07  tehasaki  nuclear 1 gensl  hoge0l plasma mem  nuclear
85 | gensd hogels biiru nuclesr '
10 gened hoge0o nihonshu nuclear Z gene_j hggel:l_,n" tebasaki nuclear
11 genel0  hogelD  agenel mermbrane 3 zene9  hozel9 nihonshu nuclear
12 gensel hooge11 PEEEE] endoplasmic
hoge

annotation.txt genelistl.txt
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Jrl BE HBE zot Jtvsyr—3 942D AT

R wersion 3.0.2 (2013-09-25) -- "Frisbee S5ailing"™
Copyright (C) 2013 The R Foundation for Statistical Computing
Blatform: =86 64-w64-mingw32/x64 (64-bit)

R 3. BREVIFIIFTEN (R2CEFRLITY.
—Fh&EFCiEzE. BRCChEFBECRTACHATERT.
Bofn & HOFMCRELT @, "1icense () ' $BLNF 'licence() ' FAALTESS

R BEOBEMECLSERIOYIONTT,

§FLCIE 'contributors() ' F AULTCEEL.

FE.R P RO/ -UEREMTI AT RERCI0TE
‘citation()' EARLTUHEEL,

‘demo () ' EARNTHETEEAESCENTERT .

‘help() ' FHNETUI AT EET,
‘help.start()' T HIML FTOHCLan )l IHRohFT.
g EADTHE R FRTLET,

RENcE —JdEhEn -2 -2 EIRLET)

> |

4 | 1

hoge

10



" M

"R RGui (64-bit) ' =N
JFTIL | BE HBHE ot Jluwsyr—3 O42F2 AT
R O— FMY—ZEFzHAA...

[——

FLNZSUT _—

ZHUT FEEL .. E=n Eol(<S

771 )ADFE T _bion for Statistical Computing i

. — s x -
FE=ANR—ADEHAH... TAINE—DEE TS —DER
FREANR—ADFF... PEET 1 LI MIDEE {EET 1 LA MIDEE
¥ Ci¥ Uzers¥k adota¥ Desk top¥hoee

BEOEMHAH...

BEOFET... M O —4a— 4 Users &

7oA LA NUDEE... i O—70L T4 25 ()] > ), Default

» &p SD Card (E:) 4 g, kadota

ENel... =48 280 GB @ AooDats
I s Dropbox

BT . =
= Roaming

5 FRLAE
b BRICAD
kg o2 0—-F
4|\ TALOWT
U roge ,

'help.start () 'T'H'Il'ﬂ-jlf-"j"j"[r:ck%)j
') e ANTNEREIETLET,

> |

* |

A —(F Ol TrA0 05 LA —(F hoee

| LTS —OPERRIND || OK || FeA ]_: | BLCTALAE-OPERRN || oK | [ #Fwtr |
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" M
getw

e RGui (64-bit) —
BE BE FTof Jsvbsbr— 9492 F7 AT
AERIRIE

Platform: :-:BE_E&—pc—mingwEEh{E& (64-bit)

ri. BEEVIFDIFPTEN [RCHEFRLI TT,
—EOHFHCIEAE. BRCCNEBERTSCHITEET.
BLfn O EFEIRCRELT F. '1icense () "HAME ' Licence () "k ALTAES

R D BRE LD EETIOVIONTT,

s (d 'contributors () " AHLTUEEL.

Fiz. rRYOROD ST —UE BT AT A0 ERCOOTE
‘eitation() "F ALTCZEL,

‘dema () ' E AT NETEENGCEATERT .

