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Elapsed time [s]
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NAMDIZETHEHTE (2)

o PMEif’éﬁ")i%’—.:\.liu‘FO);QE’é T2
cutoff 10.0
switching off
cellBasisVectorl 42.3810 0.0 0.0
cellBasisVector2 0.0 36.4706 0.0 -k
cellBasisVector3 0.0 0.0 42.1148

PME yes
PMEGr1dSizeX 45

PMEGr1dSizeY 40

PMEGri1dSizeZ 45
extendedSystem XSC file name «

e k&EXIINVIT A ZTELE
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