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» S0OAPdenovo-trans: Luo et al.| Gigascience, 2012

» Oases: Schulz et al., Bioinformatics, 2012

» EBARDenovo: Chu et al | Biomnformatics, 2013

« BRANCH: Bao et al.. Bioinformatics, 2013

» IDBA-tran:Peng et al.. Bioinformatics, 2013
S0APdenovo-Trans: Xie et al.. Bioinformatics, 2014
Rockhopper 2(/ 497! ) 7 BH): Tjaden B, Genome Biol., 2015
DETONATE(RSEM-EVAL): L1 et al . Genome Biol.. 2014

* Brndger: Chang et al.. Genome Biol.. 2015

« JFRAT: Mbandi et al . BMC Bioinformatics, 2015
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O - e AT G TN - DBIER 774 )LZ AL =de novo

/= :|: T IV EERDYT)—D714IL
CkhOp 9/254:!—? FELTLBEC S, (1206

transcripts T, @FH K H 338G E,

@transcrlpts txt7f)\)"f/o

ﬁSSemb||ﬂg transcripts from reads in file: C:¥lzers¥lk

e
Aligning reads to assembled transcripts using file: C:¥lUzers¥kadot a¥lows ple denovo.fastg.zz!
1
Total reads in file: aB01749.0
Perfect |v aligned reads: 216274 B0%L (2
e
Total rumber of assembled transcripts: 2030
bverage transcript length: 238
Median transcript lensth: 1721 <:>
Total rumber of assenbled bases: RE7ER L
1
summary of results written to file: Rockhopper Results/summary. txt L
Details of assembled transcripts written to file: Rockhopper_Results/transcripts. txt +(4)
e
FINSIHED.
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Rockhopper 2ZE1THGR | Sxivsaxtoriic. o

| transcripts txt CS/ EﬁE@L EE?'JEs 7“/703*117'—: U_P

Seguence Length Expression 1€&— #. gvalue | DX TRITSN TLY

TABCCLCAGTGAGTGAGTCTGCAAAAAAATGAAATTGLLCAGT TRAAACCAGACGTTTLGD, 2 =24+ User’ s GuideZ

TGACCGAATATATAGTGGAGACGTTTAGATGGGTAAAAT AATTGGTATCGACCTOAGTACT kovmmoromrerrerr oo oo

GGCACCACTCCTCGOGTGLTGLAGAACGECGAAGLLGATCLEACCACGCCTTCTATCATTGCCTATACCCAGGATGLTGARACTCT AG
TTGGTCAGLCGECTARACGTCAGGLAGT GACGAACCCLGLAAAACACTCTGT TTGLGAT TAAACGCCTGATTGLTCGECGLT TCCAGLA
CGAAGAALT ACAGCGTGATGTTTCCATCATGLCGT TCARAATTATTGUTGCTGAT AACGLCGACGCATGLLT CHAAGT TARAGGCCAL
ARAATGLCACCGCCGCAGAT TTCTLGETGAAGTGCTGAALAA A TGAAGAARACCLETGAAGA T TACCTGLLT GAACCGG TAACTGAAL
CTGTTATCACCGTACCOGCATACT TTAACGATGCTCAGCATCAGGCAACCAAAGACGCAGGCCGTATCOCTRARTCTRGAAGTAAAACH

TATCATCAL

tranzcripts txt

GGTGLTAC
ACCTGGGG]
TCCGCTGRG]
TACATCACT

ACCCTTr™

ARACCGTGLTTATGGGCGCAAGCT TCCGT AACATCLGLLAAAT TCTGGAACT GLCAGGETGLGACCGTCTRACCATCGLACCGLCALT
GCTGAAAGAGCTGOOGGAGAGCGAAGGLGETATCGAACGT AAACTGTCT TACACCHGLGAAGTGALAGLLEGTCCGGEGCGTATCACT
GAGTCCGAGTTCCTGTGGCAGCACAACCAGGATCCAATGLEAGT AGATALACT GLCGLAAGGTATCCGT AAGT TTGCTAT TGACCAGG
ALAMACTGLALAAAATGATCGL 930 114801
TTCCATCTCTGATCGOGCATCCAGLGGLGT TTATCAGGAT AAAGGCATCCCTGLGE TRRAAGAA TGLCT GACATCGGEGCTAACCALG
COGTTTRAACTGGARACCCGCTTAATCCS 117 1514
GAGCAGLLGATCATCGAGCAAACGTTLTGTGAGCTGLTGLATGAAATGAGT TGCCATCTGGTGLTCACCACGLLLGGAACT GLCCLEG
CGCGTCLTGACGT AACGCCCLATGLGACGCTGGCAGT AGLLGACCGUGAGATGLCTGLET TTGGTGAACAGATGLGCCAGATCAGLET
GCATTTTGTACCAACTGCGATCCTTTCGOGTCAGGTGLLLGTGAT TCGCAAACAGLLGCTGATCCTTAACT TACCCGGTCAGCCHAAG
TCTATTAAAGAGACGCTGGAAGLTGTGAAGGACGCTGAGLLT AACGT TGTGGTACACGGTATTTT TGCCAGLGTACCGTACTGCATTE
AGTTGCTGLAAGGGOCATACGTTGASACGGE 383 3804
CAAAACAATTAGTGGGATTCACCAATCGGCAGAACGLTGLGACCARACTGE o1 1450
CCAGCAGLLEALACAGCACGLTCAGLCTAAAGALAACGAATTGLAGAACGLGT GLGLCT TTCAGCGTGLCHAAGAACAT ARACAGLET
AAATACGCCCCACAGACCCAG 104 3234
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7 OS X Yosemite ‘
BHiEH)... JX\—¥3>10.10.2
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o Multiple-k: Surcet-Groba and Montova-Buroos, Genome Res.. 2010
v Trans-ABvS5: Robertson et al.. Nat Methods, 2010

» Rnnotator: Martin et al., BMC Genomics, 2010

» Trmnity: Grabherr et al.. Nat Biotechnol, 2011

» S0OAPdenovo-trans: Luo et al.. Gigascience, 2012

» Dases: Schulz et al.. Bioinformatics, 2012

(DRockhopper 2& A A—ILLTH
FL &I, @Download R 1Y,

» EBARDenovo:Chu et al., Biomnformatics, 2013

» BRANCH: Bao et al., Bioinformatics, 2013

» IDBA-tran:Peng et al.. Bioinformatics, 2013
S0APdenovo-Trans: Xie et al.. Bioinformatics, 201
Rockhopper 201427 ) 7 H): Tjaden B. Genome B
DETONATE(RSEM-EVAL): L1 et al.. Genome Bug

» Bridger: Chang et al.. Genome Biol., 2015

» TFEAT: Mbandi et al.. BMC Bioinformatics, 2015

ROCKHOPPER

Rockhopper is a comprehensive and user-friendly system for computational analysis of bacterial RNA-seq data
As input, Rockhopper takes RNA sequencing reads output by high-throughput sequencing technology (FASTQ,
QSEQ, FASTA, SAM, or BAM files). Rockhopper supports the following tasks:

» Reference based transcript assembly (when one or more reference genomes are available)
= Aligning reads to genomes
= Assembling transcripts
= Identifying transcript boundaries and novel transcripts such as small RNAs

» De novo transcript assembly (when reference genomes are unavailable)

« Normalizing data from different experiments

+ Quantifying transcript abundance

» Testing for differential gene expression

+ Characterizing operon structures

+ Visualizing results in a genome browser

A =

[— e —
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*EZ Java-/ ‘\_:)3 ‘\/EJEJ H MNEHEEE, WindowsDiIZ & (&, O

woRTAVT M EREE, DD KD
Rockhopper is implemented in Java, so you must have Java installed on your computer to use Rockhopper. To ':7’{: .‘/’é’)"\\j)lx7 U “/7 75\ N @

check if Java is installed on your computer, type "java -version" at any shell or terminal window or command T —
prompt: *ﬁ?s:ﬁ\frcmdjt*]-jté:b\o
| PowerPoint 2013 » \ ===

kadota
@ Word 2013 »

FFax b
M EmEditor »

./ 7
"3‘3& Snipping Tool
"

q WInSCP »

:j AEE

C:\>java —version
java version “1.7.6_11"%

Java(TM> SE Runtime Environment <(build 1.7.6_11-bh21)
Java HotSpot(TM> 64-Bit Server UM <(bhuild 23.6-bB4, mixed mode>

It is recommended that your computer has Java version 1.6 or later and your computer has at least
2 gigabytes of RAM. If you do not have Java or you need to update to a more recent version, you
can do so by clicking the Java icon on the right:

I-IwY
= ) e e e
> MO )SRIL

STy R Oy T
FIARET U~

R R x64 3.1.0 »
BEODTOUS A

R R x64 2.15.0 APt

Rockhopper Rockhopper Rockhopper for any Rockhopper source code

for Windows for Mac platform m |

To extract the source code from the

Tn avariita tha Gl 1AD fila nieo tho fallnwinn rammand

-

fi

E;a R x64 2.12.0

> IRTOTOISL

[|Z7oo56L071 L08R
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™ Audio MIDI :%%.app 2015%3H31H 19:46 7.5MB  App
oSN P T —-e « Bluetooth 7 7 - JL35#u.app 2015438318 19:46 1.3MB  App
A = Boot Camp 7Y X4 ¥ k.app 2015%3H31H 19:46 3.3MB App
- % ColorSync 1—5 « 'J 7« .app 2015%3H31H 19:46 16.3 MB App
[ &5 @ Digital Color Meter.app 2014F9H10H 6:59 1MB  App
O syy>o—~r ¢ Grapher.app 20154%3831H 19:46 36.3MB  App
@ VoiceOver 1—5 « Y 5« .app 201543H31H 19:46 8.3 MB App
ﬁj kadota ;
X! X11.app 201449H10H 6:34 181 KB  App
FIA R B 775745« E=%.app 2015438318 19:46 10.8 MB  App
e e A F—Fr—YFUER.app 201543H31H 19:46 156 MB  App
¥ 2’5 7.app 2014468108 8:16 1.7MB  App
Q Transcend = B oy - ;
.app 20154348310 19:46 10.4 MB  App
45 w YATLIER.app 2015%3H31H 19:46 32MB  App
| RIYTNIF 14 .app 201543H31H 19:46 84MB  App
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B 9—=+)l.app 2015%3H31H 19:46 72MB  App
§4 g 742921 —574Y 7 «.app 201543H31H 19:46 23.3MB  App
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IKRE, AT I[&ljava —version]

=H B ] > N =P
EKLEZ . Java/ \— /EDEE.I E EITHIAATZFER, CDPCIC

[X. FEdavah 1 A b— L&

| NON 78 kadota — bash — 58x10 .
N7 LN \ \
Last login: Tue May 12 11:54:03 on ttys0@o NTLEWZENDD D,
agribio-macbook:~ kadota$
N Y kadota — bash — 67x12

Last login: Tue May 12 11:54:03 on ttys000
agribio-macbook:~ kadota$ java -version

No Java runtime present, requesting install.
agribio-macbook:~ kadota$

[ “java® AV R4V —IVEFERTBICE,
@ || JDKESVAR—ILTZIREHBDET,
- Z @ Java Developer Kit D% 7> 0O—RK Web - ~IC

Z7EAT B, “BLWBER.." 27V v I LTLEE
(A

FUUWEER... “
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EKLEZ : Java/ \— /EDEE.IE EITHIAATZFER, CDPCIC

[X. FEdavah 1 A b— L&

| NON 78 kadota — bash — 58x10 .
N7 LN \ \
Last login: Tue May 12 11:54:03 on ttys0@o NTLEWZENDD D,
agribio-macbook:~ kadota$
N Y kadota — bash — 67x12

Last login: Tue May 12 11
agribio-macbook:~ kadota$
No Java runtime present,

agribio-macbook:~ kadota$

-

/

:54:03 on ttys000
java -version
requesting install.

“java”’ AV R4 Y=V ERT I,
JDKZA VA M—=IVTBBENBDET,

Z @ Java Developer Kit D% 7> 0O—RK Web - ~IC
PZoEATBICE. “BULWVER."Z7V vy LTS
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Rockhqpper is_implemented in Java, so you must |l1_ave Java instlalled on your computa_ar to use Rockhopper. To .'E,O) == ’i—"d’éé:j( L/'C'(T—-él' \

check if Java is installed on your computer, type "jJava -version” at any shell or terminal window or command

prompt:

C:=“>java —verszion

java version "1.7.8_11"
Java(TM> SE Runtime Environment <huild 1.7.8_11-h213

Java HotSpot{TH} 64-Bit Server

It is recommended that your computer has Java version 1.6 or later and your computer has at least ({
2 gigabytes of RAM. If you do not have Java or you need to update to a more recent version, you 2

can do so by clicking the Java icon on the right:

UM <build 23.6-hB4, mixed model

Rockhopper Rockhopper
for Windows for Mac

N

Ermor opening

Rockhopper on

Mac?

