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Mac * Linux

FTEIANIT 4%
—ZF)LEFERLTCOVY Y REST

Windows

Windows Subsystem for Linux (WSL) &F7z (.
VirtualBoxZFDRENY > V& HE > T Linux @3N Y KA
RITTEIRENNDE

BEHA/NTY

HRL T A PIEE



Miniconda 1 > A M=)l
Miniconda: 7—#7#8W 77 v k7 #—/L Anaconda D&R/I\iERk

conda ANV RZFERAUTIKRARBRY N 7 &2@EICA VA N=)L
TE5ZENTED

AmBlZEHEDY 7 b 7 D%< X Bioconda h S FHEgE
https://bioconda.github.io

Miniconda 1 Y XA b—5—0DHEE

A Conda

MacOSX installers
latest
Python version Name Size SHA256 hash
Conda

. Python 3.7 Miniconda3 MacOSX 64-bit bash 50.3 MiB d1fcadf74f9971c27220122723843f6c879at

Conda-build
B Miniconda Miniconda3 MacOSX 64-bit pkg 61.3 MiB f3ede3a58d82fb5dcbca52d291a9edb5cd96:
Windows installers Python 2.7 Miniconda2 MacOSX 64-bit bash 39.4 MiB 0db8f4037e40el3ebld2adc89e054dfh1654]
MacOSX installers Miniconda2 MacOSX 64-bit pkg 47.8 MiB fcc30b2e187a292b34b2e24ad855786a664:

Linux installers

Installing Linux installers

Other resources

Help and support Linux
Contributing Python version Name Size SHA256 hash
Conda license Python 3.7 Miniconda Linux 64-bit 81.1 MiB 957d2f0f0701c3d1335e3b39f235d197837ad69a944 fz

https://docs.conda.io/en/latest/miniconda.html



https://bioconda.github.io/
https://docs.conda.io/en/latest/miniconda.html

Miniconda D1 > A M=l

BT LI N DX
mkdir agribio

cd agribio

AAN—F—DFo>O—R

curl -0 https://repo.anaconda.com/miniconda/Miniconda3-latest-MacOSX-x86_64.sh

A VAN —F—DFT
sh Miniconda3-latest-MacOSX-x86_64.sh
E{TE, BRICUD > TEDS
RECRB>TcM Y A M—F—DHIR
rm Miniconda3-latest-MacOSX-x86_64.sh
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FastQC: U—RKDIAV T4 FzvIDHDY Tk

conda install -c bioconda fastqc
Bioconda %z conda MDEMF v+ XILEUVLTEET 2/, ¢ A avx
EELTWS,

fastp, seqgkit, spades D1 > X ~—JL

conda install -c bioconda fastp segkit spades

fastp: 7% 75 —EHDREY. BEIVAYT DI —RZERY T+
segkit: BEAT—F T T A RBEEZITO>I—FT4 VT4V Tk
spades: 7> 7L DfcHDY T ~
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DRA: DDBJ Sequence Read Arcive H 5 EUS
https://www.ddbj.nig.ac.jp/dra/index.html

EYBEAPHRXELEHDT /Y3 VESTRE

2L DRASearch Search Home © DRA Home
Accession :

Organism : StudyType : )

CenterName : Platform : [T

Keyword :

Show 20 [¢g records Sort by study Search Clear

Data Last Update 2020-05-11
Statistics

Released Entries
Type Count

Submission 1640652
Study 258908

Experiment 8692953
Sample 7833242

Run 9638959

Organism Study Type
# Organism Name Study # Study Type Study
1 Homo sapiens 24473 1 Other 117680
2 Mus musculus 20466 2 Whole Genome Sequencing 69415
3 soil metagenome 7937 3 Transcriptome Analysis 35073
A CAavaliiima lhicaAlaw L7771 A RMAka mAmAmal~~ DAACT?



