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AppCleaner

AppCleaner is a sm¥l application which allows you to thoroughly uninstall unwanted apps.
Installing an application distributes many files throughout your ..
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AppCleaner is a small
application which allows you
to thoroughly uninstall
unwanted apps.

Installing an application distributes
many files throughout your System
using space of your Hard Drive
unnecessarily.

AppCleaner finds all these small
files and safely deletes them.

Simply drop an application onto
the AppCleaner window. It will find
for the related files and you can
delete them by clicking the delete
button.

Downloads

Version 3.6.8
" For macOS Mojave up to Sequoia

Version 3.6
" For macOS High Sierra (10.13)
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Downloads

Version 3.6.8
For macOS Mojave up to Sequoia

Version 3.6

https://freemacsoft.net/downloads/AppCleaner_3.6.8.zip For macOS High Sierra (10.13)
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Check for updates automatically?

Should AppCleaner automatically check for updates? You
can always check for updates manually from the
AppCleaner menu.

Automatically download and install updates
Don't Check Check Automatically ‘
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~/Library/Application Support/R
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R The Comprehensive R Arch X /“— “/\‘ 3 \/ ‘i 4.5.00 : @i%’%‘ Mac

IS C M@

CRAN
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Search
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About R
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The R Journal
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Y — DA v A k—7FI1FZR-4.5.0-*pkg& %
V. Windows® A1 v X F—F 1%, R-
4.5.0-winexe WV 3., @%27 Y

v 7,

The Comprehensive R Archive Netwog

Download and Install R

Precompiled binary distributions of the base system and contributed
packages, Windows and Mac users most likely want one of these versions
of R:

, Fedora/Redhat, Ubuntu)

¢ Download R for Linux (D
« Download R for macOS
« Download R for Windows

R is part of many Linux distri
package management syste

ns, you should check with your Linux
in addition to the link above.

Source Code for all Platforms

Windows and Mac users most likely want to download the precompiled
binaries listed in the upper box, not the source code. The sources have to
be compiled before you can use them. If you do not know what this means,
you probably do not want to do it!

¢ The latest release (2025-04-11, How About a Twenty-Six) R-
4.5.0.tar.gz, read what's new in the latest version.

« The CRAN directory src/base-prerelease contains R alpha, beta, and rc
releases as daily snapshots in time periods before a planned release.

« Between releases, the same directory src/base-prerelease contains

https://cran.r-project.org/
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%% cran.r-project.org w) t V4 —H- 0)’)@’%‘1 App|e )( -_1a1—
> 'zZoMaclzcoW\WT, 2L E

R for macOS

This directory contains binaries for the base distribution and of R and

3, Intel 7ot v HiEEFHDMacT IE,

Fova—FgE3NYT—IHELRD
‘R The Comprehensive R Arch X : t c;. 4}.,\_,\ l/ -( < 7"“ ){ (OS‘YB 70

r- - ONE i .
R and package binaries for R versions older than 4.0.0 are only availal =D MaC ‘b 2 ‘( J ‘b @ A= t J
so users of such versions should adjust the CRAN mirror setting (nttpq .{j- ] c\_: LD 5 lﬁ E 7{)‘@ U . Intel 70 7 ‘t’ >

accordingly.

YOERMARTINET, )

Note: Although we take precautions when assembling binaries, please koo rrormmorprocoaoon
with downloaded executables.

R 4.5.0 "How About a Twenty-Six" released on 2025/04/11

Please check the integrity of the downloaded package by checking the signature:
pkgutil --check-signature R-4.5.0-armé4.pkg

in the Terminal application. If Apple tools are not avaiable you can check the SHA1 checksum of

the downloaded image:
openssl shal R-4.5.@-armé4.pkg

MacBook Pro
Latest release: ;
For Apple silicon (M1,2,..) Macs: R 4.5.0 binary for macOS 11 (Big Sur) and higher, ZOt w4 2GHz 27 v K27 intel
R-4.5.0-arm64.pkg signed and notarized packages. R ﬁ:::fs S e
SHAT- D = !
hash: a47d9579664f(?ca878b83d9_0416d666f2581&f9c Contains R 4.5.0 framework, Rapp GUI 1.81 , XE 16 GB 3733 MMz
(ca. 97MB, notarized and signed) i . . LPDDRAX
Tel/Tk 8.6.12 X11 libraries and Texinfo 6.8. The SUPLEE CO20VERHMLTN
For older Intel Macs: Iatter‘ th cc;mpo:entsf are" optlona! and“::ar;] be macOS Ventura 13.3
R-4.5.0-x86 64.pkg ommitted w -en choosing "custom install”, they are —
SHAT- only needed if you want to use the tc1tk R package

hash: d1121¢69451118c6e43d66b643c5890083403e7 r build package documentation from sources.
(ca. T00MB, notarized and signed)

macOS Ventura users: there is a known bug in
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R-4.5.0-arr