Rockhopper for any
platform

IAR
To execute the GUI
version of Rockhopper,
use the following
command-
java -Emxl200m -jar
Rockhopper.jar

To execute the command

line version of Rockhopper,

use the following
command:
java -¥Xmxl200m -cp
Rockhopper.jar
Bockhopper

Roc

To extrac
JAR file,

jar

To extrac
compreg

@ w| L. » hoge » Rockhopper v ’ $5 || Rockhopp... P |

wviay 12 2Ul1J

\,/
2B, SqAJSuCEM> HEY » = [ @
>~
2l EaE 4R =8
__| Rockhopper.dmg 2015/05/11 22:33 20,032 KB DMG 771
' Rockhopper.exe 2015/05/11 22:33 14,887 KB T or—
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#8774 )LIXRockhopper&FiZEjL1-
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23 A A= LT

# Progress

74U (hoge — Rockhopper) B [Z4{E
&5, Rockhopper Results&LYS T

. = L
|

Initializing RMAseq analysis...
Assembling transcripts from reads in file:
Aligning reads to assembled transcripts using file:

Total reads in file: 3601749
Perfectly aligned reads: 216274

Total number of assembled transcripts:
Average transcript length:
Median transcript length:
Total number of assembled bases:

Summary of results wrilten to file:

Rockhopper_Results/summary.txd
Details of assembled transcripts written to file:  Rockhopper_Resultsitranscripts txt

FINZSIHED.
SATSYITENM - HEE ~
SO b2k 74 =E
. Rockhopper_Results  2015/05/12 12:43 F7AIL A
__| Rockhopper.dmg 2015/05/11 22:33 20,032 KB DMG J7-IL
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4 |
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|| transcripts

it FICEBTEDSLS. GELTOT I3

AAACCGTGGET TATGGGCGCAAGCTTCCGTAACATCGGCGAAATTCTGGAMCTG] BB D AFIILEEMIIL THLE L, BER
GCTGAAAGAGCTLGCLGAGAGCGAAGLGLUTATCGAACGTAAACTGTCTTACAl B TR OB XTI TOY S5 LFRE
GAGTCLGAGTTCCTGTGLCAGCACAACCAGGATCLAATGLCAGTAGATARLTY pir e PO SIS S SECIERE &,

ALAAACTGLAAAAAATGATCLG B30 114850 ) ==k

TTCCATCTCTGATCGUGCATCCAGLGLEGT TTATCAGGAT AAAGGCATCCCTGLLETGRAAGAA TGLCTGACATCGGOGCTAACCALG
COGTTTGAACTGLAAACCCGCTTAATEOE 117 1514

GAGCAGLLGATCATCGAGCARACGT TLTGTGAGCTGLTGLATGAM TGAGT TGCCATCTGGTGCTCACCACGLGCGGAACT GLCCLEG
CGOGTCLTGACGTAACGCCCLATLLGACGCTGGCAGTAGLLGACCORGAGATGLCTGLCT TTGGTGAACAGATGCGCCAGATCAGLET
GCATTTTGTACCAACTGCGATCCTTTCGEGTCAGGTGLLLGT GAT TCLRAAACAGLLGCTGATCCTTAACT TACCCGGTCAGCCGAAG
TCTATTALAGAGACGCTGGAAGGTGTGAAGGACGLTGAGLLT AACG T TG NGGTACACGGTAT TT T TGCCAGLGTACCGTACTGCATTE

AGTTECTGGAACGECCATACCETTIEAMACEAC 28S 200

CapaACasT AAAAACTGGAAAARATGATOGGL \

CeAGCARGE # T ranscript3c 11721574

aaaTaraeo) TTC AT T T GAT Ol GCA T O AL GGG T TTATCAGGAT AAAGGCATCCCTGLGC TRGAAGAA TG TRACATCGGEGETAMCCACG

CCGTTTGAACTGGAAACCCGCTTAATCCC Y

stranscriptd 3833800

A GG GAT AT LA A AL T TAT GTGAGCT GG T GLATGAAAT GAGTTGCCATCTGRTGETCACCACHGLECHEAACT GLLCCGE
G TG T GA G T A L GAT G GAC R TG A G T A GGRA G GAGA T G TEEC T TTRL TRAACAGATGCGCCAGATCAGCCT
AT TT TG A A T e GAT T TT O GT A GG T RGEGC G TGAT TG A AL CAGGCGCTGATCCTTAACT TACCCGATCAGCLGAAG
TCTATTAAGAGACGLTGLAAGGTGTGAAGLGACGCTGAGLGT AACGT TATGLETACACGGTAT TT TTGCCAGLGTACCGTACTGLATTE
AGTTECTGGEAAGGECCATACGTTGASACGGE L

*transcripth:hl: 1454

CARAACAATTAGTGLGAT TCACCAATCGGOAGAACGLTGLLACCARACTGC 4
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» GEOQ: Barrett et al.. Nucleic Acads
GSET623(Z 247 - F I
GSE30333(Zwh 100 7F)
= GSE2361(E |36 T,
= GSE10246(="7 2 1825 w1
¢ GSE1133(tF &7 24381
= GSES364(E | 34112
= GSE15998(= " 21065 -1
» ArravExpress: Rostici et al | Nucld
= GSET623(Fwh 2477 )
= GSE30533(Zwk 100 7))
= GSE2361(EF 365 )l
= GSE10246(% " 2 1827 1
= GSE1133(1) 255731 ): S
= GSEs364( | 341t .-Z
= GSE15998(= " 21065 -

ol o P

» mnSilico Db: Coletta et al. . Genom

- -~
— NCBI
GEOQ Home

» B1oGPS: Wu et al.. Nucleic Acids

» Expression Atlas: Petryszak et al .

» CellFinder: Stachelscheid et al. | M|

_J_/"‘}'jl,_) 3:_\3—0

Resources [¥] How To (¥

Documentation + | Cuery & Browse » | Email GEO

Gene Expression Omnibus

GEOQ is a public functional genomics data repository suppaorting
MIAME-compliant data submissions. Array- and sequence-based
data are accepted. Tools are provided to help users guery and

Sign in to NCBI

CJ9

Gene Expression Omnibus

May 12 2015

download experiments and curated gene expression profiles. Keywerd or GEO Adcession Search
Getting Started Tools Browse Cgntent
Overview Search for Studies at GEQ DataSets Repository Bipwser
FAQ Search for Gene Expression at GEQ DataSets: 36448
About GEQ DataSets Profiles Series: B 57214
About GEO Profiles Search GEQ Decumentation Platiome. 14265
About GEO2R Analysis Analyze a Study with GEO2ZR Samples: 139967
How to Construct a Query GEOBLAST
How to Download Data Programmatic Access

FTP Site
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» GEO:Barrett et al., Nucleic Acids Res., 2013
= GSET623(Z 247 )., 62MB): Nakai et al., BBB. 2008
o GSE30333(Zwhk 104 -7 ), 25MB): Kamei et al.. PLoS One_ 2013
= GSE2361( | 36 -7 JI-, 130MB): Ge et al_ Genomics, 2005
= GSE10246(= " 2182 -7 )., 1.1GB): Lattin et al., Immunome Res., 2008
¢ GSE1133(F &7 24384 7). 1.7GB): Su et al.. Proc Natl Acad Sci U 5 A 2004
ES364( 3410 2l 7 — 4740 ) Yu et al_PLoS Genet 2008
h{?r} 2106% 27 b, 40GB): BEIHTIHL ATV 7L o

» ArravExpress: Rostici et al . Nucleic Acids Res.. 2013

EMBL-EBI - - N - Services | Research | Training | About us

\ Search
I\ rrr\ - 4 o) dalalal -
I __rr f':L/ l_l_/ _J_) r _’J I Examples: E-MEXP-31, cancer, p53, Geuvadis Advanced

Home | Browse Submit Help About ArrayExpress ®: Feedback # Login

ArrayExpress — functional genomics data s
ated tpday at

ArrayExpress Archive of Functional Genomics Data stores data from high-throughput functional genomics 07:00
experiments, and provides these data for reuse to the research community.

= 57519 experiments
= 1694733 assays
= 28.17 TB of archived

Browse ArrayExpress

M data
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EMBL-EBI ArrayExpress
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DataSets: 3848
Series: | . 57214 °
Platforms: 14265
Samples: 1392679

N

257519 experiments

/I

- 1694733 assays
- 28.17 TB of archived
data
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EMEL-EBI Services | Research | Training | About us

- | | Search
ArravExnracce / | Search |
'3 rr‘r::L/ l_l_/ J—’)I'r ) amples: E-MEXP-31, cancer, p53, Geuvadis Advanced

Home | Browse Submit Help About ArrayExpress *: Feedback # Login

ArrayExpress — functiopal genomics data Undated today at
died toaay a

ArrayExpress Archive of Functional Genomics Data stgfres data from high-throughput functional genomics 07:00

experiments, and provides these data for reuse tofhe research community.
= 57519 experiments

Browge ArrayExpress - 1694733 assays
= 28.17 TB of archived

%E da;a

*ﬁﬁt 17 February 2015 - RNA-seq expression data of many human cancer cell lines now available in ArrayExpress and Expression Atlas
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= GSE15998(= " 21065 -1
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Gene Expression Omniby
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data are accepted. Tools are proviged to help users guery and
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Gene Expression Omnibus

May 12 2015

download experiments and cupafed gene expression profiles. Keywerd or GEO Accession Search
Getting Staptéd Tools Browse Content
Overview Search for Studies at GEQ DataSets Repository Browser
FAQ Search for Gene Expression at GEQ DataSets: 36448
About GEQ DataSets Profiles Series: B 57214
About GEO Profiles Search GEO Documentation Platiome. 14265
About GEO2R Analysis Analyze a Study with GEOZR Samples: 139967
How to Construct a Query GEOBLAST
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DataSets: 3848

A Platform record is composed of a summary description of the
array or sequencer and, for array-based Platforms, a data table
defining the array template.Each Platform record is assigned a

unigue and stable GEO accession number (GPLxxx). A Platform ]
may reference many Samples that have been submitted by
multiple submitters. B 1
Example Platform record » |
Text description of the
C biological sample and
Sample records are supplied by submitters protocols to which it
. . . L was subjected
A Sample record describes the conditions under which an individual
Sample was handled, the manipulations it underwent, and the Text tab-delimited
abundance measurement of each element derived from it. Each table of processed
Sample record is assigned a unique and stable GEO accession D  hybridization result
number (GSMxxx). A Sample entity must reference only one {may optionally include raw
Platform and may be included in multiple Series. data columns)
Example Sample record = Original raw data file,
E or processed sequence
data file
Series records are supplied by submitters E Text t!?ﬂ"ptm" mithe

GEOQ Publications FAQ
MCBI = GEQ # Info = GEQ Overview
GEO Overview
Platform records are supplied by submitters A

< Platforms: 14265

| Series: L 57214

Samples: 1392679
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Platforms D5l (20154E5 g ) * =27 0%€7%

m Affymetrix GeneChip
Affymetrix Human Genome U133 Plus 2.0 Array: GPL570
s 2003FE11H1)1)—X 54,675 probesets, 105,0004% LA _E D F| =
Affymetrix Human Genome U133A Array: GPL96
m 2002438 1)1)—X . 22,283 probesets. 37,0008 L, L
Affymetrix Mouse Genome 430 2.0 Array: GPL1261
m 200458 1)1)—X . 45,101 probesets. 43,000fZ L1 _E
Affymetrix Rat Genome 230 2.0 Array: GPL1355
m 20046 H")!)—X_ 31,099 probesets. 17,000 LL_E

m [llumina BeadChip

llumina HumanHT-12 V4.0 expression beadchip: GPL10558
= 201056 H1)!)—X. 47,323 probes. 33,0008 L _E

Illumina HumanHT-12 V3.0 expression beadchip: GPL6947
= 200856H1)!)—X. 49,576 probes. 20,000 LA _E

m Agilent Microarray

Agilent—014850 Whole Human Genome Microarray 4x44K G4112F: GPL6480
m 20085 2H1)1)—X . 41,108 probes. 14,0008 LL_E
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Platforms D5l (20144E5 g ) * =27 0%€7%

m Affymetrix GeneChip
Affymetrix Human Genome U133 Plus 2.0 Array: GPL570
s 2003FE11H1J1)—X, 54,675 probesets, 94,0008 LL_E D F| FHEE
Affymetrix Human Genome U133A Array: GPL96
m 2002438 1)1)—X . 22,283 probesets. 34,0008 L. L
Affymetrix Mouse Genome 430 2.0 Array: GPL1261
m 2004FE5H1)1)—X . 45,101 probesets. 38,000fZ L1 _E
Affymetrix Rat Genome 230 2.0 Array: GPL1355
m 20046 H")!)—X . 31,099 probesets. 10,0008 L1 _E

m [llumina BeadChip

llumina HumanHT-12 V4.0 expression beadchip: GPL10558
= 201056 H1)!)—X. 47,323 probes. 18,0008 L _E

Illumina HumanHT-12 V3.0 expression beadchip: GPL6947
= 20085E6H1)!)—X. 49,576 probes. 18,0008 _E

m Agilent Microarray

Agilent—014850 Whole Human Genome Microarray 4x44K G4112F: GPL6480
m 20085 2H1)1)—X_ 41,108 probes. 11,0008 LL_E
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Platform records are supplied by submitters

A
& Platform record is composed of a summary description of the
array or sequencer and, for array-based Platforms, a data table
prromeey  defining the array template.Each Platform record is assigned a
unigue and stable GEO accession number (GPLxxx). A Platform
may reference many Samples that have been submitted by B

multiple submitters.
Example Platform record »

Sample records are supplied by submitters

& Sample record describes the conditions under which an individ
Sample was handled, the manipulations it underwent, and th

Platform and may be included in multiple Seri

Example Sample record »

Series records are supplied by submitters =

A Series record links together a group of related Samples and
provides a focal point and description of the whole study. Series
records may also contain tables describing extracted data,
summary conclusions, or analyses. Each Series record is assigned
a unigue and stable GEO accession number (GSExxx).