'help () "EENEL T TN RET .
'help.start () '"THIMLIZOH L2 TN HENGET .
rg ) e ARHTHERFIETLET,

> getwd()
[1] "C:/Users/kadota/Desktop/hoge™
> |

* |

Mar 7 2014



" M

L Arn | —# | BEEOX—T—FESTTERBEER) NEW

BEE ST PN F 2 T FrICRY, ZO P2 IR0 T IEETITE LT SN

2013 7

CTRL ALT

(UNIX)D grepd 7 FO L3 EDTHY, perlD vyt 2D L3H5DDTT,
(D7 IL1=TF AL OO B THRLIZW D7 ILE BOTHST 4L JF U ITHEEIL LI eI <,

1. BEI0 SR Y7 + 2477 1 b (annotation x| IR Reui (645t) 1 R G

iT2IFE hLIcWVsE: JrLl RE BE oM tvb—T 914vET AT

B @] G

S| S

:'_lﬂ-Fl <- "annotation.txt” - ui’-’-||5a||EI
i f2 <- "genelistl.txt” YIDED(T) =

put_f <- “hogel.txt” aE—(C) IR R Console

BROATT |P1atfnrm; XBE 64-po-mingw3Z/x64 (64-bit)
TATIER(A) _
EDRI(D)... RiF, BEEVIFOITTED [E2ICEFIALITY.,

. —EOFFCHERF. BRCCNEBERTE LA TEFT.
ERTLEI) BRtp R fm Mo BLT (f. " 1icense () MRALNE Ticancs 1 1k AL T<H S

i¥L<(d 'contributors () " AFILTLE

nhj_k— is.element(as.charac
data[obj, ]

'nelp () CAAET I AT EET

rite.table(out, out f, sep=

ra () e ARNTNERERTLET.

dllg=
Bing T || 23 X0 BRABICLAZERIOVIONTT. . on

FL. RRD) S R BT E [HT & OV FO&HN—A
'citation() '& AFILTAEEM O — RS —A

FTAaToEot| 'deme (AN TNET RSO LTSS 1 RODEE
send to onenl| | RelE-sStarti) "THTMLI SO (L LA S TER
Jlw I7IcEh

Ctrl+C
Ctrl+V

Crl+3

Cerl+L

> getwd()
[1] "C:/Users/kadota/Desktop/hog
> |

* |

R Console

Mar 7 2014
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Jril. BE BE zoft Jlevsyr—T 2902 FR7 AT
L] L - —_— — ‘:-\. -
i"é@"g ||ﬁ||G @ = == S 7S UISEN
Zl B e
R R Console
| | genelistl.bxt 2012/03/28 16:41
> in f2 «<- "genelistl.txt™ ) o
> out f <— "hogel.txzt™ || annotation.bxt 2012/03/28 16:41
> pa:gm <- 1
>
> #77 AD FEd 1A+
> data <- read.table(in fl, header=TRUE, Fep="%t", guote="")
> keywords «- readlines(in_ f2)
> dim(data)
[1] 11 4 hoge
} ? - —— -
S kB TN =
> obj <- is.element (as.character(datal[,param]), kevwords) @ hoae << i hogegHie=
> out <- datal[obi,] 3 Z |" et ,‘vi”-,'“:/“’ =R P
> dim(out) i s
[1] 3 4 ZE v SATSUCEM > » =~ 0 @
> write.table (out, out f, sep="%t", append=F, gquote=F, row.namez=F){ 7, = ~
> Al Bitez "
= KL
| hogel.odt = E | hogel.txt 2012/03/28 16:49
= A B i ] .| genelist1.txt 2012/03/28 16:41
1 genename accession description  subcellular_location || annotation.txt 2012/03/28 16:41
2 genel bio g plasma_rmem nuclear
3 mene’ hogeO7 tebasaki huclesr
4 |oened hioge09 hihonshu huclesr 4 —
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ROIEERHBEH (L ITNGSPORNA-seqfE4T)

(last modified 2014/02/08, since 2010)

What's new?