SHA1-
hash: a47d9579¢

(ca. 97MB, n¢

For older i
R-4.5.0-x8!I

SHA1-
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e

B 5 DO0SIZE 2 2 H DDOR-4.X.Y.pkg
A%Z7Yy 7L, BEEREET (2
ST a—FR740%) TO®K
BEIZVUY T,

23 cran.r-project.org b ¢

This directory contains binaries for the base distribution and of R and packages to run on macOS.
R and package binaries for R versions older than 4.0.0 are only available from the CRAN archive
so users of such versions should adjust the CRAN mirror setting (https://cran-archive.r-project.org)

accordingly.
8 R-4.5.0-x86_64.pkg .
recautions
Mv = & Yrrn—FK e - Q
sksum of
FRT ALY vl
Tl r\pplc DHILUIT IV ,L,..) IVIALD. m *r.J.v uviliail y vl mnmacvuo 1i \L}Iy Ul anu lllyl IUr,

R-4.5.0-arm64.pkg

SHAT1-

hash: a47d9579664f0ca878b83d904 16d66af2581efS9¢ .

(ca. 97MB, notarized and signed) Contains R 4.5.0 frgmevyork, R.app.GUI 1.81,
Tcl/Tk 8.6.12 X11 libraries and Texinfo 6.8. The

Far older Wital Macs: latter. th cc;mpor;]ents. art—i optlonaF and“‘c'ar;]be

R-4.5.0-x86 64.pkg ommitted w gn choosing "custom install", they are

SHAT- only needed if you want to use the tcitk R package

hash: d1121c63451118c6e43d66b643c569008340f3e7 o hyjld package documentation from sources.
(ca. 100MB, notarized and signed)

signed and notarized packages.

macOS Ventura users: there is a known bug in
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& R 4.5.0 for macOS (X86_64) D1 YA k=L

AYE1HR

R 4.5.0

Version 4.5.0 (How About a Twenty-Six)
for macOS 11 (Big Sur) and higher on Intel Macs

This multi-package contains following main components:

- R Framework 4.5.0

- Rapp GUI 1.81

- Tcl/Tk 8.6.13 for X11 (optional, needed for the tcltk R
package)

- Texinfo 6.8 (optional, needed to build documentation in R
packages from sources)

Requirements:
- Intel-based Mac
- macOS 11 (Big Sur) or higher

Note: By default the installer upgrades previous Big Sur Intel
build of R if present. If you want to keep the previous version,
use

pkgutil --forget org.R-project.x86_64.R. fw.pkg’

Zyrhk. MW RF.. B3 il

M. Q%71 %EHERL X7,

¢ RUBKE

o REIEtER

o (ERRTRERN
l

AJ. D

Jl

& R4.5.0 for macOS (X86_64) D1 YA k=L 8

ERRTERN

TIID SUILERLIL 10 WIS I ML WML LI AL D W L Y

GENERAL PUBLIC LICENSE Version 2, June 1991. The terms of
this license are in a file called COPYING which you should have
received with this software.

If you have not received a copy of this file, you can obtain one
via WWW at http://www.gnu.org/copyleft/gpl.html, or by
writing to:

The Free Software Foundation, Inc.,
59 Temple Place - Suite 330, Boston, MA 02111-1307, USA.

A small number of files (the API header files and export files,
listed in R_HOME/COPYRIGHTS) are distributed under the
LESSER GNU GENERAL PUBLIC LICENSE version 2.1. This can be
obtained via WWW at http://www.gnu.org/copyleft/Igpl.html, or
by writing to the address above

The above licenses govern distribution, not use.

" "Share and Enjoy."