Example Series record »

Text description of the
array or sequencer

e DataSets:

table of t

3848

template

Series: IJ

57214

iologica
protocols]

o wun] Platforms:

Text tab-
table of p

hybridiza Samples:

(may option

14265
1392679

data columns)

Original raw data file,
or processed sequence
data file

Text description of the
overall experiment

Tar archive of original
raw data files, or
processed sequence
data files
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Affymetrix GeneChip
Ge et al., Genomics, 86: 127-141, 2005
s GSE2361. Er36H> T )L, GPLI6Z FI
Nakai et al., Biosci Biotechnol Biochem., 12: 139-148,
s GSE7623. 3vh24H 27 )L GPL1355% %
Kamei et al., PLoS One, 8: €65732, 2013
= GSE30533. 5104527 )L, GPL1355% Fi|

[llumina BeadChip

Sharma et al., Cancer Cell 23: 35—47,/2013
= GSE28680. E~24H> 7 )L GPLY0558% F| FH

NGST—4%:

Neyret—Kahn et al., Genome Res., 23: 1563—-1579, 2013

s GSE42213. ER26H>7 )L, GPL10999&GPL11154% F|FH
GSE42211. ER20Y>2 T )L, GPL10999&GPL11154% %I FB (ChlP-seq)
GSE42212. Er6H 27 )L, GPL10999% FII FH (RNA-seq)

Huang et al., Development, 139: 2161-2169, 2012
s GSE36469. 04 XFX+84>T )L, GPL13222% F|F
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Platform records are supplied by submitters

Text description of the

A
A Platform record is composed of a summary description of the array or sequencer
array or sequencer and, for array-based Platforms, a data table
defining the array template.Each Platform record is assigned a
Platform .
unigue and stable GEQ accession number (GPLxxx). A Platform Text tab- Datasets_ 3848
may reference many Samples that have been submitted by ebl f
multiple submitters. B tableoft
template _—
Example Platform record » S ) l | 5721 4
Text desg
C biclogica
Sample records are supplied by submitters protocols .
P pplied by was supy P latforms: 14265
& Sample record describes the conditions under which an individual
Sample was handled, the manipulations it underwent, and the Text tab-
abundance measurement of each element derived from it. Each table of
Sample record is assigned a unique and stable GEOQ accession ED ﬁ','Erli':Ilz'S‘ Samples: 1 392679
number (GSMxxx]). A Sample entity must reference only one {may optior
Platform and may be included in multiple Series. data columns)

Example Sample record »

Original raw data file,
E or processed sequence
data file

Text description of the

Series records are supplied by submitters ;
PP Y F overall experiment

A Series record links together a group of related Samples and
provides a focal point and description of the whole study. Series

records may also contain tables describing extracted data, Tar archive of original
summary conclusions, or analyses. Each Series record is assigned G raw data files, or
a unigue and stable GEO accession number (GSExxx). processed sequence

Example Series record » data files
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Platforms® 5

m Affymetrix GeneChip
Affymetrix Human Genome U133 Plus 2.0 Array: GPL570
= 2003511 H1J1)—X, 54,675 probesets. 94,0008 L £ D FI| FHEE
Affymetrix Human Genome U133A Array: GPL96

= 2002iGene Expression Omnibus @

Affymety _ _ | _ _ Gene Expression Omnibus

GEQ is a public functional genomics data repository supporting i SRR LTrmmas

m 2004 MIAME-compliant data submissions. Array- and sequence-based
Anymetr data are accepted. Tools are provided to help users query and

download experiments and curated gene expression profiles. Keyword or GEQ Accession Search
m 2004
" I”umma. Be Getting Started Tools Browse Content
I”umlna l Overview Search for Studies at GEOQ DataSets Repository Browser
= 2010 FAQ Search for Gene Expression at GEO DataSets: 3646
Illumina | apout GEO DataSets Profiles Series: £ 57215
m 20081 about GEO Profiles Search GEO Documentation Blatforme: 14965
0 Agl I ent M i1 About GEO2R Analysis Analyze a Study with GEOZR Samples. B

GEO BLAST
How to Construct a Query

Agllent_( Programmatic Access
| How to Download Data
m 2008 FTP Site
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WoN=H T ILEMNZ DIEIZY—RL T
PlathrmS®1§IJ H 5155 [ESamplesD ECAZE2[]T1)v, (
Series Samples Platforms DataSets summary  adval V) &‘yﬁmﬁkﬂxpm,ﬁb\%ﬁ:u &é?h,é)

Search 14,265 platforms Export

'Pageof?m > > Page size

GPL10365S AgllenthATS Sparus aurata oligonuclectide spotted cligonuclectide @ Sparus surata 15,744 1 Josep A Calduch- May 09, 2015
microarray 022077 Giner
GPL201&67 Exigon miRCURY LMNA microRNA Array, 7th spotted oligonucleotide @ Mus musculus 1,123 2 1 Yan Wang May 09, 2015

generation REY - hsa, mmu & rno
(miRBase vi8.0)

GPL12113 Mesorhizobium array [MriNail] spotted oligonucleotide @ Mesorhizobium sp. N33 5,774 42 1 Linda ] Harris May 08, 2015

GPL20113 CapitalBio Human LncRMNA Microarray v2.0 spotted DMNA/cDNA @ Homo sapiens 16,839 12 1 Haixiang Wu May 08, 2015

GPL15543 FGCWR_Arabidopsis_28K_v2.0 in situ oligonuclectide @ Arabidopsis thaliana 27,834 12 1 Alberto Ferrarini May 08, 2015

GPL20149 [HuEx-1_0-st] Affymetrix Human Exon 1.0 in situ oligonuclectide @ Homeo sapiens 134,266 69 2 Paul Roy Heath May 08, 2015
ST Array [CDF: GATExplorer_Ensembl v57]

GPL20165 Human Extracellular Matrix and Adhesion  RT-PCR @ Homo sapiens a5 2 1 Hideo Kudo May 08, 2015
Molecules PCR Array

GPL20158 Agilent-018073 Custom Brassica 60-mer spotted oligonucleotide @ Brassica 91,914 24 1 GEO admin May 08, 2015
two-color microarray [Probe Name version]

GPL20170 Illumina HiSeq 2000 {Blastomyces high-throughput @ Blastomyces dermatiti GEO May 08, 2015
dermatitidis ATCC 26199) sequencing

GPL20171 [HuGene-1_0-st] Affymetrix Human Gene in situ oligonuclectide @ Home sapiens 19,700 GEOQ admin May 08, 2015
1.0 ST Array
[hugenel0st_Hs _ENTREZG_19.0.0]

GPL20172 Hlumina MiSeq (Drosophila melanogaster;  high-throughput @ Drosophila melanogas GEOQ May 08, 2015
Homo sapiens) sequencing @ Homo sapiens

GPL20173 Hlumina HiSeq 2000 {Histoplasma high-throughput @ Histoplasma capsulatum GEOQ May 08, 2015
capsulatum?) sequencing

Gp1 17155 NimhbleGen Bat BefSen Promoter 720k in situ oligonuclectide @ Rattus norvegicus 713,735 2 2 Marcin Kruczyk May 07, 2015
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GPL570 [HG-U133_Plus_2] Affymetrix Human in situ oligonuclectide @ Homo sapiens 54,675 105665 3877 Affymetrix, Inc. Nov 07, 2003
Genome U133 Plus 2.0 Array

GPL1261 [Mouse430_2] Affymetrix Mouse Genome  in situ oligonuclectide  |@ Mus musculus 45,101 43598 3330 Affymetrix, Inc. May 25, 2004
430 2.0 Array

GPL9G [HG-U133A] Affymetrix Human Genome in situ oligonuclectide @ Homo sapiens 22,283 37115 1024 Affymetrix, Inc. Mar 11, 2002
U133A Array

GPL10558 Ilumina HumanHT-12 V4.0 expression oligonucleotide beads @ Homo sapiens 47,323 33365 1000 Illumina Inc. Jun 17, 2010
beadchip

GPL13534 Hlumina HumanMethylation450 BeadChip  ocligonucleotide beads @ Homeo sapiens 485,577 27581 407 Illumina Inc. May 13, 2011
{HumanMethylation450_15017482)

GPL6244 [HuGene-1_0-st] Affymetrix Human Gene in situ oligonuclectide @ Homeo sapiens 33,297 22489 1126 Affymetrix, Inc. Dec 05, 2007
1.0 ST Array [transcript (gene) version]

GPL13112 Hlumina HiSeq 2000 {Mus musculus) high-throughput @ Mus musculus 21205 1467 GEO Feb 02, 2011

sequencing
GPL11154 Illumina HiSeq 2000 {Homo sapiens) high-throughput @ Homo sapiens 20519 1344 GEOD Nov 02, 2010
sequencing

GPLE24T Illumina HumanHT-12 V3.0 expression oligonucleotide beads @ Homo sapiens 440,576 20154 432 Illumina Inc. Jun 10, 2008
beadchip

GPLG245 [MoGene-1_0-st] Affymetrix Mouse Gene  in situ ocligonuclectide @ Mus musculus 35,557 17599 1432 Affymetrix, Inc. Dec 05, 2007
1.0 ST Array [transcript (gene) version]

GPL1355 [Rat230_2] Affymetrix Rat Genome 2320 in situ oligonucleotide @ Rattus norvegicus 31,0099 17475 546 Affymetrix, Inc. Jul 20, 2004
2.0 Array

GPL8490 Hlumina HumanMethylation27 BeadChip oligonucleotide beads @ Homo sapiens 27,578 17009 300 Illumina Inc. Apr 27, 2009
(HumanMethylation27_270596_v.1.2)

GPL6480 Agilent-014850 Whole Human Genome in situ oligonuclectide @ Homo sapiens 41,108 14671 619 Agilent Technologies Feb 11, 2008

_ Microarray 4x44K G4112F (Probe Name )
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14,265 platforn
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@llluminatt DNGSHEZR T#HSHHISeq 20001ZxFL
T1DDGPL IDAfFEENTWWASDIFTTIEGL T
NGSHIREBEALI-4£ Y7 1 TGPL IDAMFEEN
TWA &S5, 15RiIIE. lllumina HiSeq 2000 (Mus
musculus)[Zxt LT, BIDID (GPL18672)+-LE|Y &

GPL570 [HG-U133_Plus_2] Affymetrix Human in situ oligonucledt @ Homo sapiens 54,675 105665 3877 Affymetrix, Inc. Nov 07, 2003
Genome U133 Plus 2.0 Array

GPL1261 [Mouse430_2] Affymetrix Mouse Genome  in situ oligo B Mus musculus 45,101 43598 3330 Affymetrix, Inc. May 25, 2004
430 2.0 Array

GPL9G [HG-U133A] Affymetrix Human Genome in situ gfgonuclectide @ Homo sapiens 22,283 37115 1024 Affymetrix, Inc. Mar 11, 2002
U133A Array

GPL10558 Ilumina HumanHT-12 V4.0 expression oligfhucleotide beads @ Homo sapiens 47,323 33365 1000 Illumina Inc. Jun 17, 2010
beadchip

GPL13534 Hlumina HumanMethylation450 BeadChip ligonuclectide beads @ Homeo sapiens 485,577 27581 407 Illumina Inc. May 13, 2011
{HumanMethylation450_15017482)

GPL6244 [HuGene-1_0-st] Affymetrix Human Gegfe  in situ oligonuclectide @ Homo sapiens 33,297 22489 1126 Affymetrix, Inc. Dec 05, 2007
1.0 ST Array [transcript (gene) versigy

GPL13112 Hlumina HiSeq 2000 {Mus musculus) high-throughput @ Mus musculus 21205 1467 GEO Feb 02, 2011

sequencing
GPL11154 Illumina HiSeq 2000 {Homo sapiens) high-throughput @ Homo sapiens 20519 1344 GEOD Nov 02, 2010
sequencing

GPLE24T Illumina HumanHT-12 V3.0 expression oligonucleotide beads @ Homo sapiens 440,576 20154 432 Illumina Inc. Jun 10, 2008
beadchip

GPLG245 [MoGene-1_0-st] Affymetrix Mouse Gene  in situ oligonuclectide @ Mus musculus 35,557 17599 1432 Affymetrix, Inc. Dec 05, 2007
1.0 ST Array [transcript (gene) version]

GPL1355 [Rat230_2] affymetrix Rat Genome 230 in situ oligonucleotide @ Rattus norvegicus 31,099 17475 546 Affymetrix, Inc. Jul 20, 2004
2.0 Array

GPL8490 Hlumina HumanMethylation27 BeadChip oligonucleotide beads @ Homo sapiens 27,578 17009 300 Illumina Inc. Apr 27, 2009
(HumanMethylation27_270596_v.1.2)

GPL6480 Agilent-014850 Whole Human Genome in situ oligonuclectide @ Homo sapiens 41,108 14671 619 Agilent Technologies Feb 11, 2008