FRITICEHWST—YDEUS 2

B MEbNTWBY—4U T XT5T—% DRR024501 Z1& 3R
* https://dx.doi.org/10.1186%2Fs12864-015-1435-2

LDRASearch Search Home " DRA Home

FASTQ SRA

Navigation
SubmissionDRA002643 "~ FTP

Study DRP002401
ExperimentDRX022186 "~ FASTQ“~SRA

Run Detail
Alias DRR024501

Instrument model

Date of run
Sample DRS016698
Run center
Number of spots 2,971,310
Number of bases 1,491,597,620
READS (joined) quality show 10 § rows << < 1 / 297131 Page | > || >>

>DRR024501.1
ATGNATCGAAACAGTATTTACAAGATTTGCATACTGAAATTGAAGCTGATCAACACGAAACCATTCCAGCCGGCAAGGGT

AATCTAAACCACCCATTAGCTGTTATTGAAGCTTTGCAGCAACGAGTTGATGATAAAATGACCGTTTCGGTTGATGT
AGCCATTATATTTGGATGGCCCGGCACTTCCGAAGTTATGAGCCTCGCCATTTATTGTTTAGTAATGGGATGCAGACGC



BRICAWST—5 DHE 3 (DRAD Y — N iEERDERK)

Forwardfi]') — I (read1)

h

\ ReverseffllJ — [~ (read}?)
|

DNADRF (insert)

Library Description

Name LH_LOOC260_lib2
Strategy WGS

Source GENOMIC
Selection RANDOM

Layout PAIRED

Orientation
Nominal Length 520 —> nsert ODE_C_‘T
Nominal Sdev 50.0

Construction
Protocol

Spot Information

Number of Reads per
Spots

Spot Length s02 —> read1&read2d DRSO EET

0



BITicAWST—Y 0S4 (—7D5 v >O—RK)
/ddbj_database/dra/fastq/DRA002/DRA002643/DR

P ERTsLI Y]

Y Ll P8 S
DRR024501 _1.fastq.bz2 449 MB 2014/11/12 9:00:00
_. DRR024501_2.fastq.bz2 504 MB 2014/11/12 9:00:00

FovOd—R
curl -0

ftp://ftp.ddbj.nig.ac. jp//ddbj_database/dra/fastq/DRAGOZ2/DRAGD2643/DRX0D2
2186/DRR0O24501_1.fastqg.bz2

curl -0

ftp://ftp.ddbj.nig.ac. jp//ddbj_database/dra/fastq/DRAGOZ2/DRAGD2643/DRX0D2
2186/DRR0O24501_2.fastq.bz2

FE
bunzip2 *.bz2

FPRAIYR *@FITAILND—KNEULTEZ S,



T — 5 BIALEE 1

T=IDYTH YT VT (EREEHED )

BEF100AHDY — Nz
segkit sample -n 500000 DRR024501_1.fastq > DRR024501_1.1M.fastq

segkit sample -n 500000 DRR024501_2.fastq > DRR024502_1.1M.fastq

T — 5 DHER

segkit stat *fastqg

i ohe

file format type num_seqgs sum_len min_len avg_len max_len
DRRO24501_1.1M.fastq FASTQ DNA 499,916 125,478,916 251 251 251
DRRO24501_1.fastq FASTQ DNA 2,971,310 745,798,810 251 251 251
DRRO24501_2.1M.fastq FASTQ DNA 499,916 125,478,916 251 251 251

DRRO24501_2.fastq FASTQ DNA 2,971,310 745,798,810 251 251 251



F—YRILE2 (F—FBIDWVT)

DXLy Y D 1EEHDMAEY—TV IV RAEINTWVWEMN?
(Depth of coverage & M)

g/ L

ZDHEIFH/INL v Dl bx

U—K& x 1YU—KHiDOERS
T/ LYAX

HINLyY =

™M x 250 bp
2.5Mbp

= 100x
M= 8/A (million)
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FastQCIC KB A YT Fzvy

fastqc DRR024501_1.1M.fastq

Per base sequence quality

40
38
36
34
32
30
28
26
24
22
20
18
16
14
12
10

e N b o @™

Quality scores across all bases (Sanger / lllumina 1.9 encoding}

AA&T n i I ITT»