@
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O O = student — -zsh — 80x24

Last login: Thu Mar 30 10:33:37 on console
(base) ~ $ defaults write com.apple.finder AppleShowAllFiles TRUE

7 —IFNLhRELES, Ddefaults
write com.apple.finder
AppleShowAllFiles TRUE: (G&%T
BITEANTIZ) AAHLT, V¥ —V
F-zFLET,

(base) ~ $ |} ‘

defaults write com.apple.finder AppleShowAllFiles TRUE
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=>Ju 2o write com.apple.finder

o =
M aC}Riﬁ aX & 5 AppleShowAllFiles TRUEX (&% T

[ JON % student — -zsh — 80x24 ZITZANTIZ) NALT, V¥ —
Last login: Thu Mar 30 10:33:37 on console ;\—’— ’5:#‘13 l_/ i ﬂ_o 55??%)5‘(55'{'5‘6 f:&b
(base) ~ $ defaults write com.apple.finder AppleShowAllFiles TRUE o o
I2@killall Finder&E XA L TU ¥ — v
(base) ~ 5 . W . | ¥—%#F L. "Finder; #RTLZT,
defaults write com.apple.finder AppleShowAliFiies TRUE
® 00 = student — -zsh — 80x24

Last login: Thu Mar 30 10:33:37 on console
(base) ~ $ defaults write com.apple.finder AppleShowAllFiles TRUE

(base) ~ $ killall Finder

(base) ~ § I‘

killall Finder
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RStuduo% VA k=) | IR

RStudio Desktop - Posit v
& C M 25 posit.co/download/rstudio-desktop/ % ¢ D .i, Q
=5 posit PRODUCTS ~¥  OPEN SOURCE ¥  USE CASES ™~  PARTNERS ¥  LEARN & SUPPORT v  ABOUT v Q
DOWNLOAD

RStudio Desktop @

Used by millions of people weekly, the RStudio
integrated development environment (IDE) is a set of
tools built to help you be more productive with R and

Python.

Don't want to download or install anything? Get started
with RStudio on Posit Cloud for free. If you're a

professional data scientist looking to download RStudio
and also need common enterprise features, don't

hesitate to book a call with us.

Want to learn about core or advanced workflows in
RStudio? Explore the RStudio User Guide or the Getting

Started section.

@,

https://posit.co/download/rstudio-desktop/
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RStudio Desktop - Posit X

C @ 2 posit.co/download/rstudio-desktop/

m posit *UCTS v OPEN SOURCE v USE CASES v PARTNERS v LEARN & SUPPORT v~ ABOUT v

1: Install R

RStudio requires R 3.6.0+. Choose a version of R
that matches your computer’s operating system.

R is not a Posit product. By clicking on the link
below to download and install R, you are leaving
the Posit website. Posit disclaims any obligations
and all liability with respect to R and the R website.

DOWNLOAD AND INSTALL R

2: Install RStu

(DRStudiom@%' v >va— KH# 1 k,

@Y LR—CTEICHE, ODEEIL
TTILTWET, ®F 27V v 73T

RStudiod 1 v A b= )ILICHEA F T,

RStudiolt. R (&Python) ®GUI3%

LIRD XD G E DT E WD HEEET

N

W Td, MacOSIMDOSEHD & D

X, @LS5YLTHEIZHY £7,

DOWNLOAD RSTUDIO DESKTOP FOR MACOS

Thiswersion of RStudio is only supported on macOS

13+

~©-

13 and higher. For earlier macOS environments,

please download a previous version.

Size: 607.30 MB | sHA-256: 76E1538B | Version:

2025.05.1+513 | Released: 2025-06-05

All Installers and Tarballs
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RStudic Desktop - Posit

Stud

X

MacOSH D @%.

X

Y

XFE0GDY

vIZ7%&ERBLTY, Windows?d E

x®7TT3,

C M 25 posit.co/download/rstudio-desktop/ Pre R2
posit PRODUCTS v OPEN SOURCE v USE CASES v PARTNERS v LEARN & SUPPORT v ABOUT v Q

oS Download Size SHA-256

Windows 10/11 RSTUDIO-2025.05.1-513.EXE < 281.24 MB 3A553330

macOS 13+ RSTUDIO-2025.05.1-513.DMG < 607.30 MB 76E1538B

Ubuntu 22/Debian 12 RSTUDIO-2025.05.1-513-AMD64.DEB 209.78 MB 89A68B37

Ubuntu 24 RSTUDIO-2025.05.1-513-AMD64.DEB 209.78 MB 89A68B37

Fedora 36/Red Hat 9 RSTUDIO-2025.05.1-513-X86_64.RPM < 224.98 MB 6A97DF24

|
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RStudic Desktop - Posit X

C M 25 posit.co/download/rstudio-desktop/

p05|t’ PRODUCTS ~  OPEN SOURCE v USE CASES v PARTNERS v LEARN & SUPPORT ~  ABO

1: Install R

RStudio requires R 3.6.0+. Choose a version of R
that matches your computer’s operating system.

