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S AL TEL{Z e B EebL =,

LA AR EER TS, TR FICRIRT BIRI NV (32 bitD 155 X0 VD #1{#l3

W= il TEUET W FAII TR x64 3 X V(64 bt WS 7 + TFE S F I D) AL TR B

CETFE ROV —IEER T &2 4, I0GBRRED T A VFETBLE T —F

BFETT, (ESH0-O0-FT20 7 SN A0T. TMISSI38 H0OL BB S,
A EEE)

install.packages(available.packages()[,1], dependencies=TRUE}#CRANTICZH L 2T
source("http://wwwm.bioconductor.org/bioclite .R")#5H F 75
biocLite(all_group()) #BioconductorPICHLET DI T —27% 4
biocLite("BSgenome.Athaliana.TAIR. TAIR9™)}#Bioconductor® | d &BSgenome. Athalis
n

< >
Ao bO—=Ib i =TT 29 FDOh 28w A 21 -1274 I H A F g |- For (870 | -TEEfRES
FIDEZAT. [BEHENTLAIEEFIE BTLAL DT ooh# AL TS, L

JAINY— AT 3 ‘ [

FIyIhHNTLONIEOKTY,

FT | HE
FH A -OFT o
LA —CERALT RS S GHERT NP T0hY)
R OTESRN T W — AT T B E T %

I (B JHIE—EIE R

SERBEATE:

O tEFEAeD AL B8 ANTD 3
@ AALERB%RE1-TE#RTD

QA AF L BID A — D PR s

B S L PEREENE NTFS 29 ILENS-THFRT IS

HEDA - FEERTD (23

ZEOESA A OVE1 -] 2l —(ZFRmLEG

fiEe 1R M PA D ERTED

P oo, fie RIS L0

MlcAZ1—EFTdD

SREN TOSIRHIFTLED

RUDTOEAT 2445 — D420 FrrzRad

(FEREAEA AL —T A DATL DN EFoR LA (B8R T

5T 5 5 9 5

EEE

ok [ Fetm [ WREEA




j:G::iMI;;; BE  zoft Jtub— O YRED ALT ——FTOFET, Biostrings, ShortRead,
_ TCC, BSgenome.Athaliana. TAIR. TAIR9 &7
EGEIB0EIEIE E Q&I v — S SR AT BB AE - T
|R R Console | B1E9, ERDLSIATERAATIS—A
AR S =L IR F T ¢ 'BiocGenerics’
EIFoFa Ok 32 20580 T0F T (from ‘package:parallel’) :

clusterdpply, clusterfApplvylLB, clusterCall, clusterEwval(),
clusterExport, clusterMap, parfipply, parCapply, parlLapply,
parLapplyLEB, parBRapply, parSapply, parSapplyLB

ook 3= 2080 TIFE T (from ‘package:stats’)

xtabs

RGui (64-bit)
27 RE BE oM Jtvsyr—I 99%F2 AT

PO 1ok 32 2050 TI0EF T (from ‘package:bas

anyDuplicated, append, as.data.frame, as.vet e . =
colname=s, do.call, duplicated, eval, evaldg, ! = é ||E ||g||\—f @ %
intersect, is.unsorted, lapply, Map, mapply, |

paste, pmax, pmax.int, pmin, pmin.int, Posit: R R Console E'@
REeduce, rep.int, rownames, =zapply, setdiff, : 0
union, unique, unlist BEckEnE i =Y IRanges EFO-PF9TY

ZRENE S =Y xvector EFO-FHRTY

> librarvy (ShortRead)

ERENZ T -2 IRanges FO-FHTY

FRENE S0 =5 ®vector FO-MPTY EENE ) =Y BiocParallel FO-FTY

> | Z3eENiz )i =3 Rsamtools FO-PPTT
. | E:RkahikE /95— GenomicRanges F[]—PFPTT
i| FrkENE )l =5 GenomeInfoDb FO-PFHPTT

ERETE S =3 GenomicAlignments F[O—PFPTT
EEh k) ol 3 Bsgenome FO-FTY

> |

1 |.m

4 ;




R R Console

> library (TCC)
ERENTZ T —3F DESeq FO-MHPTT
FRENTZ T —3F Bicbase FO-FPTT

Welcome to Bioconductor

Vignettes contain introductory material; view wit
'browseVignettes(})". To cite Bioconductor, =see
'citation("Biockbase™) ', and for packages

'citation ("pkgname™) '.