_ Microarray 4x44K G4112F (Probe Name )
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@llluminatt DNGSHEEF THHHiISeq 2000(=xFL
T1IDDGPL IDAMMTEESN TS DIFTIEGL T
NGSHzr SERAL-£EW 2 I TGPL IDAMTESh
TWA&ES57, 1FRIIFIGPL18672% Illumina HiSeq
2000 (Mus musculus)hE|Y HToNTLV=. ..,

GPL570 [HG-U133_Plus_2] Affymetrix Human in situ oligonuclfotide @ Homo sapiens 54,675 105665 3877 Affymetrix, Inc. Nov 07, 2003
Genome U133 Plus 2.0 Array

GPL1261 [Mouse430_2] Affymetrix Mouse Genome  in situ oliggfuclectide @ Mus musculus 45,101 43598 3330 Affymetrix, Inc. May 25, 2004
430 2.0 Array

GPL9G [HG-U133A] Affymetrix Human Genome in situ pligonuclectide @ Homo sapiens 22,283 37115 1024 Affymetrix, Inc. Mar 11, 2002
U133A Array

GPL10558 Ilumina HumanHT-12 V4.0 expression olighnucleotide beads @ Homo sapiens 47,323 33365 1000 Illumina Inc. Jun 17, 2010
beadchip

GPL13534 Hlumina HumanMethylation450 BeadChip /odligonuclectide beads @ Homeo sapiens 485,577 27581 407 Illumina Inc. May 13, 2011
{HumanMethylation450_15017482)

GPL6244 [HuGene-1_0-st] Affymetrix Human G in situ oligonuclectide @ Homo sapiens 33,297 22489 1126 Affymetrix, Inc. Dec 05, 2007
1.0 ST Array [transcript (gene) versigy

GPL13112 Hlumina HiSeq 2000 {Mus musculus) high-throughput @ Mus musculus 21205 1467 GEO Feb 02, 2011

sequencing
GPL11154 Illumina HiSeq 2000 {Homo sapiens) high-throughput @ Homo sapiens 20519 1344 GEOD Nov 02, 2010
sequencing

GPLE24T Illumina HumanHT-12 V3.0 expression oligonucleotide beads @ Homo sapiens 440,576 20154 432 Illumina Inc. Jun 10, 2008
beadchip

GPLG245 [MoGene-1_0-st] Affymetrix Mouse Gene  in situ ocligonuclectide @ Mus musculus 35,557 17599 1432 Affymetrix, Inc. Dec 05, 2007
1.0 ST Array [transcript (gene) version]

GPL1355 [Rat230_2] Affymetrix Rat Genome 2320 in situ oligonucleotide @ Rattus norvegicus 31,0099 17475 546 Affymetrix, Inc. Jul 20, 2004
2.0 Array

GPL8490 Hlumina HumanMethylation27 BeadChip oligonucleotide beads @ Homo sapiens 27,578 17009 300 Illumina Inc. Apr 27, 2009
(HumanMethylation27_270596_v.1.2)

GPL6480 Agilent-014850 Whole Human Genome in situ oligonuclectide @ Homo sapiens 41,108 14671 619 Agilent Technologies Feb 11, 2008

_ Microarray 4x44K G4112F (Probe Name )
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transcriptome array

Affymetrix Human Transcriptome Array (HTA 2.0)
Furney et al., Cancer Discov., 3: 1122-1129, 2013.

GPL17585(exon level)
GPL17586(gene level)
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Affymetrix Human Transcriptome Array (HT
Furney et al., Cancer Discov., 3: 1122-1129
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GPL17585(exon level)
GPL17586(gene level)
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Series Samples Platforms DataSets Summary | Advanced ses ‘i{md)}_jj_:bw'cs:bd:l'\) o Contact
Search 14,265 platforms Export glj ODA-H:ymetrixv InC.O) &;7)&7 U ‘yb o

Release date $

GPL570 [HG-U133_Plus_2] Affymetrix Human in situ oligonuclectide @ Homo sapiens 54,675 105665 3877 Affymetrix, Inc. Nov 07, 2003
Genome U133 Plus 2.0 Array

GPL1261 [Mouse430_2] Affymetrix Mouse Genome  in situ oligonuclectide  |@ Mus musculus 45,101 43598 3330 Affymetrix, Inc. May 25, 2004
430 2.0 Array

GPL9G [HG-U133A] Affymetrix Human Genome in situ oligonuclectide @ Homo sapiens 22,283 37115 1024 Affymetrix, Inc. Mar 11, 2002
U133A Array

GPL10558 Ilumina HumanHT-12 V4.0 expression oligonucleotide beads @ Homo sapiens 47,323 33365 1000 Illumina Inc. Jun 17, 2010
beadchip

GPL13534 Hlumina HumanMethylation450 BeadChip  ocligonucleotide beads @ Homeo sapiens 485,577 27581 407 Illumina Inc. May 13, 2011
{HumanMethylation450_15017482)

GPL6244 [HuGene-1_0-st] Affymetrix Human Gene in situ oligonuclectide @ Homeo sapiens 33,297 22489 1126 Affymetrix, Inc. Dec 05, 2007
1.0 ST Array [transcript (gene) version]

GPL13112 Hlumina HiSeq 2000 {Mus musculus) high-throughput @ Mus musculus 21205 1467 GEO Feb 02, 2011

sequencing
GPL11154 Illumina HiSeq 2000 {Homo sapiens) high-throughput @ Homo sapiens 20519 1344 GEOD Nov 02, 2010
sequencing

GPLE24T Illumina HumanHT-12 V3.0 expression oligonucleotide beads @ Homo sapiens 440,576 20154 432 Illumina Inc. Jun 10, 2008
beadchip

GPLG245 [MoGene-1_0-st] Affymetrix Mouse Gene  in situ ocligonuclectide @ Mus musculus 35,557 17599 1432 Affymetrix, Inc. Dec 05, 2007
1.0 ST Array [transcript (gene) version]

GPL1355 [Rat230_2] Affymetrix Rat Genome 2320 in situ oligonucleotide @ Rattus norvegicus 31,0099 17475 546 Affymetrix, Inc. Jul 20, 2004
2.0 Array

GPL8490 Hlumina HumanMethylation27 BeadChip oligonucleotide beads @ Homo sapiens 27,578 17009 300 Illumina Inc. Apr 27, 2009
(HumanMethylation27_270596_v.1.2)

GPL6480 Agilent-014850 Whole Human Genome in situ oligonuclectide @ Homo sapiens 41,108 14671 619 Agilent Technologies Feb 11, 2008

_ Microarray 4x44K G4112F (Probe Name )
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L 1 (Affymetrix Rat Genome 230 2.0

Series Samples Platforms DataSets Sum vanced seg

— i D e} P
Q) Array)[CEEHIh TN\ 7a—TJ vk
Search 225 platforms Export
)
=BkH 5,

m Title %| Technology %| Organism(s)

i Filter B Affymetrix, Inc.

GPL570 [HG-U1332 Plus_2] Affymetrix Human in situ oligonuclectide @ Homo sapiens 54,675 105676 3878 Affymetrix, Inc. Mov 07, 2003
Genome U133 Plus 2.0 Array

GPL1261 [Mouse430_2] Affymetrix Mouse Genome  in situ oligonucleotide @ Mus musculus 45,101 43598 3330 Affymetrix, Inc. May 25, 2004
430 2.0 Array

GPL9G [HG-U133A] Affymetrix Human Genome in situ oligonuclectide @ Homo sapiens 22,283 37115 1024 Affymetrix, Inc. Mar 11, 2002
U133A Array

GPLE244 [HuGene-1_0-st] Affymetrix Human Gene  in situ oligonucleotide @ Homo sapiens 33,297 224890 1126 Affymetrix, Inc. Dec 05, 2007
1.0 ST Array [transcript (gene) version]

GPLE246 [MoGene-1_0-st] Affymetrix Mouse Gene  in situ oligonuclectide  |@ Mus musculus 35,557 17699 1432 Affymetrix, Inc. Dec 05, 2007

.0 5T Array [transcript (gene) version]
GPL1355 Rat230_2] Affymetrix Rat Genome 230 in situ oligonucleotide @ Rattus norvegicus 31,099 17475 546 Affymetrix, Inc. Jul 20, 2004
.0 Array

GPL&80O1 [GenomeWideSMP_g] Affymetrix Genome- in situ oligonucleotide @ Homo sapiens 1,880,794 14465 255 Affymetrix, Inc. Apr 30, 2008
Wide Human SMP 6.0 Array

GPL571 [HG-U133A_2] Affymetrix Human Genome in situ oligonucleotide @ Homo sapiens 22,277 12236 483 Affymetrix, Inc. Mov 07, 2003
1334 2.0 Array

GPL198 [ATH1-121501] Affymetrix Arabidopsis in situ oligonuclectide @ Arabidopsis thaliana 22,810 11747 209 Affymetrix, Inc. Jul 18, 2002
ATH1 Genome Array

GPL5175 [HuEx-1_0-st] Affymetrix Human Exon 1.0 in situ oligonucleotide @ Homo sapiens 316,919 10440 293 Affymetrix, Inc. May 21, 2007
ST Array [transcript {gene)} version]

GPL3718 [Mapping250K_Nsp] Affymetrix Mapping in situ oligonuclectide @ Homo sapiens 262,338 10275 165 Affymetrix, Inc. May 13, 2006

250K Nsp SNP Array
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1 Ep5 | [Series (546)1(&. CDT YR TA—L

2.0 Array)Z LN T, KENIZH46FELE

& GEO Accession vie... }

inf 3 Ly é,

(GPL1355; Affymetrix Rat Genome 230

=B QT 32y hORBFHREFIFATTRES

HOME | SEARCH | SITE MAP

NCBI > GEQ = Accession Display (2

Scope: Format: Anf

Platform GPL1355

Status Public on Jul 20, 2004
Title [Rat230_2] Affymetrix
Technology type in situ oligonucleotide
Distribution commercial

Organism Rattus norvegicus
Manufacturer Affymetrix

Manufacture protocol see manufacturer's we

URL

Street address
City
State/province
ZIP/Postal code
Country

Samples (17475
# More...

GSM42161, GSM42162, GSM42163, GSM42164, GSM42165, GSM42166 [

l

Series (546)

GSE2275 A Bioinformatic Analysis of Arginine-Sensitive Regulation of rat

May 12 2015

# More... Hepatic Gene Expression

GSE2547 Olanzapine vs. Saline rat pfc

GSE2690 H_Alessio_05: sedentary and active lifestyles
Relations

Alternative to
Alternative to
Alternative to
Alternative to

GPL6872 (Alternative CDF)
GPL7598 (Alternative CDF)
GPL8201 (Alternative CDF)
GPL8597 (Alternative CDF)

]
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IRBETLADEK

'query/acc.c ~— GEO Accession vie... ’

G =2)| & http://www.ncbi.nlm.nih.gov/geo

SH[TR—UTERZFEE), Data table T
ZDTLAIZEH I TWS5DTE—T
Ty DIDEXT 9 SGenbank
accessionZ 5 (GB_ACC)[EHi E = HE
ElT=5, @Download full tableZ$#d"
& HIOMBD T /T —32 774 )L

S/H ~
iD <‘D GB_ACC SPOT_ID Species Annotation Sequence Type Sequ (GPI—1 355-1 4795tXt) 75\1?‘9*’46 o
Scientific Name Date Source '
1367452 _at|NM_133594 Rattus norvegicus Jun 9, 2011 Consensus sequence GenBank gb:NM_1
1367453 _at|NM_053743 Rattus norvegicus Jun 9, 2011 Consensus sequence GenBank gb:NM_C

[l 1367454 _at|NM_021765 Rattus norvegicus Jun 9, 2011 Consensus sequence GenBank gb:NM (

1367455 _at|NM_053864 Rat] =HE
1367456_at|NM_031237 Rat G v /‘1 & http://www.ncbi.nlm.nih.gov/gec/query/acc.cgi O ~ € || & GEO Accession vie... ’ ' 1} S8 807

| s = Ratl 1367:1’7 t BG380638 Ratt i Jun 9, 2011 C GenBank gb:BG38
1367458 _at|NM_031342 Rat 67_a attus norvegfcus un 9, onsensus sequence Gen ank gb.
1367459 _at|BE329198 Rat izzzzzg_ai 22383623 Eattus norvegfcus Jun 9, 2011 gonsensus sequence GenBank gbgggg I
1367460_at|BM387347 Rat - a 6671 attus norvegl‘cus Jun 9, 2011 Consensus sequence GenBan. g' .
1367461_at|NM_080781 Raf] -

I
1367462_at|U10861 Rat Total number of rows: 31099
1367463 _at|AI235510 Raty) y
1367464 _at|AI508391 Rat Table truncated, full table sizg 29557 Kbytes.

('l 1367465_at|AI013627 Raf] I Download full table... |
1367466_at|AI406518 Rat' '
1367467 _at)|BG380638 Rat] . i
1367468_at|BM386654 Raf | | LAnnotation SOFT table... |
1367469 _at|BGH667162 Rat Download family Eotinat

L] SOFT formatted family file(s) SOFT 2 [l
| MINIML formatted family file(s) MINiML (2] |}
Supplementary data files not provided
May 12 2015 -
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JL(GPL1355-14795.txt)& T o+t )L T
BkOTULNSECAH BNDE. &K (E

SHRBTLADE:

10
11
12
13

#Gene Title = Title of Gene represented by the proke set.
#Gene Symbal = A gene symbol, when one is available (from UniGene ).
#EMTREZ_GEMEID = Entrez Gene Datakase UID

GPL13553-14795.¢k - Excel

fi-h BA R-TLATIN  HF 7y BE Bx 0 PR
A T ft #ID = Affymetrix Probe Set ID
A B C O E F E
1 |#ID = Affw_lnetrix Proke Set [D
2 |#GEEB_ACC = GenBank Accession Mumber
3 [#FSPOTID = identifies controls
4 #Species Scientific Mame =
5 |#Annotation Date =
B |#Sequence Type =
7 #5eqguence Source = The database from which the seguence used to design this probe set was taken.
8 |#Target Description = GenBank description associated with the representative public identifier. Blank for some prolbe sets.

