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Â Affymetrix GeneChip
Ã Ge et al., Genomics, 86: 127- 141, 2005

Â GSE2361 GPL96 (Affymetrix Human Genome U133A Array) 22,283 probesets

Â 36 Heart ( Thymus ( ) Spleen ( ) Ovary ( ) Kidney (
) Skeletal Muscle ( Pancreas ( Prostate ( )

Ã Nakaiet al., Biosci BiotechnolBiochem., 72: 139- 148, 2008
Â GSE7623 GPL1355(Affymetrix Rat Genome 230 2.0 Array)31,099 probesets

Â 24 Brown adipose tissue ( ; BAT 8 White adipose 
tissue ( ; WAT 8 Liver ( ; LIV 8

Ã BAT 8 BAT_fed 4 24 BAT_fas 4

Ã WAT 8 WAT_fed 4 24 WAT_fas 4

Ã LIV 8 LIV_fed 4 24 LIV_fas 4

Ã Kamei et al., PLoSOne, 8: e65732, 2013
Â GSE30533 GPL1355(Affymetrix Rat Genome 230 2.0 Array)31,099 probesets

Â 10 Liver (

Â iron- deficient diet Iron_def 5 control diet Control 5
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Ã Nakaiet al., Biosci BiotechnolBiochem., 72: 139- 148, 2008

Â GSE7623 GPL1355(Affymetrix Rat Genome 230 2.0 Array)31,099 probesets

Â 24 Brown adipose tissue ( ; BAT 8 White adipose 
tissue ( ; WAT 8 Liver ( ; LIV 8

Ã BAT 8 BAT_fed 4 24 BAT_fas 4

Ã WAT 8 WAT_fed 4 24 WAT_fas 4

Ã LIV 8 LIV_fed 4 24 LIV_fas 4
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