R is not a Posit product. By clicking on the link
below to download and install R, you are leaving
the Posit website. Posit disclaims any obligations

and all liability with respect to R and the R website.

DOWNLOAD AND INSTALL R

All Installers and Tarballs

X9,

gyva— kAT LT, O
Yy 2ZLT¥mryrao—KYRkEERT
L. @C¥%wrva—KRLEBHE2E=

w
BEDY 7y O— KEE

=
579 MB - 2 5341

2. Install RS rorzer

DOWNLOAD RSTUDIO DESKTOP FOR MACOS 13+

This version of RStudio is only supported on macOS
13 and higher. For earlier macOS environments,

please download a previous version.

Size: 607.30 MB | sHA-256: 76E1538B | Version:
2025.05.1+513 | Released: 2025-06-05

&

X

RStudio-20256.05.1-513.dn 3 [
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’

Applications

~@-

"RStudio.app" & WSRO FVWEHBHN T TIC

RStudio.app

EAC—FROFLUWHE TR ZITH?

NhEBRT

Rk

COEFicHNFET, R

WERZD

S =

dmg7 7 { L RIS B L, FR7
kv 7' 12RStudio-2025.05.1-513
TZAINIHNTE, 2OFICQ
Applications 7 # L ¥ AD > 3 — b
A1y~ E@RStudioR®RFEANTET W E
3, RStudic.app7 1 a3 %Q2
Applications7 + LI KT v 7 L,
7TV —2avI7x I DLI—T 4
U7 4ilcabE—-L&xd, BRIZHD
RStudio?® %3%&. @D &L SITA Y
t—UNRTINDDT, ODEZHRA
LRERLET,

7 X7 kv 7®ORStudio-2025.05. | -
5137+ VFIIRIRL THWEEA,
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O 77U — 37 %)Y DRStudio

. DON=T 3 v BEERA VR =L
RStudiof Y A F =) Mlrtocnzzremaiszs. :

eoe < FIVr—vay 8 = M R =y O O~ Q
<SR Adobe Acrobat Reader.app
@ AirDrop App Store.app
@ BEDIRE &« Automator.app
A FIVT—vay i ccpdg

. <. Chimera.app
B FRI9kv7 &8 Cisco
O &m U FaceTime.app
© ¥yvo—§K @& Font Book.app

@ Google Chrome.app

e £ Google BAFEAD
< iCloud Drive " install.log
& Update iPhone =5—"Y >~ % .app

£ RStudio-202... Launchpad.app

»

@ Microsoft Defender.app
& OneDrive @ Microsoft Excel.app
pe @ Microsoft OneNote.app
o LykK @ Microsoft Outlook.app T
@ Microsoft PowerPoint.app udio.app
® ALYy &% Microsoft Te...s classic.app 77Ur—=va>-142G8
® TIO-— @ Microsoft Word.app i ®RABENSTY
& Hi=3 & Mission Control.app #mA 20254 5F318 +®AE 018
. @ OneDrive.app EQ 2025458318 +#®H 0:18
Photo Booth.app K=Taz 2025.05.1+513
® N—-7I #1 Python 3.12 HFIY FAROYIY =]
® JLA #1 Python 3.13 54
O FRTDIS .. QuickTime Player.app B
‘R R.app )
O Safari.app

1 1
E Macintosh HD > @@ 77U~ =3~ > @ RStudio.app

40



RStudio1 ~

Finder 277) W& &= BR 242F7 ALY
[ NN > PZ7Y4y—vayv
@ Google Chrome.app
@ AirDrop 5 Google BFREAD
@ BEOEE @ iPhone=5—" > app

¢ Launchpad.a
& FIUT—vay HnenpacanD

¥ Microsoft Defender.app
SEE 2 @ Microsoft Excel.app
D &® @ Microsoft OneNote.app
© Y9vn—§K @ Microsoft Outlook.app
@ Microsoft PowerPoint.app
% Microsoft Te...s classic.app

& iCloud Drive @ Microsoft Word.app
& Update &0 Mission Control.app
. . @ OneDrive.app
3 RStudio-2...
@ Photo Booth.app .
& OneDrive e Python 3.12 RStudio.app
g 4w 4 3
QuickTime Player.app
. R R.app b
® LyFRk .
@ RStudio.app .
® ALvy @ Safari.app
1I0— @ siri.app
® Fy—v 4+ Slack.app
5 @ Time Machine.app
® JiL—
@ TV.app
® =TI @ zoom.us.app
® JLo B (X—YF¥vrTFv.app
§ = hl.w4— ann
D FRTOYY ...