8 |#Representative Public ID = The accession number of a representative sequence. MNote that for consensus—kased probe sets, the representative segue

#RefSeq Transcript ID = References to multiple sequences in RefSed. The field containg the ID and Description for each entry, and there can be multip
4 #Gene Ontology Biological Process = Gerne Ontology Consortium Biological Process derived from LocusLink., Each annotation consists of three parts:

NS (CDITF7AILDIBEITRTD
164 TR ANV F —1TELGHTINS L
M MB ATITEUEN AL,

H I ] K L ™

15 |#5ene Ontology Cellular Component = Gene Ontology Consortium Cellular Component derived from LocusLink. Each annotation consists of three part:

16 [#5ene Ontology Molecular Function = Gene Ontolooy Consortium Molecular Function derived from Locuslink,  Fach annotation consists of three mrs

17 |ID GE ACC  SPOTID Species ScAnnotation Secuence Sequence Target DesRepresent:Gene Title Gene Syt ENTREZ GlRefSeq TreGene

18 1367452 a MM 133504 Rattus nor 9—Jun—11 Consensus GenBank  ghoMbd_ 1 33EMM 13355 5MT3 suppSumo? 690244 M 13355001 G2

19 N367453 MM 053743 Hattus nor 9—Jun—11 Consensus GenBank  gheM_ 053 MM 0537475 cell divisior Cdc37 114562 M 0537410051

20 1367454 5 MM 021765 Fattus nor 9—Jun—11 Consensus GenBank ghNM_ 0217 MW 021 TEE coatamer (Coph? 60354 M 021 FEE0006]

21 1367455 o M _OB3EE4 Rattus nor 9—Jun—11 Consensus GenBank  gheMbA_0531 M 053862 valosin—col Vo 116643 M 05386 D006 ]

22 1367456 5 M 031 237 Rattus nor 9—Jun—11 Consensus GenBank  gheMA_ 031 MM 031 237 ubiguitin—c Ube2d3 81520 M 031 23700003

23 N 367457 s MM 053735 Rattus nor 9—Jun—11 Consensus GenBank  gheMNM_ 053 MW 053735 beclin 1, aLBecnl 114558 MM_001 050000
GPL1355-14795 o) < 3

BETT H M -——+ 100%
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10 (#Gene Title = Title of Gerne represented by the proke set.
11 [#Gerne Symbol = A gene svmbol, when one is available (fram UniGene).
12 |#ENTREZ_GEME ID = Entrez Gene Database UID

17 |ID SE ACC  SPOTID Species ScAnnotation Secuence Seouence
18 1367452 a MM 133504 Rattus nor 9—Jun—11 Consensus GenBank
19 1367453 MM 053743 Rattus nor 9—Jun—11 Consensus GenBank
20 1367454 5 MM 021765 Fattus nor 9—Jun—11 Consensus GenBank
21 1367455 o MM _OB3EE64 Rattus nor 9—Jun—11 Consensus GenBank
22 1367456 5 MM O3 237 Rattus nor 9—Jun—11 Consensus GenBank

23 1367457 s MM 053735 Rattus nor 9—Jun—11 Consensus GenBank

GPL1355-14795 +)

BETT
May 12 2015

GPL13553-14795.¢k - Excel

TR D B H Gene SymbolFl, FlEL
T. WHRAF (0ct3/4, Sox2, KIf4, c-
Myc) D7 O—T HREHIN TS H
EOMNFRARTHSD,

fi-h BA R-TLATIN  HF 7y BE Bx 0 PR
A T ft #ID = Affymetrix Probe Set ID
A B C O E F E H I ]
1 |#ID = Affw_lnetrix Proke Set [D
2 |#GEEB_ACC = GenBank Accession Mumber
3 [#FSPOTID = identifies controls
4 #Species Scientific Mame =
5 |#Annotation Date =
B |#Sequence Type =
7 #5eqguence Source = The database from which the seguence used to design this probe set was taken.
8 |#Target Description = GenBank description associated with the representative public identifier. Blank for some probe setE.

8 |#Representative Public ID = The accession number of a representative sequence. Mote that for consensus—lkased pro

Target DezRepresent: Gene Title
gheMb_ T 33T MM_1 3350 5T 3 supy
gheMb_ 053 MM_0537 45 cell divisior
gt 021 7 M 021 TEE coatomer
ghetbA_0531 M 053862 valosin—co
ghe M 031 IMM_031 237 ubiguitin—o

13 |#RefSeq Transcript [D = References to multiple sequences in Refseq The field contains the ID and Description for eafh entry, and there can be multip
4 #Gene Ontology Biological Process = Gerne Ontology Consortium Biological Process derived from LocusLink., Each anfotation consists of three parts:
15 |#5ene Ontology Cellular Component = Gene Ontology Consortium Cellular Component derived from LocusLink. Each pnnotation consists of three part:
16 |#5ene Ontology Molecular Function = Gene Ontology Consortium Molecular Function derived from LocusLink.

Gene Svim
Sumos
Cdc37
Cioph?
Wi
Ub=2d3
Becn

g 053 MM 05373 keclin 1, &

sets, the representative seque

notation consists of three m@rts

4

iz

E M

FIE=ZZ ~

EMTRES GlIRefSeq TreGene
620244 MM 13355001 64
114562 MM 0537400517

G0384 MM_021 FEE0006E
116643 M_O5386 00063
21920 MM_0Z31 23700002
114558 MNW_0O1 0300000
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¥ ZEp5

FEBT LA DERK

W& Sox2 (1379942 at)d
KIf4 (1387260 at)lZ. COF7L A
[CEHEHINn TSI ENDHhN S,

§ E] - - GPL13535-14795.0xt - Exce
h—h  BA RSP &R 75 BB =R PR
Ki2506 v Jx || soxe
A B C O E F 3

12504 1379540 st BE 015968 Rattus nor 9—Jun—11 Consensus GenBank
12505 1379941 ot BM3IEB4685 Hattus nor 8—Jun—11 Consensus GenBank
125I}E|1 379842 at AASLBLG4 Fattus nor 9—Jun—11 Consensus GenBank,
12507 13795943 5t AAD4A3RZZ Hattus nor 9—Jun—11 Consensus GenBank
12508 1379544 at BEI12610 Hattus nor 9—Jun—11 Consensus GenBank

GPL1355-14795 ) q

H - : GPL1355-14795.1xt - Excel
m-n BA A-SLTIN R T4 B8 BR R
K19345 - Jx | Kirg
A B c D E F G

10343 135872568 a.a 11475
10344 1387250 at AFOSTEB3
19345 |1 F87260_at MNM_053713
10346 1987261 _at MNM_O1 7042
19347 1387262 _at MNM_0O31115

GPL1355-14795

Rattus nor 9—Jun—11 Consensus GenBank
Hattus nor 8—Jun—11 Consensus GenBank
Rattus nor 8—Jun—11 Consensus GenBank
Hattus nor 9—Jun—11 Consensus GenBank
Rattus nor 8—Jun—11 Consensus GenBank

[:i- 1 L

ghBE1 01 96 BE1 01 5683
ghBEMI4E BMIS4EES
ghAABSEEEAABEEE64 SRY (sex EISD:-:E _I
gheAAB4EEIAADLEE2E
ghBEN1 26" BE11 2610

? © g x

PFAEZEZ -

H I ]

H I ]

g1 1475, 011475 protein—L— Pcmt
gheAFORTEEAFOSTE9] cadherin 2 Cdh?
gheMhA_053 M_05371 2 Kruppe -lik] KIF4
ghethA 01 7MW O 704 protein phc Pppdch
ghefdhd 031 MM 0311185 pgren swiSsh

FH M -—F—+ 100%
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— « FE SV OUTE LR 121 BERAFmenx 3ERS L) ZNFEEPS GGRNATSox2 (1379942 _at)

BEYERS ETHOTA—
FILT LA DEK B ERELHE 15,

ROIAI7AT7 LA T—2fFH

(last modified 2015/04/24, since 2005)

» (IR FERD 2 — I &f 8 last modified 2014/05/14)
(ﬁlJﬂ%%m}Rﬂﬁﬁ@ V=390 Ak — ) (last modified 2012/04/07)
What's (last modified 2011/09/15)
P9 B Z LT — 2 (last modified 2014/06/02)
' %n%z £3E |22 T (last modified 2014/05/12)
— FE FSoR0)F— LR | 1.1 1210 80[C (last modified 2014/05/09)
F.(]° BHEIFSL 00T — LA 01 [FIR(Afymetrix 3F IR 71 1) (last modified 2014/05/12)
«Baplc FEIFSVROUT - LAY 122 B0 1R, (last modified 2014/05/09)
g B | FFUAOUTE - LRE | 220 47 — 200 0—J L ~ULT — 2)ERTS (last medified 2014/04/18)

B IFSATE LR 2227 5D FH — .
S o a i e ] BE | FSURYY T — LR | 1.2.1 B (Affymetrix I RHTLA)

S|P SVROVT — LB 2247 —SD IR 1) _ o Ueeful R 5758 L 520 Tt — LERROp3-STY

:%L; BE FSoANTF LT | 225 7 T a0

* AL B U TE — LERIR 320 FET T (L

* 1A B3 |FSUR YT — LREHT | 323 BEIERIS  + GEO:Barettetal, Nucleic Acids Res. 2013

’ {/f B RO - LT | 324 EFFET O « b+ B GPLS70(Affymetrix Human Genome U133 Plus 2.0 Array)
* UL B FSUR 0T — LRRIF | 401 DFERSEEES (1 « 77 2 F: GPL1261(Affymetrix Mouse Genome 430 2.0 Array)
R h?/J{?'J:W—hﬁﬁﬁH:_: el S5+ » Sk F: GPL1355(Affymetrix Rat Genome 230 2.0 Array)

C A B8 SR AT — LRI 425 SR

' ff’/f b0 | #I\T — 2EF | 4 HDBIS (last modifie

: i”: A+ (b0 | #IRF — HES | mSilicoDb(Taminau 201 .

k0 | H#I\T — 2HR§ | ArrayExpress(Kanffmann p=-

- E _--_ z? ~ N - 2 ?".I _ I " —
j” tE !% ET_:iﬁ%ﬂ?ﬁ_!%{?ﬁuiﬁ‘{ua‘ % 007) « 7T —232 77 1 IL(GPL570-13270.xt)l 3. GPL570(0 [Download full table. |7 &% 1§ =

STA T O —F T HE,
GGRMA: Naito and Bono, Nucleic Acids Res., 2012
* Probe Search
v GGRNA F. 1 /- Humo sapiens(human)®P 11552263 _atD ia

» FFEE | FFOROUT - LERT | 321 952 AT p3:
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o BEEFSOAONTF—LERR 121 [

Affymetnx 35387 L ) EX T Ep5

SHIT7LAD

EK

REEEFRR

Help | Advanced search | Enalish

GGRNA ...