FRENL {9 =Y locfic EO-FHTT

locfit 1.5-9.1  2013-03-22
ARORe T —DE TR ET .
EIFOA 2210 FEARENTIMEY (from ‘package:Genomich

‘locfic’

left, right

SHRENEZ )T =3 lattice FO-FPTY
Welcome to "DESeq'. For improved performance, usa
and functionality, please consider migrating to '
SWENEZ M =3 DESeqz FO-FPTY
SENEZ T =3 Repp TO-FPTY
FRENEZ e = ReppRrmadillo FO-FPTT

ARO ST =S TR ET
LITF@A 310 FR A0S0 T3 (from “package:DESeq’)

‘DESeq2’

eztimateSizeFactorsForMatrix,
plotPCL,

getVarianceStabili
varianceStabilizingTransformation

ESREcEE CZFTOIEZXT. Biostrings, ShortRead,

IR R Console

TCC, BSgenome.Athaliana. TAIR.TAIR9 &7
EDBIE/NVT—U M F|ATREEIZAE>TLY
B39, EEED LS TBIAATIS—M

FREAE )
PRIl YRR ET
EIF@A IV IONERADENTET  (frow

‘baySeqg”

rbind

LIF@FA D10 @RADENTVET  (frow
rbind

LIF@FA IDIOMFRADENTLEY  (frow
rbind

LITFOFIDVIOMFZADENT ET  (from

rbind

EIFoF 1O EYADENT W FT  (from
rbind

ZRENL ST = roC EFO-FHTY

ARO S —UE TR F T

EIFoF V1O ERA08NTOFET  (fron

"TCCr

calcHormFactors

Pl Tl

‘package:

‘rackage:

‘rackage:

‘package:

‘package:

‘cackage:

HjJ’CiL\fJ(T*Ll:ET‘y’T—o

ShortRead’) £

FenomicRangess

IRanges*) :

BiocGenericss

basze’) :

edgeR*")

m




& R Console

-

> libraryv(BSgenome.Athaliana.TAIR.TAIRS)
C ey (XAl BSgenome F—[PTT
ERENE Sl BiocGenerics F[—-MFPTT
ZAENZ T -3 parallel FO-FHTT

AR Sl —TE AR ET
EFoF 31O F2 208 T 0T

—
2

‘BiocGenerics’
(from ‘package:parallel’)

clusterfApply, clusterApplyLE, clusterCall, clusterEval(,
clusterExport, clusterMap, paripply, parCapply,
parLapplvLEB, parRapply, parSapply, parSapplyLB

EIFoa D @e A 0sn T gy

(from ‘package:statcs’)

Xtaks

EIF@a i Or @R A0snT g

(from ‘package:base’)

anyImplicated, append, as.data.frame, asz.vector, cbind,
colnames, do.call, duplicated, eval, evalg, Filter, Find,
intersect, i=z.unsorted, lapply, Hap, mapply, match, mget,
paste, pmax, pmax.int, pmin, pmin.int,
Eeduce, rep.int, rownames, sapply, setdiff, =orc,
union, unigue, unlist

SRS S =
SRS S =
SRS S =

table,

IRanges FO—-MHPTT
GenomicRanges ®[O—MFTY
GenomeInfolk FO—FDOTY
Z3ENE 9 =% Biostrings FO0-FPTT
23ENE Sl =3 XVector FO-FHPTY

> library(BSgenome.Athaliana.TATR.TATRS)

> |

parLapply,

Pogition, rank, rkbind,

ZZE TDYEX T, Biostrings, ShortRead,
TCC, BSgenome.Athaliana. TAIR.TAIR9 &7
EDBIFE/N\YT—U M FIFHAEEIZE>TLY
B39, EERD LS THIAATIS—MN
HTWEITFNIEXA v —,

geT,
order,

tapply,

m
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—E. libraryB#Z ALV THEHAIAAT
/ﬁ‘yb'_:)jé:b:) En)bﬂ)&& E. iFZ?Ré
héiﬁ?ﬁ“ﬁ(@b)iﬂ'o LALChdT

