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“The most dramatic response to 
genomic selection was observed 
for the lowly heritable traits DPR, 
PL, and SCS. Genetic trends 
changed from close to zero to 
large and favorable, resulting in 
rapid genetic improvement in 
fertility, lifespan, and health in a 
breed where these traits eroded 
over time.”
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• ridge regression, LASSO, elastic net

• glmnet etc.
»¸bQf
• BLUP

• rrBLUP
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• SVM, RVM �A�VfĲ�

• kernlab etc.
• random forest

• randomForest etc
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• Bayesian linear regression (Bayesian ridge, Bayesian LASSO)

• BLR etc
• RKHS regression �A�VfĲ�
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