123456789

20-24 40-44 §0-64 BO0-84 100-104 125-129 150-154 175-179 200-204 225-229 250-251
Position In read (bp}

Adapter Content

100

90

8O

70

60

50

40

30

20

10

X Adapter

lllumina Universal Adapter
lllumina Small RNA 3" Adapter
llumina Small RNA 5" Adapter
Nextera Transposase Sequence
SOUD Small RNA Adapter

123456789

20-24 40-44 &0-64 BO-84 100-104 125-129 150-154 175-179 200-204 225-229

Position In read (bp)}
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THFETR—LIE

1ILEF 5473 DIEE

P5 In2 Rd1SP DNA insert Rd2 SP In1 P7
R T
= 5

\ J \ J

AT o= —BRTVIRIVAFRTITE—

DNA 4 ¥ — b . #EbplZBi1e L7=DNA. &A1= B RIS > TILESSI.

P5, P7 - 72—t IILADEES SR
SP = 754 v —$EAERML
In (Index) BT TIVRIEEFTBEO/N—2—F (BHES)

74751) = DNAA Y —F + ARICENTNINDOTH T2 —

ANZIFO—ToY—To—HURT 5. COBELXTELEDHIEIITHUTILART S

https://ip.illumina.com/content/dam/illumina-marketing/apac/japan/documents/pdf/2015 techsupport session10.pdf & V) 5|8

DNA insertdR N WE, U—RBHRICTFTY FIT—EINEENZENH S



https://jp.illumina.com/content/dam/illumina-marketing/apac/japan/documents/pdf/2015_techsupport_session10.pdf

T—YRIAIES
7979 —B5I D%

fastp -1 DRR024501_1.1M.fastq -o DRR0O24501_1.1M.fastp.fastq -1
DRR024501_2.1M.fastq -0 DRR0O24501_2.1M.fastp.fastq

T — 5 BHER

segkit stat *.fastp.fastqg

fastqc DRRO24501_1.1M.fastp.fastq



gTJ/L7EVTV]
Spades®E1T

spades.py -0 assemble -1 DRR024501_1.1M.fastp.fastq -2
DRR024501_2.1M. fastp.fastqg

i o (D HE 8

segkit stat -G N -a assemble/contigs.fasta

segkit stat -G N -a assemble/scaffolds.fasta



T/L7E27Y2 N50
FEFERVEDNSIBICRLTWolc & E L, 2RD50%IC2E U ORI DR S
(B25IR &% L o hIEF19)

Example: | Mbp genome

v
. NP = = 2 11

N50 size = 30 kbp

v
B il b MNMRARAAHRAAM O

N50 size = 3 kbp

18
[X]. M. Schatz http://schatz-lab.org/appliedgenomics2018/lectures/03.GenomeAssembly.pdf
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DFAST 0T (77L& 7 v 7O—R)

D AST Analysis v Archive DFAST-core APl  Download FAQ Help ~

DFAST Prokaryotic genome annotation pipeline

Query File (Fasta format, up to 15Mbyte)

Sranegir 77 TILRZER Demo mode (Sample annotation for E.coli 026)
Job Title
Mail Address

¥ Advanced Options



REIIE

- HEILIBDZ—XHJ/EEX D,

All-in-one DOEHTY—ILHMEZ TWS,
Feature Bactopia ASA’P Nullarbor TORMES
Version 1.3.0 1.2.2 2.0.20191013 1.0

Release Date

February 19th, 2020

November 20th, 2019

October 13th, 2019

February 4th, 2019

Latest Commit

February 23th, 2020

February 19th, 2020

February 23th, 2020

January 30th, 2020

Sequence [llumina lllumina, Nanopore, lllumina lllumina
Technology PacBio

Single End Reads | Yes Yes No No
Workflow Nextflow Groovy Perl + Make Bash
Resume If Stopped | Yes No Yes No

https://www.biorxiv.org/content/biorxiv/early/2020/03/02/2020.02.28.969394. full.pdf & ¥ 5|H



https://www.biorxiv.org/content/biorxiv/early/2020/03/02/2020.02.28.969394.full.pdf