— G GRAIAD TSN TRIRELL TY
R RGui (64-bit) - PR
Jr L RE BE zOM Jlwsr—T  D4YED AT Vignettes
G EBREEIEFE
’Rﬁﬂﬂﬂmlﬂ E@
rbind o

EITFoA 31O 3 AP0 T 0F T (from ‘package:base’) :

rbind
SENEZ )T =3 roc FO-FPTT
ARO ST - SR ET

EIFOAF0Iob @S A0520 T FT (from ‘package:edgeR’) :

calcHormFactors
» librarv(ShortRead)
> library (TCC)
» librarvy(Biostrings)
> |

‘TCCr

m
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IS5—&EE B 705 liEL

IR R Console

(S /sl

| . . .
> library (TCC)

EaRENE ST~ DESeq BO-FPTY

ERENE S0 =% BiocGenerics FO-FHPTT

EaRENE S =3 parallel FO-RHTT

SRS =2 E TR FT - *BiocGenerics’

LIT@A V1O ET 205N T 03T (from ‘package:parallel’) :

clusteripply, clusterApplyLB, clusterCall, clusterEval(Q,
clusterExport, clusterMap, paripply, parCapply, parLapply,
parLapplvLB, parRapply, parSapply, parSapplyLB

LIT@A V1A EZA0ENTWET (from ‘package:stats’)

xtabs

LIT@A VAR EZA0ENTWET (from ‘package:base’)

anyDuplicated, append, as.data.frame, as.wvector, cbkbind,
colnames, do.call, duplicated, eval, evalg, Filter, Find, get,
intersect, is.unsorted, lapnplv., Map., mapplv., match, moet, order

EEEZTWMELINYT—V DAV AL
[ZHRBLTWNT, FED/\WT—I XXX
D A IAHZ TS library( XXX ZE TR
IS—HAEHETLEIEABYET . fillE
TCC/\Yr—UMNEKRLTLNVS
[ReppArmadillo/ Ny — O MLV MS A
AMEXAEEHONTLSHITY,

paste, pmax, pmax.int, pm R REﬂﬂEﬂlE

Reduce, rep.int, rownames
union, unigue, unlist

EdENE S =3 Biobase F[+

Welecome to Bioconductor

> librarv(TCC)

Vignettes contain introdua
'browseVignettes()'"'. To o = |
'eitation ("Biockaszse™) ', an

ERENE o =3 leefic EFO-H

4

ERENSL S —3F DESeq2 EO-FPTT |
JRadr =% YReppRrmadiller #f ‘DESeqz’ (CEoT EBIRENZFLEAN. B 2itahFHATLE

locfit 1.5-9.1 2013-03-22

ERENE9d -3 lattice FO-PORTY
Welcome to "DESeq'. For improved performance, usabkility and
funetionality, please consider migrating to '"DESeg2'.

ERENE g - DESeqz FO-MPTY

ERENE S =Y GenomicRanges FO-FPTT

ERENE 9 -1 IRanges FO-MRTY

ERENE Sl =Y GenomeInfolb FO-FPTT

EaRENE g =3 Repp FO-P T

IZ—: o5 —3 ‘Repphrmadillc’ #f ‘DESeqzr (ChoT BRENFLES

22




T5—EBH EFOxiEl | EANERLEE, XAEEDI/ SvTr—S0

HAAN—IL T BHZETY , ReppArmadillos
r—7BRICA DV AR—=ILT S=DaATERD
EAXBIILLTDELYTY:

source("http://www.bioconductor.org/biocLite.R")

biocLite("RcppArmadillo”)

R R Console EI@

EEniz )t =3 DESeqz FO-FPTT

I5-: Jiwd—3 ‘Ropphrmadillo’ A ‘DESeqz’ (ChoT EBRENFLEN. B2itahs
> gource ("http://www.bioconductor.org/biocLite.R"™)