B Macintc i _—

Q%

13

A=) &

oo
oo
Il

TITVTr—2avI7x VI
RStudio.app % Dock®4&EX L 7z WM i
BICKIyZ7&Fay7LET,
(RICHEWN=—avoT74 vy
HoTHRICTET K v 7)

RTHEEHST
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RStudion##h & &7

RStudio

e - 2 v Go to file/function ~ Addins ~

Con rminal Background Jobs

R ~ R4.5.0_

R version 4.5.0 (2025-04-11) -- "How About a Twenty-Six"
Copyright (C) 2025 The R Foundation for Statistical Computing
Platform: x86_64-apple-darwin2@

R is free software and comes with ABSOLUTELY NO WARRANTY.
You are welcome to redistribute it under certain conditions.
Type 'license()' or 'licence()' for distribution details.

Natural language support but running in an English locale

R is a collaborative project with many contributors.
Type 'contributors()' for more information and
'citation()"' on how to cite R or R packages in publications.

Type 'demo()' for some demos, 'help()' for on-line help, or
'help.start()' for an HTML browser interface to help.
Type 'q(Q' to quit R.

Environment

Tl | ~To Console  ==ToSource @ ¥

RStudion#&) L £ L 7z, OQ&#t

N—=a VDAV AR=ILTETWS

CENHERTEET,

History Connections Tutorial

’

install.packages("MBCluster.Seq")
install.packages("~/Downloads/MBCluster.S..

Files Plots

21 Install @ Update

Name

System Library
v base
boot

class

cluster

codetools

compiler
v datasets
foreign

Description

The R Base Package

Bootstrap Functions (Originally
by Angelo Canty for S)
Functions for Classification

“Finding Groups in Data™
Cluster Analysis Extended
Rousseeuw et al.

Code Analysis Tools for R

The R Compiler Package

The R Datasets Package

Read Data Stored by ‘Minitab’,
'S', 'SAS', 'SPSS', 'Stata’, 'Systat’,
'Weka', 'dBase’, ...

Packages Help Viewer Presentation

Vers..
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4.5.0
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New File > RStudio
New Project... Addins ~

Open File...

Open File in New Column...
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Open Project...
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Recent Projects
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Save All

Close

Quit Session...

to quit R.
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System Library
v base The R Base Package 4.5.0
boot Bootstrap Functions (Originally 1.3-
by Angelo Canty for S) 31
class Functions for Classification 7.3-
23
cluster “Finding Groups in Data™ 2.1.8.1
Cluster Analysis Extended
Rousseeuw et al.
codetools Code Analysis Tools for R 0.2-
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compiler The R Compiler Package 4.5.0
v datasets The R Datasets Package 4.5.0
foreign Read Data Stored by ‘Minitab’, 0.8-
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'Weka', 'dBase’, ...
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RStudio
o + R . Go to file/function « Addins ~
Console Terminal Background Jobs
R ~R45.0 -~/
R version 4.5.0 (2025-04-11) -- "How About a Twenty-Six"

Copyright (C) 2025 The R Foundation for Statistical Computing
Platform: x86_64-apple-darwin2@

R is free software and comes with ABSOLUTELY NO WARRANTY.
You are welcome to redistribute it under certain conditions.
Type 'license()' or 'licence()' for distribution details.

