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NAMD, recipient of a 2( . . 2012 Sidney Fernbach Award, and a 2020 Gordon Bell Prize, is a parallel molecular dynamics code designed for high-performance
simulation of large bion s sk Charm++ parallel objects, NAMD scales to hundreds of cores for typical simulations and beyond 500,000 cores for the largest
Research simulations. NAMD usesSFNz i T e i l) 1} bhics program VMD for simulation setup and trajectory analysis, but is also file-compatible with AMBER, CHARMM, and X-PLOR. NAMD is
distributed free of char@ S E=ICN LIELRN DTS an build NAMD yourself or download binaries for a wide variety of platforms. Our tutorials show you how to use NAMD and VMD for

m biomolecular modeling. BTN
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Version 2.14 (2020-08-05) Platforms:

Linux-x86_b4-multicore (64-bit Intel/AMD single node)

Linux-x86 b4-multicore-CUDA (NVIDIA CUDA acceleration)

Linux-x86_b4-netlrts (Multi-copy algorithms, single host or ethernet)
Linux-x86_b4-netlrts-smp-CUDA (Multi-copy algorithms, single process per copy)
Linux-x86_b4-verbs (InfiniBand, no MPI needed, supports multi-copy algorithms)
Linux-x86_b4-verbs-smp (InfiniBand, no MP| needed, supports multi-copy algorithms)
Linux-x86 b4-verbs-smp-CUDA (InfiniBand, no MPI needed, supports multi-copy algorithms)
Linux-KNL-multicore (Intel Xeon Phi KMNL processor single node)

MacOSX_x86 64 (Mac OS5 X for 64-bit Intel processors)

MacOS5SX-x86_ 64-CUDA (NVIDIA CUDA acceleration)

MacOSX-x86_b64-netirts (Multi-copy algorithms)

Winbd Windows 7. 8 _10_etc)

Winbd-CUDA (NVIDIA CUDA acceleration)

Winbd-MPI (\Windows HPC Server, multi-copy algorithms)

Winb4d-MPl-smp-CUDA (HPC Server with CUDA)

Source Code
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o You will need a username and password to download software
I ’ — I\ % A ’ l I i If this is your first download, please choose a username and password to register.

Current NAMD or VMD users, please enter your existing username and password.

rcontinue ..-J Username:

Password:

Continue with registration or download

Your download will continue after you have registered or logged in.

5 . E 0) ﬁ —C'I‘ﬁ *&% :tE &) -C New User Registration for 'Tohru.Terada':
r Reg | ste rJ First and Last Name:

Email Address:

Affiliation:

Academic Government Industrial Other (specify)
The number of people using TCBG software at my site is:

1 2-4 510 11-20 21 or more
| use TCBG software primarily for:

Research Teaching Commerce Personal
The work | do with TCBG software is funded (at least partially) by NIH:

Yes No
Re-enter password for confirmation:

Register
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NAMD 2.14 for Win64

To download this software you must agree to abide by the terms of the following license:

<h3rUniversity of Illinois<br>
NAMD Molecular Dynamics Software<br>
Non-Exclusive, Mon-Commercial Use License</h3>

{pre>

Upon execut ion of this Azresment by the party identified below ["Licensee”)
The Board of Trustees of the University of Illinois ("Illinoig™), on behalf
of The Theoretical Biophysics Group ("TBG”) in the Beckman Institute, will
provide the NAMD molecular dvramics software ("NAMD™) in Executable Code
and/or Source Code form ("Software”™ to Licensee, subject to the following
terms and conditions. For purposes of this Agreement, Executable Code is the
compiled code. which is readv to run on Licensee’s computer. Source code
consists of a set of files which contain the actual prozram commands that are
compiled to form the Executable Code.

| am Tohru Terada and | agree to the terms of this License || Printable version
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