Bioconductor wversion 2.14 (BiocInstaller 1.14.1), ?biocLite for help

» bioclite ("RcppArmadillo™)

BioC mirror: http://bicconductor.org
Using Bioconductor wversion 2.14 (BiocInstaller 1.14.1), B wersiom 3.1.0.
In=talling package (=) 'RcpphArmadillc'

URL 'http://cran.fherc.org/bin/windows/contrib/3.1/RepplArmadillo 0.4.200.0.zip! FELLT =

Content type '"application/zip' length 1551263 bytes (1.5 Mb)

Bz URL

downloaded 1.5 Mb
package 'REcppirmadillo’ successfully unpacked and MDS sums checked

The downloaded binary packages are in
C:‘\Users‘\kadota‘\AppData'\Local\Tenp\RtmpglGOWxhdownloaded packages
Cld packages: 'AnthropMHMD', 'bayesQR', 'Bclim', 'care', "clogitll®', "freestats',
'geomorph', 'gtools', 'investr', 'Jj=sonlite', 'markovchain', 'meta', 'multicon',

'mvtnorm', 'NLPF', ‘'openNLP', 'FBD', 'pdfetch', '"poisson.glm.mix', "QCA3', 'Ebitcoin',

'regRSM', 'Reol', 'rgbif', 'Bmpi', 'rsm', "'RlextureMetrics', 'EWekLogo', '=da’',

'SEERaBomk "', 'segmented', 's=segqlesign', 'segminer', "sjFlot', 'spcr', 'st', 'yvuaima®'

Update all/some/none? [afs/mn]l: n
>

4 I

-~

Update all/some/none? [a/s/n]:
EEMINSELHYFETHER
(in"C“L\L\'C‘:To

m
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R R Console [E=R(ECH =
S imany (rg e e ReppArmadillo/ Sy —2 DA A h—)L
SRR D tommranaiiie Ar-k T ZIZ, 95— Elibrary(TCC)E®PH T, T
RS —UEFTIAEY : DESeq2’ 5_75\&1. U(?ﬁié:t’&ﬁﬁﬁﬂ LTL \i-g— .

TFoF 310 g2 208N TLEY (from ‘package:DESeq’) :

estimateSizeFactorsForMatrizx, getVarianceStabilizedData, plotPCA,
varianceStabilizingTransformation

EWRENE 0 -7 edeer EO-FATY
ERENL 9 = limme EO-FHTY

RO —UEMINEFT s M limmar

LTFoa3r ok @2 A0E5EN T 03T (from ‘package:DESeq2’) :
plotMa

HFoF T @92020TFT (from ‘package:DESeq’) :
plotMa

LITFoa I3 1Ok @2A 080T 03T (from ‘package:BiocGensrics’)

plotMA
TRENE S — bayseq EO-RPTT [R R Console | B |
RO —EHHEET : baysea T

EIFma ook @2 202nT (03 Y (from ‘package:$

LITFoad 391k @22 08N T 8T (from ‘package:GenomicRanges’)

e calcHNormFactors
EIFoA 381 0b 39 A0ENT 3T (from ‘package:IRanges’) :
moend » library (TCC)
BIFoF FHI0h @920 TV E T (from ‘package:BiocGenerics’) : =
rbind -
ETFor 301hh @3 20eN T3 T (from ‘package:base’) 1 1] 3
rbind
FsENE S0 =3 roc EO-PRTY
MRSl —UE A TR ET : hTocr
LFod 35 1hh 39080 TIET (fzonm ‘package:edgeR’)
calclNormFactors
’ 24



I7—

BBl &7 Dt %2

RDIZT—EBEHE. TCC/Nw Tr—Th

IR R Cconsole

> library (TCC)
EsRENZ Al =Y DESeq HFO-POPTT
EEhE SS9 —3F BiocGenerics FO-FHPTY
ErRkENEZ S = parallel EO-PFRTH
RO Sl —UE TR ET

TFoAI51oRadvw A 080T &Y (from ‘package:parallel’)