Natural language support but running in an English locale
R is a collaborative project with many contributors.
Type 'contributors()' for more information and
'citation()"' on how to cite R or R packages in publications.
Type 'demo()' for some demos, 'help()' for on-line help, or
'help.start()' for an HTML browser interface to help.
Type 'q(Q' to quit R.
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I RE, FEADRKRAIZE FZNZEN

<7,

R] Project: (None) ~

Environment History Connections Tutorial P |
2 =5 # Import Dataset ~ % 82 MiB ~ & List ~ -
R ~ 7} Global Environment ~
Environment is empty
Files Plots Packages Help Viewer Presentation . [T
21 Install @ Update
Name Description Vers...
System Library
v base The R Base Package 4.5.0
boot Bootstrap Functions (Originally 1.3-
by Angelo Canty for S) 31
class Functions for Classification 7.3-
23
cluster “Finding Groups in Data"™ 2.1.8.1
Cluster Analysis Extended
Rousseeuw et al.
codetools Code Analysis Tools for R 0.2-
20
compiler The R Compiler Package 4.5.0
v datasets The R Datasets Package 4.5.0
foreign Read Data Stored by 'Minitab’, 0.8-
'S', 'SAS', 'SPSS', 'Stata’, 'Systat’, 90
‘Weka', 'dBase’, ...
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[ ] RStudio
o + R - Go to file/function ~ Addins ~
Console Terminal Background Jobs
R ~R45.0 -~/
R version 4.5.0 (2025-04-11) -- "How About a Twenty-Six"

Copyright (C) 2025 The R Foundation for Statistical Computing
Platform: x86_64-apple-darwin2@

R is free software and comes with ABSOLUTELY NO WARRANTY.
You are welcome to redistribute it under certain conditions.
Type 'license()' or 'licence()' for distribution details.

Natural language support but running in an English locale
R is a collaborative project with many contributors.
Type 'contributors()' for more information and
'citation()"' on how to cite R or R packages in publications.
Type 'demo()' for some demos, 'help()' for on-line help, or
'help.start()' for an HTML browser interface to help.
Type 'q(Q' to quit R.
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QO | OF - - } Go to file/function ~ Addins ~

R~  |‘oroosroeromrernT

R version 4.5.0 (2025-04-11) -- "How About a Twenty-Six"
Copyright (C) 2025 The R Foundation for Statistical Computing
Platform: x86_64-apple-darwin2@ Environment is empty

R is free software and comes with ABSOLUTELY NO WARRANTY.
You are welcome to redistribute it unden coritain conditionc
Type 'license()' or 'licence()' for ¢ " Packases
Install from: 7 Configuring Repositories
Natural language support but runnir [Repository (CRAN) v

Packages (separate muRtiple with space or comma):
R is a collaborative project with mar’ ‘

Type 'contributors()' for more inforn

'citation() ' on how to cite R or R pe lnsFaII to Library: . Plots Packages Help Viewer Presentation — =
| /Library/Frameworks/R.framework/Versions/4.5-x86_64/Resol v| ||| @® update e1071
me Description Vers...

Type 'demo()' for some demos, "help(] “/Install dependencies
'help.start()' for an HTML browser ir
Type 'q(Q' to quit R.

Install Cancel
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R version 4.5.0 (2025-04-11) -- "How About a Twenty-Six"

Copyright (C) 2025 The R Foundation for Statistical Computing

Platform: x86_64-apple-darwin2@ Environment is empty

R is free software and comes with ABSOLUTELY NO WARRANTY.
You are welcome to redistribute it unden coritain conditionc
Type 'license()' or 'licence()' for ¢ " Packases
Install from: 7 Configuring Repositories
Natural language support but runnir [Repository (CRAN) v

Packa parate multiple with space or comma):
R is a collaborative project with mar

Type 'contributors()' for more inforn
'citation()' on how to cite R or R pc¢

el
1071
eltree
eadrm
Type 'demo()' for some demos, 'help(] | eaf dencies
'help.start()' for an HTML browser ir Eadle

Type 'g()' to quit R. eAnalytics

earlygating Install Cancel

Plots Packages Help Viewer Presentation . [
R.framework/Versions/4.5-x86_64/Resol v| ||| @® update e1071

me Description Vers..

earlyR

> earlywarnings
earth
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R version 4.5.0 (2025-04-11) -- "How About a Twenty-Six"
Copyright (C) 2025 The R Foundation for Statistical Computing

Platform: x86_64-apple-darwin2@

R is free software and comes with ABSOLUTELY NO WARRANTY.
You are welcome to redistribute it under cortain conditione

Type 'license()' or 'licence()' for ¢
Natural language support but runnir

R is a collaborative project with mar
Type 'contributors()' for more inforn
'citation()' on how to cite R or R pc

Type 'demo()' for some demos, "help(]
'help.start()' for an HTML browser ir
Type 'q()' to quit R.
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Install from:
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(+ M+ -~ . Go to file/function ~ Addins ~

RStudio

Console Terminal Background Jobs

R ~R45.0 - ~/

R is free software and comes with ABSOLUTELY NO WARRANTY.