» HEBOEIEH T TV ET, 3C0BS-seq BRI c D THLL ERLTHY £ . (2014/02/06) NEW

o — BT TS (RNA-seqT — PERIS = Tl F = N0 T — SURPRMT — 2RRiF = o DJILREI S A8
CRETMARNS LUMA plotiBEFE T 77— EL, HEEO —ETOIFSTE . (2013/10119)

o BT EREITAR) 17— TCC (ver. 1.2.0; Sun et al._ BMC Bioinformatics, 20133 Bioconductor LW ) —2FNELT, &
e FIALZL AT, R (ver. 3.02P8 1 2 F — LAz D%E, Bioconductor (ver. 2,131 w2 F — L TLFESELY, (2013/10/17)

s POFZIHFOETHIZ 0 RANA(WAC validation) £ 3 (R T Iw 4 207 L T — REFITH ZhT ) = 2 —7F I FL
oo (2013/07/30)

» 2013 F7TA29B E T AR TO I LRI (RT B EEIFEFRI O 2 7~ — 5 ME 77 1 113 Rdeennki ziph S 2 O —F
TJRETE (110MBTEE). (2013/07/30)

odified 2014/01/30) NEW

{last modified 2013/09/27)

FZ T NE{last modified 2014/02/06) NEW

A0 | —hg | S8 4 | Cf T $lT (last modified 2013/10/10)

A0 | —8% | [FEQ T {T0 E 7 C8 A (last modified 2013/10/10)

A0 | —i% | EEO S 10— FEE 7% i (B#E) (last modified 2014/02/06) NEW
A0 —8% |5-:/¢'r'md:iﬁﬂ 1|7 {last modiﬁed 2013/09/29)

A0 | —# [ EEDESD R 2T D IEE {1ast modified 2013/06/14)
A0 | —8% | EEO E(D 18 B B R (last m0d1ﬁed 2013/09/12)

A0 —R% ; AL % HY {5 (1ast modified 2013/09/29)

40| —Hﬁ | FRER ALY lttan;late T HY {5 last modified 2013/06/14)

420 | —B% | $BH3E  complement)# B9 {51 last modified 2013/06/14)

A0 | —#% | 1 T H R (reverse complement V& B¥{S (last modified 2013/06/14)

Ak 0O | —#% | 8§ (reverse P A7 15 (last modified 2013/06/14)

Aoh O | —B% | 238518 B IRAE R (H4E% AVS (last modified 2014/02/05) NEW

AR A | — | EIE RO 1 IR (FHE B3 (last modified 2013/06/14) | _ T - =

FoRD |~ LB E S0 B R0 - BB 185 B8 (s modified J_ (115 — AT HRL v B S v T EHER
Ak 0O | —B% | Tips | (EEO AR T T2 7 -{ L% {£77 (last modified 2013/09/2
b0 | —#% | Tips | {LAEF I3 EC TFEO 5+ 8hl T {£ 77 last modifig
(b0 | —fE | BESIENE | A BT | A 2EDBH S (last modified 2013/08/15 -
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1 genename accession description  subcellular_location 1 | genename accession description  subcellular_location
2 genel hoge(1 plasma_mem  nuclear 2 genel hoge plasma_mem nuclear
3 geneZ ho g2 ho hinu me mbrane 3 gene? hoge0?  hohinu me mbrane
4 gered ho ge (3 agrihio endoplasmic 4 gened hoge03  agribio endoplasmmic
5 gened hogel4 genesis endoplasmic 5 gened hogel4  geresis endoplasmic
6 gened o ge 05 karmo e mbrane 6 gened hoge05  kamo me mbrane
T genef hoge 06 netteba humei 7 gench hogeld  netteba hurmei
8 gena’ hoge(7 talkasaki nuclear 8 gene? hogeQ7  tebasaki nuclear
g gened ho ge0d hiiru nuclear 8 gened hogeO8  hiiru nuclear
10 gened hoge0d nihonshu nuclear 10 gensd hogeD%  nihonshu  nuclear
11 genell hoge1 O agene] membrane 11 genel0  hogelD agenel me mkbrane
12 genell hogel1 EEEE] endoplasmic 12 gerell  hogeld ivazas endoplasmic
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