‘BiocGenerics’

clusterdpply, clusterfApplyLEBE, clusterCall, clusterEwval(,
clusterExport, clusterMap, paripply, parCapply, parlLapply,
parLapplylB, parRapply, parSapply, parSapplvLB

EIFoA I Ihb @Y A0ENT (0 FT (from ‘package:stacs’) :

xtaks

=i ERLTOAIXML Y T —D NG5G
FAEXREEHNTLSHITY,
BELAIX. T5—XAyt—Ih(Z /Ny
4—>  DESeq #O0— K TEEHATL
fz1EEVNTHYFET A, [REILDESeqT
[ZEEXML AV —D NN =D TH B E
WS EZHi A iECETT,

EIFoA IO FYA0ENT (T (from 'pac IR R Console

anylDuplicated, append, as.data.fram
colnames, do.call, duplicated, ewval,
intersect, is.unsorted, lapply, Map,
paste, pmax, pmax.int, pmin, pmin.in
Reduce, rep.int, rownames, sSapply, S

> library (TCC)

union, unigque, unlis=st Iﬁ_: Jll'h.};r _i}'
. " =
ERENE 9T =Y Bicbase FO-PMHTY |
Welcome to Bioconductor P

B0 |EEE =55

&

ERENE Sl — DESeq EO-RPTY

Error in loadNamespace(j <-— i[[1L]], =(lib.loc,
ML FNDRRID T - idE0E T A
‘DESeq’ ®FO-FTEFFATLE

.libPath=() ), wversionCheck =%

I E

Vignettes contain introductory material;
'browseVignettes()'.

view with
To cite Bioconductor, see

'citation ("Biokase™) ', and for packages 'citation("pkgname™)"'.

FENT o
locsfit 1.5-9.1 2013-03-22
FHRENE 0T - lattice FO-FPTT
Error in loadMamespace(j <-— i[[1L]]1, c(lib.loc,
ML EAFB RIS ST SR ERNE T A
Ilﬁb: S =3 CDESeq’ FO-PTEFTATLE
>

locfit ®FO-FPTT

4 1L

.libPath=()), wversionCheck =%




To—EEHl O xANER2

¢ R Console

> library (TCC)

EENE v =3 DESeq FO-FPTY
Error in loadNamespace(j <- i[[1L]1], c(lib.loc,

KMLY ELVIERID) ST -V ENE A

I7—: Jiwd =3 "DESeq’ FO-PTEFTATLE
> gource ("http://www.bioconductor.org/biocLite.R")
Bioconductor wersion 2.14 (BiocInstaller 1.14.1),

> biocLite ("XML™)

BioC mirror: http://bioconductor.org

Uszsing Bioconductor wversion 2.14 (BiocInstaller 1.14.1),
Installing package (=) "XML'

URL 'http://cran.fhcrc.org/bin/windows/contrib/3.1/XML 3.98-1.1.zip' FEALS
(4.1 Mb)

Content type 'application/zip' length 4288694 bytes
FANE URL

downloaded 4.1 Mb

package

The downloaded binary packages are in

C:\Users‘\kadota‘\AppData\Local\Temp\RtmpY31Pkl\downloaded packages

0l1ld packages: 'AnthropMHD®,
'freestats', 'geomorph', 'gtools', 'inwvestr',
'meta', 'multicon', 'mvtnorm', 'HLP', 'openNLP',
'poisson.glm.mix"', "QCA3Z', '"Ebitcoin', 'regR3SH',
'rem', 'BTextureMetrics', 'EWeblLogo', 'sda',
'seqles=sign', 'segminer', '=jFlot', 'spcr', 'st',

Tpdate z2ll/some/none? [a/=/n]: n

>

'bayesQR', 'Bclim', ‘care’',

4 I

E ARG NEIX, XaFEHhnt=/1\vsr—om
HAVAR—ILT BETT , XML/NYT—U %A

BIZAVAM—ILT BI=ODATRDE AR (T LL
TDERYTT:

source("http://www.bioconductor.org/biocLite.R")
biocLite("XML")

.1libPath=()},

?bioclite for help

“EMLY successfully unpacked and MDS sums checked

'Jzonlite’,
'"FED",
'"Eecl’,
'SEERaBomb',
"vuima®

—_—
=

versionCheck

E wversion 3.1.0.