_— |

&5

v|/

| Saccharomyces cerevisiae 5288c

BIEFFGooglen A ZHETETLH T4, MCEI RefSeq @ transcript 2 rdEEL_E 4,

tE
lhomeobox Il clauding...... U - —FieE

[ref:Naito) ...... TREBIROLI ST — D— g%

["ENA interference”l...... el | e ol G T A e PR ¢ =
lArgonaute "PAZ domain™]...... Argonaute fv> "PAZ domain” (DANDIEE

MMM 0015181M10579]...... RefSeq ID%2Gene IDG S IDWAE3
lsymbol:VIM]...... Bz (symbolE -l Zsynonym)ivatasE

ris 523 11 a a; ...... ... TAPOF L DO —F IDhvS e BAL a5 |

o aagaagagattg ...... EEEH'F‘E#&?
lcomp:caagaagagattgl...... TEFEIEF S
lub:aggtcannrigacctl......
SXemE il

N, R, Y FHhil, & WREEEUIRERY FRE

)i

@DSox2MD7A—TtykID
(1379942 at)yc AL, @T 74Uk
DI EEFF(Saccharomyces cerevisiae
S288¢c)[ZHE-TULVNBIGE (X5 oh
MBIELD T, ZZTlEZoo (Al
organisms in RefSeq)IZLTLVA, £
B A AT v (Rattus norvegicus)IZL
TH&EW, QRFBERFVEHT,

Help | Advanced search | Enalish

&3

IR ER: N —
o MEBEARR
* 2015-01-13 HTTPSIZLZEEE{LIBISICHIE - hitps:/
« 2015-01-13 T A2 FRefSeq rel. 69 (Jan, 201 ( ;( ;
« 2013-07-24 »—2%.A8 - GitHub R A
» 2013-07-08 GGRNA ver.24: F'%%I#ﬁﬁﬂ#imRefSeq#& T ver.2
« 2012-05-29 H
+ 2012-05-29 GGRNM);EI{?J‘-NUCIE.IG Amdﬁ Res i
« EBECIRFEH 1379942 at
l . .
GGRMNA ver.2 by @meso cacase at DBCLS !ZOO (A” OFgamas. 1) RefSeq) =
This page is licensed under a Creative Commons Attribud
1R

IBIZF%GoogleD LI FTETHH-(FTF . NCBI RefSeq & transcript #23#HELET.
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0 « FEEFFAOUTFE - LEENT | 120 [FIE(Affvmetrix IRITT L A) %&*ﬁl-%pS

FHERIRTL1DEK

11379942_at | 153
|Zc|c| {All organisms in RefSeq) V|

2015-05-11 18:36:33, GGRNA : RefSeq release 62 (Jan, 2015)

Summary:

seq: TTEREAACCARGCTGCCGREARTCCR (2)
s5eq: TTRAGGRCCGTTACRGRCRRGGRAG (2)
seq: TGAGAGCRAGTACTGGCLAGRCCAT (2)
seq: TRATAGCTTTTGTTCARTCCCRCCE (2)
5eq:GETTCTTGCTGEETITTEATTICTEC (4)
5eq:GEGCAARCGTTCTAGATTGTACTRR (2)
5eq:CATTTTCETARETCTIATTTAGGECR (2)
Seq:ATETCCATTATTTATARGCTGLGAR (36)
Seq:ATETCCATGCAGETTGATATCGTTS (5)
Seq:ATACCATCCTTATAACAGTTACETT (2)
S ARRGATTCGGCTGTTATTGRARCCA (2)
INTERSECTION (2)

Results:

bSO T, RS CEifoRE Y, s e et 1, ' ’

Rattus norveqgicus SRY (sex determining region ¥)-box 2 {Sox2), mRMA. (2323 bp)
togtacagtatitatcgagataaacatgocaatcaaatotccattgtitataagctoagaatitgoccaatatitttcgagoaaaggg
ticttgctogggitttgatictgcagcttaaattaaggaccattacagacaaggaaggaatttattcgoatttgaacgtittagtt
ttaaaattgtacaaaaggaaaacatgagagcaagtactggraagaccatiticgtogictigtitagggecaaacgtictag
attgtactaaatttttaacttactgttaaaggcaaaaaasaaatgtccatocagottgatatcgtigotaatitataatagetttt
gticaatcccaccctittcattttgticacataaaaatatggaaattactotgtitgaaatatittcttatgottigtaatattictotaaat
togtgatattttaagotittticccocttttattttccgtagtiotatittaaaagaticgoctgttatio caggctgccogagaa
tccatgtatatatttgaactaataccatccttataacagttacgtttccaacttaagtttttactco gcacaattt. ..

1726 1775 1808 1886 1908 1928 1985 2018 2173 2189 2231
Synonym: RGD1565646

Ml 1@ PORE 81.1 - Rattus norvegicus (Norway rat) - NCBI - UCSC - Ref

{ expression)

MDSox2MW7A—TJ vy kD

(1379942 at)ld. £ T11{E DO
— QBB EN TN, QELE
MECHIDFEE(£2,323 bp T, TA—
TDRBZ—MMIiEIX1726, 1775,
1808, -+, 2231 | THY . InfZl+TH
B3 AlIZf® > TSI EMN R
e, QEEFI THDLEZTHLER,
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] - BH PSR OUTE— LR 121 BIEAFmenx 3% L ) ZRIE S QeI TcHTA—EEZHEL

FERIRTLIDE

|1379942_at | 2%

|200 (All organisms in RefSeq) e
2015-05-11 18:36:33, GGRNA : RefSeq release 69 (Jan, 2015)
Summary:

* 5eq:TTGERACCAGGCTGCCGRGARTCCE (2
* 52q:TTARGEACCETTACAGACAAGGRAG (2
* 5eq:TGAGRGCRAAGTACTGECARGACCAT (2
* 52q:TARTAGCTTTTGTTCAATCCCACCE (2
* 5eq:GGTTCTTGCIGEETTITGATTICTSE (4
* 520:GGGCARACGTTCTAGATTCTACTAL (2
(2
(3
(5
(2
(2

s Seq:CATTTTCGTGETCTTGTTTAGEECRE
s SEq:ATGTCCATTGTTTATAAGCTGAGRR
¢ SeqIATGICCATGCAGETTIGRTIATCGTTIG
* 52 ATACCATCCTTATRRCAGTTACGTT
* SeqIARRGRTTCGECIGTTATTGEARCCR
« INTERSECTION (2)

e b e |y b= o o b o e b=

Results:

Fo S50/ FT. BRE TR ET. Ehss K ERenE 7.

Rattus norvegicus SRY (sex determining region Y)-box 2 (Sox2), mRMNA. (2322 bp)

iER. 3 ZRTFLLDEKRMN KL
2 WA

5

tatacagtatttatcgagataaacatggcaatcaaatgtccattgtitataagctoagaatttaoccaatatttttcgaggaaaagg
ticttoctgagttttoatictgcagcttaaattaaggaccogttacagacaaggaagoaatttaticgoatttgaacgttttagtt
ttaaaattgtacaaaaggasaacatgagagcaagtactggcaagaccattttcgtggtctigtitagggcaaacgtictag
attgtactaaatttttaacttactgttaaaggcaaaaaaaaaatgtccatgcaggtigatatcgtigataatttataatagettit
gttcaatcccacccttitcatttigttcacataaaaatatggaaattactgtatitgaaatattttcttatggttigtaatatttctgtaaat
totgatattttaaggtitittcccoctittatiticcgtagtigtatittacaaagaticggctgtiatiggaaccaggctgeccgagaa
tccatgtatatatttoaactaataccatcctiataacagttacatitccaacttaagtitttactccattatgcacaagttt. ..

1726 1775 1808 1886 1908 1928 1985 2018 2173 2189 2231

Synonym: RGD1565646

NM_001109181.1 - Rattus norvegicus (Morway rat) - NCBI - UCSC - RefEx{expression)

May 12 2015

gtgtttgcaaaaagggaaaagractttgctgoctotttaagactaggyotyggagaaagaadg
aggagagaadaagdiaaggagagaagtttgdagcoogayycttaagoctttocadaaactaat
cacaacsatcgcgyCggCoCyagyagyagagCcgactgttttttCcatcoccaattgocacttoge
cocgtotcgagotocgottooccooccaactattotoocgocagatctoocgogcaagycocgtgoac
gccgacgaccocogocoogoggocococctgoatoccggocococgogogoggocccocogoagtoocogy
cogggocgagggtcggcggocgoccggogggccgogocococycgoccagogocccgoatgtataac

cccaagatgcacaactoggagatocagecaagogoctygyogococgagtggaaacttttgtogga
gaccgagaagcocggocgttcatocgacgaggocaagoggotgogogototgecacatgaaggage
accoggattataaataccggococgoggogygaaaaccaagacygoctocatgaagaaggataagtac
acgcttoccoggaggocttgctggoccococcygogygaacagoatggcgagoygygttggggtagyg
cgcocggcctgggtgocgggcgtgaaccagcgcatggacagctacgocgocacatgaacggoctgga
gcaacggcagctacagcatgatgcaggagecagctgggoctaccogocagcaccogggoctocaac
gctcacggogoggcacagatgcagocgatgcaccgoctacgacgtcagocgoocctgcagtacaa
ctccatgaccagotocgcagacctacatgaacggctogoccacctacagoatgtoctactoge
agcagggcaccoooggtatggogotgggectccatgggototgtggtocaagtocgaggecagt
tccagocccoccococgtggttacctottoctoccactocaggygocgococctgocaggoocggggacct
ccgggacatgatcagoatgtacocteoccoggocgocgaggtgccggagocogotgogoccagta
gactgcacatggoccagocactaccagagoggococggtgoccggocacggocattaacggoaca
ctgococctgtogoacatgtyagggocggyaccgocgaactygagaagygyagagatttttoaaa
aagatacaagggaattogggaggygtgcaaaagagyagagtaagaaaaatctgaatgctocaaa
aggaaaaaaaaaatctcattacccgcagcaaaatgacagctgcggaaaaaaaccaccaatce
catccaaattaacgcaaaaaccgtgatgccgactagaaaacttttatgagagatctggagga
aaaaaactacgcaaaacttttttttaaagttctagtggtacgttaggcygcttogcagygagt
tctcaaaagtctttaccagtaatatttagaactagactocogggcgatgaaaaaagttttaat
atttgcaagcaacttttgtacagratttatcgagataaacatggcaatcaaatgtecattgt
ttataagctgagaatttgoccaatatttttogagyaaagggttettgetgggttttgattetg
cagcrttaaattaaggaccgttacagacaaggaagyaidtttattcgdatttgaacgLtttagt
CLttaagattgracaaaaggaaaacatgagagocaagtactggocaagaccattttegtggtett
gtttagggcaaacgttctagattgtactaaatttttaacttactgttaaaggcaaaazaaas
atgtccatgocaggttgatatcgttgotaatttataatagettttgttcaateccaccetttt
cattttgttcacataaaaatatggaaattactgtgtttgaaatattttottatggtttgtaa
tatttctgtaaattogtgatattttaaggttttttoccoocttttattttocgtagttgtattt
tzaaagattecggotgttattggaaccaggeotgocgagaatoccatgtatatatttgaactaat
accatccttataacagttacgtttccaacttaagtttttactccattatgoacagtttgaga

taaataaatttttgaaatatggacactga
3 ll\]

83



= + &5 SR OUTE — LRI 121 FRR(Afmenx 3R R L) BRI E p5

o e !

11387260_at | 183
|Zcm:| {All organisms in RefSeq) W

2015-05-11 20:20:16, GGRNA : RefSeq release 69 (Jan, 2015)
Summary:

» Seq:TTTTCTATATAGTTCCTTGCCTTRR (83)
» 5eq:TGCTCTTTGCCTTCTARLARGCCAT (4)
» 5eq:GTTTATTCCCARGTATGCCTTTARS (6)
» 580 GTGCTTGETERAGTCOTGETTCTARE (4]
» Seq:GAGACTGGATCTTCTATCATTCCRR (4)
» Seq:GALGACCAGAGTTCCCTIGRATTGT (3)
» Seq:ATAAGCCTGGTTTATTTCTGTAACE (2)
» SeqAGTCTGTTATGCACTGTGRTTTCAS (77)
» SEq:AATCTATTTTTGTCTTCCGATCTAC (50)
» Seq:AALGTTCTCCARCTGCTGCATACTT (5)
» SeqARLGACCACCTTATATGCTCTTICE (1)

« INTERSECTION (1)

Results:

b S 01 Fome 1SR CRIDEE T, EOLS PN o

Rattus norvegicus Kruppel-like factor 4 {gut) (Klf4), mRNA. (2393 bp)
aatcacagaacagatggogtctgagactggatctictatcattccaataccaaatccgacttgaacaagactggactta
cazaatgcocaagoagtoactggaagttigtggatatcagogtatacattaaatcagtgacctggogoogagggaagace
agagttcccttgaatigtocttcaatgatgecaatatacatggaaagaccaccttgtatgcictitgecttctaaaaag
ccattatgacotcagagoaagaggaagcaaticagotacagaacgtgtictaatagectaaacgatogtgettootoag
tocgtgotictaaaggtaccaaacgoggogogagccaaagtictoccaactgoctogecatactitgacaaggaaaatctatitt
tgicticcgatctacatttatgacctaagtcaggtaaataagoctggtttatitctgtaacatitittatgcagacagtct
gttatocactogtgotticapatotgcaataatitotacaatogtitattcccaagtatgectttaagcagaacaaatot
gttittctatatagttccttgocctiaataaatatgtaatataaatitaa...