Update all/some/none? [a/s/n]:
EREIMINDEELHYETHNER
[EnTULWNTT,

'clogicll"',
'markovchain',
'pdfetch',
'rgbif', 'Empi',
'segmented’,

m
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IR R Console
Update all/some/none? [af3/n]l: n
> likrary(TCC)
ERENE v —Y DESeq ®0-FPTH
Welcome to 'DESeq'. For improved performance, usability and
functicnality, please consider migrating to "DESeq2’.
ERENE v —Y DESeq2 %0-RFpTH
ERENEM - GenomicRanges %¥0—-FPTH
ERENEM -3 IRanges %0-FPTH
ERENEMwr - GenomeInfoDb %#0—RoTd
EENE v -3 Repp B0-RopTH
ERENEMer -3 Repphrmadille %0—RoTd
DIk SR EY . "DESeq2’
LATF@aAsichbi=20snTindd (from 'package:DESeq’)

eatimateSizeFactorsForMatrix, getVarianceStabilizedData,
plotPCR, warianceStabilizingTransformaticn

EREN - edgeR E0-PPTY
EEe e -y limma #0-RFPTY

AR =TT RS *1imma’

LATF@ADT cOMEIZARENTET (from ‘package:DESeq2’) :
plotMd

LATF@a#si =200 Tidd (from 'package:DESeq’)
plotMa

LATF@A 2T coMIZARENTvEY (from 'package:BiocGenerics’) :
plotMa

ERENLE -0 bayieq B0-FPTH

AR —TETINAET . ‘baySeq’

LIF@A D rOMEZ2A0ENT0ES (from ‘package:GenomicRanges”)
rbind

LATF@OADT cOMIZARENTET (from ‘package:IRanges’) :
rbind

LATF@aAsichbi=205nTidd (from 'package:BiocGenerica’)
rbind

LATF@A 2T cobIZARENTv#Y (from ‘package:base’) :
rbind

ERENE e - ROC #O0-RPTH

RO —UEA TN ET : TTCC

LAIF@AIE O MEITALENTES (from ‘package:edgeR’) :
calclormFactors

>

k2 XML/ S —S DAY RR— LI, 45
— Elibrary(TCC)EP- T, T7—hVH %K
HAHZEFHERLTLVET,

R R Console e[ El ()
EeRENZ Sl =3 roc EO-FPTY 3
ARO Sl =D iR ET . T
EIFoA X1 0R3IADENTIVET (from ‘package:edgeR’) :

calclormFactors

> librarcy (TCC)
> |

4 I 3
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IS5—EBHEZFDRNES

[ R Console

> library(B3genome.Athaliana.TAIR.TAIES)
I TFICIS— library(BSgenome.Athaliana.TAIR.TAIRS)

"BSgenome.Athaliana.TAIR.TAIRS' F[VIEBED ) i —5

> zource ("http://www.bioconductor.org/biocLite.R™)
Bioconductor wversion 2.14 (BiocInstaller 1.14.1),
> biocLite ("BSgenome .Athaliana . TATR.TATRS™)

BioC mirror: http://bioconductor.org

Uzing Bioconductor wversion 2.14

Installing package (s)

T AAXFXF(A. thaliana) &7/ LERF|EHRZEZ ST
BSgenome.Athaliana. TAIR.TAIR9/ \w/r— 8 &34
HBFICTS—HHTWSHITY , FUEIXLUTD
BYTY,

source("http://www.bioconductor.org/biocLite.R")
biocLite("BSgenome.Athaliana. TAIR.TAIR9")

(EiocInstaller 1.14.1),
'BSgenome .. Athaliana.TATR.TATRS®

[FE0EH A

?biocLite for help

E wversion 3.1.0.