1791 1919 1968 1983 2071 2115 2150 2197 2236 2283 2322

Synonym: GELF

MM_053713.1 - Rattus norvegicus {Norway rat) - NCBI - UCSC - RefEx{expression)

Ll P & F (Oct3/4, Sox2, KIf4,
c—Myc) D1 D TH HKIf4
(1387260_at) D TA—TJ &5 (=
DWVTHSox2ERIFRIZERAAN K,

54

atcttogttgacttocggggtttgggtaccocCctCcLoctct ot toggactooggaggac
cttoctgggooccoccacattaatgaggocagocacctggocgagtctgacatggotgtcag
cgacgcoctcoctgetecccgtoocttoctccacgttogegtcoggococggocgggaagggagaa
gacactgcgtccagcaggtgoccccgactaaccgttggocgagaggaactoctoctocacat
gaagcgacttcoccccacttcococggocgoccctacgacctggocggocgacggtggoccac
agacctggiaagrtygrygagctygtgcaycttgcagycagraacaaccocygccctace
ccggagggagaccgaggagttcaacgatecteoctggacctagactttatcctttoccaa
CctCcgCctatCcCcCcaccaggaatcygtggoccyccaccgrgaccacctcygygocytcagctte
atcctcgteocttocccagoctagocagoggocctgeocageogogoccctoccacctgocagett
agggyotoctotacagoccgagaatctgogoccacctLoccacgyococottoaacctgge
ggacatcaatgacgtgagoccococtocgggoggocttocgtgyctgagotoctgoggocgga
gttggacccagtatacattcocgoccacagecagoctcageococgoccaggtggogggetgat
gygcaagtttgtygctyaagycgtoctoctgagcaccoctyycagocgagtacaccagcce
ttcggtcatcagtgttagoaaaggaagoccagacggcagocaccctgtggtagtgge
gococtacagocggtygcccgcogocgtatgtgccccaagattaagcaagayygccgLcce
gtcctgocacggtcagoccggtococctagaggoccacttgagogotggacocccagetcag
caacggccacaggcccaacacacacgacttocccocotgyygcgycagctoccccaccay
gactacccctacactgagtcoccgaggaactgotgaacagecagggactgtcaccoctgg
cctgoctocttococcoccaggattoccatocococcatoccggggococcagotaccoctoctttect
goccagaccagatgcagtogcaagtococctototocattatcaagagotcatgocace
gggatcctgoctgocagaggagocccaagoccaaagaggygaagaaggtottggeceeg
gaaaagaacagccacccacacttgtgactatgecaggoctgtggcaaaacctatacgaa
gagttcoctcatctcaaggcacacctgocgaactcacacagyycyagyaaacocttaccacty
tgactgggacggctgbgggtggaaattocgococgotcagatgaactgaccaggeacta
cCcgCcaaacacaccygycaccyyococctttcagtyccagaagrgocgacagygcctttte
caggtcggaccaccttgocttacacatgaagaggocacttttaaattccacatecgtgg
acatgaccCcacactgccagyyayayagttCcagtatt Lttt taacCtELCACACT QL
cttcoccacgaggggaggagcoccagotggecaagegeotacaatcatggtcaagttececa
gcaagtcagocttgbtgaatggataatcaggagaaaggaagagtccaagggacaaaaga
aaagaa3aagalaaaaaatactaasaaaacaaacaiacaadaaaaaaaaacaaaagasaasa
aaatcacagaacagatggggtctgagactggatettetatecatteocaataccaaate
cgacttgaacaagactggacttacaaaatgccaaggggtgactggaagtttgtggat
attgtgcttcaatgatgecaatatacatggaaagaccaccttgtatgetetttgectt
ctaaaaagoccattatgacgtcagagyaagagyaagcaattcagytacayaacgLgre
ctaatagcctaaacgatggtgettggtgagtecgtggtteotaaaggtaccaaacgggg
gagccaaagttectocaactgotgeatactttgacaaggaaaatotatttttgtette
cgatoctacatttatgacctaagtcaggtaaataagootggtttatttetgtaacatt
ttttatgcagacagtetgttatgeoactgtggttteagatgtgocaataatttgtacas
tggtttatteccaagtatgeectttaagecagaacaaatgtgtttttetatatagtice
ttgocttaataaatatgraatatasaatttaassaasasaaaasasasasasasasaa

3’481 84
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m Affymetrix GeneChip

Ge et al., Genomics, 86: 127-141, 2005
= GSE2361. ER36H> T )L, GPLI6% FI|FH

Nakai et al., BBB.,, 72: 139-148, 2008
= GSE7623. 5wh24H> 7 )L, GPL1355% %I|F

Kamei et al., PLoS One, 8: e65732, 2013
= GSE30533. 5vk10H9 > )L, GPL1355% F|FH

m [llumina BeadChip

mE NG
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Sharma et al., Cancer Cell 23: 35—47, 2013
= GSE28680. E~24H> 7 )L GPL10558% F|FH

SF—4t

Neyret—Kahn et al., Genome Res., 23: 1563—-1579, 2013

s GSE42213,. ER26H>7)L, GPL10999&-GPL11154% F|FH
GSE42211. ER20H 7). GPL10999&GPL11154% % FH (ChIP-seq)

GSE42212. ER6H> T )L . GPL10999% F| FH (RNA-seq)
Huang et al., Development, 139: 2161-2169, 2012
s GSE36469. > OA4 X+ X484 >T )L, GPL13222% | FH
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« b0 | BIFT —FHF

%IﬁDBh\bwi T —32EF

/';'k :H:DB.t' D ;:,

GSE7623D7O—JLARJLTF
_QHX{FE.F 'T?L\gs-g-o

o BEFSAOTE - LERT | 324 EET O (MA plott> TS8Ok 752 (last modified 2014/04/19)

o FEE SR OUTE — LBRIT | 421 2B EEED (last modified 2014/04/19)

o FJIE LS OUTE L RET | 422 D EEET L (paired. multi-factor, 3EFE]) (last modified 2014/04/19)
REER | 423 SFRA PG (FEE TR 12 —") (last modified 2014/04/20)

. BE|FSURDTE
v (bO | BET -8
e b0 | BET -8

45 HEDBA S (last modified 2014/05/11)

inSilicoDb({Taminau 2011) (last modified 2015/05/11) NEW
o Aoh 0| BIRT — 28018 | ArravExpress(Kauffmann 2009) (last modified 2014/05/15) 34

» b0 | BIBT —2H
s AR O | TATF -
o O | FATF g
s A O | FATF—
« 0 [ FO—ZFECHIN

4200 | EBT 2% | 2#1DBH L
BEFER( T 207 )T —8N—2% 2}

—RF—AN—2

: Barrett et al.. Nucleic Acids Res., 2013

GSET7623(Zwt 2477 Jo, 62MB): Nakai et al . BBB_ 2008

T":J'jl_) 3:_\3— o

= GSE30533(Zwh 100 -7 )b, 25MB): Kamei et al . PLoS One, 2013

© GSE2361(| 361
= GSE10246(=" 2
= GSE1133(F &7 1]
© GSE3364( F 3417
= GSE15998(%" 2
—‘m’a\Ewrﬂsa Rustici et 4

= GSET623(5w 24
= GSE30533(5w} 1
= GSE2361(kF 36%
= GSE10246(% 7 2
= GSE1133(1)-925g
= GSES364(t } 3411
= GSE15998(7% 2
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Series GSE7623
Status

Title

Organism
Experiment type
Summary

Query DataSets for GSEF623

Public on Jan 09, 2008

24 h-fasting effects on the brown and white adipose tissue and liver

Rattus norvegicus

Expression profiling by array

The functional balance between brown adipose tissue (BAT) and white adipose
tissue (WAT) is important for metabolic homeostasis. We compared the effects
of fasting on the gene expression profiles in BAT, WAT and liver, using DNA
micrearray analysis. Tissues were obtained from rats that had been fed or
fasted for 24 h. Taking the false discovery rate (FDR) into account, we
extracted the top 1,000 genes that were expressed differentially between fed
and fasted rats. In all three tissues, Gene Ontology analysis revealed marked
changes in the expression of ‘metabolism’ category ogenes and a
hypergeometric test demonstrated that within this category, lipid and protein
biosynthesis-related genes were down-regulated., These findings indicate
simultaneous down-regulation of genes involved in  energy-consuming

pathways in the BAT, WAT and liver of fasted rats. In the BAT of fasted rats,
thers was marked nn-reoplation of aoepnee in the ‘nrotein abionitinationn” |
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Contributor{s) Nakai ¥, Hashida H, Kadota K, Minami M, Shimizu K, Matsumoto I, Kato H, Abe
K

Citation{s) Makai ¥, Hashida H, Kadota K, Minami M et al. Up-regulation of genes related
to the ubiquitin-proteasome system in the brown adipose tissue of 24-h-fasted
rats. Biosci Biotechno! Biochem 2008 Jan;72(1):139-48, PMID: 18175212

Submission date  Apr 25, 2007

Last update date Sep 27, 2013

Contact name Yuji Makai

Organization name The University of Tokyo
Street address 1-1-1, Yayoi

City Bunkyo-ku
State/province Tokyo

ZIP/Postal code 113-84657

Country Japan

Platforms (1) GPL13255 [Rat230_2] aAffymetrix Rat Genome 230 2.0 Array
Samples (24) 55M184414 Brown adipose tissue, fed #1

1+ More...

55M184415 Brown adipose tissue, fed £2
55M184416 Brown adipose tissus, fed #4

Relations
BioProject FEINAL1OOD245

Analyze with GEO2R

Download family Format

SOFT formatted family file(s) SOFT

MINIML formatted family file(s) MIMNIML

Series Matrix File(s) THT
Supplementary file Size Download File type/resource

GSE7623_RAW. tar 61.7 Mb (http){custom) TAR (of CEL, CHP, EXP)

Raw data provided as supplementary file
Processed data provided as supplementary file

D& T2 TILDT—
AMNBIEHEND IS (24
BMOTLA%FE>TILND),
@.*._ T—ADFHO—KIE
ZZ.hogeZA /LA H(ZHY
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TRAOMYT ETtargdzAIL
fRRELTH., Inllgziplt

| QILENHDL, SHIZ. FE

ncbi.nlm.nih.gov 7*= GSE7623_RAW.tar (61.7 MB) ZEH< 1. FEEFEFELETHV? =
ECELEVNSHRARFD DL
I ZmERTORE - 2

MaSNT=T7 M IV DR EZET

i

Oz mFRoT

ZE - FUWITAILT—
aYr BEEAD [ 254750 WX I C:¥Users¥kadota¥Desktop¥CSEH2Z RAW ~ | 4o BIGSE623..
FN SkyDrive it 7:&1, AT I AN —
y FI0—F kadota
.?ZahJj [ J? AT/ TH A —
=T = @ o -
k2 CaL N e Y GSM184414.CEL.qz k
k =25 940— || T GSM184414.CHP.gz 4/28 2:40 GZ J74 5
4@ S1T3Y 'Y GSM184414.EXP.gz GZ I7A
3 RFaxy b o WE GSM184415.CEL.g GZ I7 1 2,503
&= EVFr L SAThH TANS— GSM184415.CHP.gz CZ T4 6o
Y- = [ GSM184415.EXP.gz GZ 274 1
§ 22-Sw ’ E-GEOD-7623.raw.1{| ¥y G5M184416.CEL.g 007/04/28 2:38  GZ T 74 2 404
. lly —3Y T AL, T ) AT —
| 2N I GSM184416.CHP.gz 2007/04/28 2:40 GZ J7 7
It GSM1844
< N o)
J7 A LOER(T): | TAR I7(JL, (*.tar) csmisss) FL EICHEB SN TULDSEELRFDT
GSM1844 >
e B—J DY FIILBERBEETITAIL
& TANT—DFER " GSM184418. CHsz 2007/04/28 2:40 GZ I7 I 170
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RIZFHRTE T —2H&

TRy T ETrtardzA )L
R ELTH, Shllgzipt
MESNT=TJ71ILDREEEIT
QILWENH D, SHIZ, BE
ECELEWLSHEERFDDLY
=274 ILLDFIALGELY,

FEE | SR - LEFT | 423 SEELIEEERIRIT 2 —) (last modified 2014/04/20)

A0 | HBI\T —HEN{G | 25 HEDBAS (last modified 2014/05/11)

10| ZRT -2 inSilicoDb(Taminau 2011) (last modified 2015/05/11) NEW

0| F|T — 2 ArrayExpress(Kauffmann 2009) (last modified 2014/05/15)#4E

b0 BI\T—4 GEOgquery(Davis 2007) (last modified 2013/08/20)

Aok 0 | FLTE =2 NE$EER IS | 44 HDB(GEQ S (last modified 2013/08/18)

1 }/::g I A200 | BT —42M% | ArrayExpress(Kauffmann 2009) NEW
- ]

A0 | w287 L T — 8~ —2 ArravExpress | C &S T 0BT — 2% ArrayExpress&l SR T — 3T

iFd & U A RLET . GEO IDTRER I ATy . CELD7 /LT —2BIF0RE {£2D
preprocessing; &5 (B TIHE. 72O S ZW e T —UERTOA|RES #80LET .
7 -TF L O VD ERE| TI27 I FEL LT L O ICFEREIL LITFE O~

1. AffyvmetrixT —# (Bourgon et al.. PNAS, 201000 CELZ7 -1 L& IS, RMAZ
(Irizarry et al., Biostatistics, 20037 =i 7L T igo N R IFIREIISL I 85!

LITFD ArrayExpressB#h®D 74723 °% save=Fi Ssave=TICER § & &, CELI7 A JLEEE ST
T—AOA I O—FLEFHCIT- T<XNET . H TAEIEENENE LI THhRead AV
AT §odA AT AR BB B0 7 D T E R MA(Irizarry et al _ Biostatistics, 200374 X @ (FED [E
H{iEw EENCTEETd .

out £ < 1@ 3. Affymetrixs — = (Nakai et al., BBB, 2008)D CEL 71 ILERRL IV IBSE:
param <-
wpmr i, |Param <- " " # ) FLIZIVIDFIETE
library(Arr ) . . "
lihrarviaff FE‘ETJJ\*FT‘_?%D“_ |'“ )
library(ArrayExpress) #1500 AT — LDFE A AP
#ATAIE (T — 2 IS
hoge <- getAE(param, type="raw", extract=F)#param TiEEL 7IDDE T— 2% F 7 4
< 2>
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R%Eti”—%@%

TOITEBLTHES

@\/«d £Users¥kadota¥Desktop¥hoge¥GSE7623 vle,]! GSE7623

DT RIMYT[ThogeTAILA . LD
ZMDH[ZGSET6237A4IILEF EERRT
%, QREEEIL. EETALIUN)E

= — 4
=iz v =

81

5

JIZiE «

o

BT
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B s sFsBcREAL T, "1icense () ' Ha0(F '118

R [IZOEmSECLEETIOVIN-TY,

EL4F '"contributors () ' EAALTEEL,
I R P R ONer-UE RS | AT ARRORS
"citation ()" EAFALTUEEL,

"demo () ' “ANTNETEEHAIENTELY.
"help () ' £¥nEALS AL THEET.
'help.start ()" T HTML 5oLt L70#5s
'gq() " EARTNE R BETLET.

> getwd ()

[1] "C:/Users/kadota/Desktop/hoge/GSET623"
> list.files ()

chﬁracter{ﬂ}

>

L 1Ll

@

rﬂi-ﬂﬂui I:E-’-I-—bit}i‘ [:I | = | 3 ]-1
Il RE HE oM Svr-3 9A2ED  ALT
HEEIEBRRERIEIE

R R consl oo s

m
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RIEBHTET —2H%

OER, EE TIXPLELT

3. Affymetrixy — ARG SE 7623 (Nakai et al., BEB, 2008)® CEL7 71 L ERIFLIWLW RS

param <- “GSE7623"

SE=C)

TATER(A)
EIRI(D)...
BT E3—(N)...

g) =1 7ol \TnA 3T

1A

IR R console
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[l [ (]
| BRSO EFRBCREALTIE. "1icense ()Y &Ha3L(E "1i8
R FZcDEmECLeHETOVIONTE,

¥ |<[E 'contributors () ' EAFLTEEL.
FE. R PR @Jfﬂ’?*iﬁ’éﬁﬁﬁl@?%lﬁ?é%@ﬁ%

"demo () ' EAFITNETES
"help () ' EFNEAS11
'help.start ()" T HTM
"g() ' EARTNE R EE]

> getwd ()
[1] "C:/Users/kadota/

"citation() ' EAALTY

> list.files ()

o Ckrl+C
M= Chrl+Vv
el o Ak

O —B—A k- Cirl+X
41 FOMEE Ctrl+L
STER

Ny IJ7iTEA Ctrl+W

D4 2 FOEREC by TICEL

character (0)
> |

1| 1]

m

1
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BE

OERETERDIRE, 42D T7MILN

RIZFHRTET—YHEF

ArHoA—RENTLVS, CDS5b., zip?
71IL( DR EH B I T)EfEE,

R R Console

URL

Eiils URL

'http://www.ebi.ac.uk/arrayexpress/files/E-GEOS
Content type 'text/plain' length 18381 bytes

= ] 23

»,

=

(17 KB)

5% downloaded

URL: ... i.ac.uk/arrayexpress/files/E-GEOD-7623/E-GEOD-7623.raw.1.zip

»l

Copying raw data files

URL 'http://www.ebi.ac.uk/arrayexpress
Content type 'application/zip' length 6
RNz URL

May 12 2015

R R Console

=N HoR (=S

URL 'http://www.ebl.ac.uk/arrayexpress/files/E-GEOS
Content type 'text/plain' length 4434 bytes

iz URL
downloaded 4484 bytes

Copylng raw data files
URL 'http://www.ebl.ac.uk/grrayexpress/files/E-GEOS
Content type 'application/gip' length 60504388 bytes
FHE URL

downloaded 57.7 MB

> 1list.files ()

[1] "A-AFFY-43.adf.txt" "E-GEOD-7623.1df.txt" |
[3] "E-GEOD-7623.raw.l.zip" "E-GEOD-7623.sdrf.txt" 3
> |

+ 1L} I
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#&ﬂ%p%- CELTZ7AILDHH 57550 TEF|

R"f‘"EIEI THE “‘—’StH

f.' [ |l c: ¥Users¥kadota¥Desktop¥hoge¥GSE7623

EE -

ZE v SATSUITEM ~ EE v gZ:Ap » =~ [ @

SATSUITEN ~ 28 Ea=l e HAX

~

25 - . &% | ] GSM184414.CEL  2010/07/22 23:24 CEL 7). 6,795 KB
[] GSM184415.CEL  2010/07/2223:22 CEL J7-JL  6,795KB
| A-AFFY-43.adf.txt 112 | ] GSM184416.CEL  2010/07/22 23:24 CEL 7<)l 6,795 KB
.| E-GEOD-7623.idf.txt 2015/0 112218 SKB FTFA[ [ GSM184417.CEL  2010/07/22 23:25 CEL J7AJl 6,794 KB
I E-GEOD-7623.raw.1.zip 2015/05/1122:19  59,087KB ZIP Jf || GSM184418.CEL  2010/07/2223:25 CEL J74JL  6,795KB
. E-GEOD-7623.sdrf.txt /05/11 18KB = [ ] GSM184419.CEL  2010/07/22 23:22 CEL 77, 6,795 KB
[ GSM184420.CEL  2010/07/22 23:26 CEL J7-{)L. 6,795 KB
[ ] GSM184421.CEL  2010/07/2223:22 CEL J7AJL  6,795KB
] GSM184422.CEL  2010/07/22 23:26 CEL 7). 6,795 KB
[) GSM184423.CEL  2010/07/22 23:24 CEL J7-JL 6,795 KB
C¥Users¥kadota¥Desktop¥hoge¥GSETH23¥E-GEOD-7623raw.12ip L} GSMIBHAI.CEL  12010/07/22 23124 “CEL F etV 5,794 KB
: -- —oa ll DeswiseansceL  2010/07/2223:23 CELI7AL  6,794KB
T —— | ] GSM184426.CEL  2010/07/22 23:27 CEL J7AJL 6,795 KB
£l BRI [] GSM184427.CEL  2010/07/22 23:23 CEL D7), 6,795 KB
' Il [ csMisaazs.cEL  2010/07/2223:23 CEL I74JL 6,795 KB
[ ] GSM184429.CEL  2010/07/2223:23 CEL J7AJL 6,794 KB
] GSM184430.CEL  2010/07/22 23:26 CEL J7AJL 6,795 KB
] ] [ GSM184431.CEL  2010/07/2223:23 CEL J7-JL  6,795KB
| ] GSM184432.CEL  2010/07/22 23:23 CEL 7<)l 6,795 KB
[ ] GSM184433.CEL  2010/07/22 23:26 CEL 7). 6,794 KB
| ) GSM184434.CEL  2010/07/22 23:23 CEL J7-JL 6,795 KB
[ ] GSM184435.CEL  2010/07/22 23:23 CEL J7AJL 6,795 KB
[] GSM184436.CEL  2010/07/22 23:25 CEL J7-)l. 6,794 KB
[ ] GSM184437.CEL  2010/07/2223:25 CEL J7AJL 6,794 KB
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Javaq s AR—J)L for Mac |loiratosmaroc. 4

© ® 7 kadota — bash — 58x10

VAR—=ILLIZEEDERISEETY .

Last login: Tue May 12 11:54:03 on ttys000
agribio-macbook:~ kadota$ [

O @ 7 kadota — bash — 67x12

Last login: Tue May 12 11:54:03 on ttys000
agribio-macbook:~ kadota$ java -version

No Java runtime present, requesting install.
agribio-macbook:~ kadota$ [

“java”’ AVY R4V —=IVEERT3ICIE.
JDKZAVAM=ILTBRENBDZXT,

|
(=)
' 1 Z ® Java Developer Kit ®% 7> 0O— R Web %1 kI

Z7EAT B, “BLWBER.." 27V v I LTLEE
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=L VER... “
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Last login: Tue May 12 15:02:35 on ttys@eo
agribio-macbook:~ kadota$ java -version

No Java runtime present, requesting install,
agribio-macbook:~ kadota$ java -version
No Java runtime present, requesting install.

agribio-macbook:~ kadota$ |

“java"AY Y KSA4 Y=L EERTIIIE,
JOK EA/ Y AM=ITE2DELBDET,

T @ Java Developer Kit @ 2>0—F Web 71 b i
FOoERATHER, "RUWVAE."£E2Uvy LT EE

W,
zooms. | S

*
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oracle.com . b o 0

Sign In/Register Help Country + Communities v lama... v |wantto... v Search |

ORACLE

Products Solutions Downloads Store Support Training Partne

Oracks Technology Network > Java » Java SE » Downloads

Java SE Ovenviaw Downloads Documentation Community Tachnologles Traning
Java EE
Jova ME Java SE Downloads
Jave SE Suppont
Javn SE Advanced & Sute
Jova Embedded - l 1
) +

— ot um
Java OB —— ava
Wed Tier
Java Card DOWNLOAD ® DOWNLOAD &
Java TV Java Platform (JDK) 8ud5 NelBeans with JDK 8
Naw 10 Java

| Java Platform, Standard Edition |

Cammunity

Java SE 8ud5
This release includes important securlly fixes, Oradle strongly recommends that all Java SE 8
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Oracie Technology Network

Java SE

Java EE

Java ME

Java SE Support

Java SE Advanced & Sulte

Java Embedded

Quenview

oracle.com

Sign In/Register Help Country ¥ Communities v |ama...

Java SE » Downloads

Downloads Documentation

Java SE Development Kit 8 Downl
Thank you for downloading this release of the Java™ |
(JOK™). The JOK |g a development environment for by
using the Java programming language

The JOK includes tools useful for developing and testir|

Community

oads

v lwantto... v

Technologies

Search

Traming

DMNFEFHET 5, Dl Accept License
Agreement]IZFTvIE AND,

Products Solutions Downloads Store Support Training Partne

08 (<

Java Magazine

oracle.com ) ) 4] i f

JOK MDS Checksum

Java DB

Web Tier TR 00 FNINg Q0 1 A RIS, Looking for JOK 8 on ARM?

o G See also JOK 8 for ARM downloads have moved 1o the JOK & for ARM download page

~ « Java Developer Newslelter (tick the checkbox und

o i Java SE Development Kit 8u45

poctod ol T SR LSINOPSr DAY NENGen worasone \iree) 8 You must le Binary Code License Agreement for Java SE to download this

Community « Java Magazine software,

Java Magazine DK MDS Checksum Accept License Agreement @) Decline License Agreement

Product / File Description File Size Download

Linux x86 14689 MB  jdk-Bud5-linux-i586.rpm
Linux x86 166.88 MB  |dk-8ud5-linux-I586 tar.gz
Linux x64 14519 MB  jdk-Bud5-linux-x64.rpm
Linux x64 165.24 MB  [dk-8ud5-linux-xB4 tar.gz
Mac OS X x64 22198 MB  jdk-Bud5-macosx-x64.dmg
Solans SPARC 64-bit (SVR4 package) 131.73MB  ik-Bud5-solaris-sparcvd.tarZ
Solaris SPARC 64-bit 929MB  jdk-8udS-solaris-sparcv9.tar.gz
Solaris x64 (SVR4 package) 13951 MB  dk-Bu45-solaris-x64 tar.Z
Solaris x64 9588 MB  |dk-8ud5-solaris-x64.1ar.gz
Windows x86 175698 MB  jdk-BudS-windows-iS586.exe
Windows x64 18044 MB  jdk-8ud5-windows-x64 exe

Java SE Development Kit 8u45 Demos and Samples
Downloads
You must accept the Oracle BSD License. to download this software.
Accept License Agreement () Decline License Agreement

Product / File Description File Size Download
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JDK MD5 Checksum
Looking for JDK 8 on ARM?

JDK 8 for ARM downloads have moved to the JDK 8 for ARM download page.

Java SE Development Kit 8u45

You must accept the Oracle Binary Code License Agreement for Java SE to download this

software.

Thank you for accepting the Oracle Binary Code License Agreement for Java SE; you may
now download this software.

Product / File Description
Linux x86
Linux x86
Linux x64
Linux x64
Mac OS X x64
Solaris SPARC 64-bit (SVR4 package)
Solaris SPARC 64-bit
Solaris x64 (SVR4 package)
Solaris x64
Windows x86
Windows x64

File Size
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166.88 MB
145.19 MB
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221.98 MB
131.73 MB
92.9 MB
139.51 MB
95.88 MB
175.98 MB
180.44 MB

Download
jdk-8u45-linux-i586.rpm
jdk-8u45-linux-i586.tar.gz
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Java SE Development Kit 8u45 Demos and Samples

Downloads

You must accept the Oracle BSD License. to download this software.
Accept License Agreement ) Decline License Agreement
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A BEDS—3F /L L Tljava -version
> J&b T:%El:%o %%J .
MacTMHDJava{ s Ar—)L 18.0 45K A~ R LA TS

O @ 7 kadota — bash — 68x11

Last login: Tue May 12 15:02:35 on ttys000
agribio-macbook:~ kadota$ java -version

No Java runtime present, requesting install.
agribio-macbook:~ kadota$ java -version

No Java runtime present, requesting ins:'fl.

agribio-macbook:~ kadota$ java -version

java version "1.8.0_45"

Java(TM) SE Runtime Environment (build 1.8.0_45-b14)

Java HotSpot(TM) 64-Bit Server VM (build 25.45-b®2, mixed mode)
agribio—-macbook:~ kadota$ I
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Experiment Name: |1 |
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~MacT®MRockhopper%1

Progress
Initializing RNAseq analysis...
Assembling transcripts from reads in file: Example_denovo.fastq.gz
Aligning reads to assembled transcripts using file: Example_denovo.fast
Total reads in file 360179
Perfectly aligned reads 216274

Total number of assembled transcripts 203

Average transcript length 338
Median transcript length: 172
Total number of ass ed bases 68766

Rockhopper_Results/summary.txt

Details of assem transcripts written to file: Rockhopper_Results /transcripts.ty
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