UBL 'http://bicconductor.org/packages/2.14/data/fannotation/bin/windows,/cont$

Content type '"application/zip’

FA L URL

downloaded 36.0 Mk

The downloaded binary packages are in

length 37765491 bytes

(36.0 Mb)

C:\Users\kadota\AppData\Local\Temp\RtmpaoaPGj\downloaded packages

Cld packages: '"AnthropMMD', 'bayesQR', 'Belim', 'care', 'clogitLl', =S
'freestats', 'geomorph', 'gtools', 'investr', 'Jsonlite', 'markovch n .
'meta', 'multicon', 'mvtnorm', 'WLP', 'openWLPF', 'PED', 'pdfetch’', Update aII/some/none. [a/S/n]'
'poisson.glm.mix', 'QCA3Z', 'Rbitcoin', 'regR5M', 'Reol', ‘'rgbif*, ° t%ﬁb\hé:t-‘b% L)gf’d"h\%z_(
'rzm', "ETextureMetrics', '"EWebkLogo', "=da', 'SEEEaBomb', 'segments - -
'seqle=sign', '=segminer', '=jPlot', 'spcr', '=t', '"voima' ‘in—c('\l'\—c-g—o

Opdate all/some/none? [af=s/n]: n

>

L 11J
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IS5—EaHEZDRWNES

& R Console

> libraryv(BSgenome.Athaliana.TAIR.TAIRS)

EEh vy — BSgenome FO-FORTT

ERENGE )5 —3 BiocGenerics HFO-POPTT

ERENZ S = parallel FO-FRTT

AR S =TT A0RF T 1 ‘BiocGenerics’

LIToF IO 3T 2020 T (03T (from ‘package:parallel’)

clusterApply, clusterdpplyLE, clusterCall, clusterEval(,
clusterExport, clusterMap, paripply, parCapply, parlLapply,
parLapplvLEB, parRapply, parSapply, parSapplyvLB

LITOF IO ET 2020 T 0F T (from ‘package:stats’)

®xtaks

LITFOF 1O E22A0ENT(FT  (from ‘package:base’)

anyDuplicated, append, as.data.frame, as.vector, chind,

colnames, do.call, duplicated, ewval, ewvalg, Filter, Find, get,
intersect, is.unsorted, lapply, Map, mapply, match, mget, order,
paste, pmax, pmax.int, pmin, pmin.int, Position, rank, rbind,
BEeduce, rep.int, rownames, sapply, setdiff, =sort, tabkle, tapply,

union, unigue, unlist

ERENEZ S =3 IRanges FO-PPTT
ERENGEZ S —3 GenomicRanges F[-PPTT
ERENGE S —3 GenomeInfolb HO-POPTT
ERENGE S =3 Biostrings FO-POPTT
ERENZ S =3 ¥vector EO-PPTT

> libraryv(BSgenome.Athaliana.TAIR.TAIRS)

- |

4

INVT—D DAV AR—)LIZ, £5— &

library(BSgenome.Athaliana. TAIR.TAIR9)

EXOOT, I5—WNHEKESH I EEmEREL
TWET,

m




AL DEE

INVT—DFARICA VO RAN—=ILT D= Da<
FOERBIEUTOESYTI N, ZEV4A—T—
2AVITERD BT IIXMLO Z/INT A2 TF
source("http://www.bioconductor.org/biocLite.R")
biocLite(“XML")

IR R Console

B EOR 555

> library (TCC)
ERENL e -3 DESeq ®O-MO9TT
Error in loadNamespace (] <- i1[[1L]], c(lib.loc,
YEMLT RSB RID) ST —SEENFEE A
I2-: Jiwd =3 ‘DESeq’ ®O-PTEFHATLE
> source ("http://www.bioconductor.org/biocLite.
Bioconductor wversion 2.14 (BioccInstaller 1.14.1
> biocLite (“XML"™)
> library (TCC)
ERENL e -3 DESeq ®O-MO9TT
Error in loadNamespace (] <- 1[[1L]1],
YEMLT RSB RID) ST —SEENFEE A
Ilﬁ*—: Jiwf =3 YDESeq’ FO-PMTEFHATLE
=

c(lib.loc,

4 Iir

.1libPaths()), wversionCh$%

H1f:|
)» 2?biocLite for help

.1libPaths()), wversionCh$%

&~

m
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