You are welcome to redistribute it under certain conditions.

Type 'license()' or 'licence()' for distribution details.
Natural language support but running in an English locale

R is a collaborative project with many contributors.
Type 'contributors()' for more information and

'citation()"' on how to cite R or R packages in publications.

Type 'demo()' for some demos, 'help()' for on-line help, or
'help.start()' for an HTML browser interface to help.
Type 'q()' to quit R.

> install.packages("el071")

also installing the dependency ‘proxy’

r—3 6

)

trying URL "https://cran.rstudio.com/bin/macosx/big-sur-x86_64/contr

ib/4.5/proxy_0.4-27.tgz'

trying URL 'https://cran.rstudio.com/bin/macosx/big-sur-x86_64/contr

ib/4.5/e1071_1.7-16.tgz"'

The downloaded binary packages are in

/var/folders/dc/tmz89bz544n48shrwlpgxtqh@@@@gn/T//RtmpWpCpQ

4/downloaded_packages
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R ~R45.0 -~/

Background Jobs

r—3 7

R is free software and comes with ABSOLUTELY NO WARRANTY.
You are welcome to redistribute it under certain conditions.
Type 'license()' or 'licence()' for distribution details.

Natural language support but running in an English locale

R is a collaborative project with many contributors.
Type 'contributors()' for more information and
'citation()"' on how to cite R or R packages in publications.

Type 'demo()' for some demos, 'help()' for on-line help, or
'help.start()' for an HTML browser interface to help.
Type 'q(Q' to quit R.

> install.packages("el@71")
" also installing the dependency ‘proxy’

trying URL 'https://cran.rstudio.com/bin/macosx/big-sur-x86_64/contr
ib/4.5/proxy_0.4-27.tgz'
trying URL 'https://cran.rstudio.com/bin/macosx/big-sur-x86_64/contr

ib/4.5/e1071_1.7-16.tgz"'

The downloaded binary packages are in
/var/folders/dc/tmz89bz544n48shrwlpgxtqh@@@@gn/T//RtmpWpCpQ

4/downloaded_packages
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Version:
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Suggests:
Published:
DOl
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License:
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Materials:
In views:
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Documentation:

Reference manual:
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RStudio

O + Oy - . Go to file/function ~ Addins ~

Console Terminal Background Jobs =

R *R45.0 - ~/

R is free software and comes with ABSOLUTELY NO WARRANTY.
You are welcome to redistribute it under certain conditions.
Type 'license()' or 'licence()' for distribution details.

Natural language support but running in an English locale

R is a collaborative project with many contributors.
Type 'contributors()' for more information and
"citation()' on how to cite R or R packages in publications.

Type 'demo()' for some demos, 'help()' for on-line help, or
'help.start()' for an HTML browser interface to help.
Type 'q()' to quit R.

> install.packages("el@71")
also installing the dependency ‘proxy’

trying URL 'https://cran.rstudio.com/bin/macosx/big-sur-x86_64/contrib/4.5/
proxy_0.4-27.tgz'
trying URL 'https://cran.rstudio.com/bin/macosx/big-sur-x86_64/contrib/4.5/
el071_1.7-16.tgz’

The downloaded binary packages are in
/var/folders/dc/tmz89bz544n48shrwlpgxtgh@@@dgn/T//RtmpWpCpQ4/downlo

aded_packages
>

(MBioconductor® V) — 23.21 124

®Packages? 7 LT, @Biostrings

LEHRLET,

15 2BiostringsdRX—, 7L,

EITHEAAT., FHAIAMLERTIN
| W (DEVA YR F—LINTH
W) SEEBALTVWIET, AD7bH,
1®InstallzZ7 Y v 7L T, X=1FLD
CRANDSIZA VA R—=ILTEHL N

&

Files Plo ackages Help Viewer Presentation 0
21 Install pdate Biostrings
Name Description Version
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~ Bioconductor®--- 8

OF 7 4 b@CRAN@ii
Biost¥ TITHAA KRR,
IZBiostrings®AY A R 7 v 7 I T W

. @
T

RStudio c5 =2, ~ N
WS TREIPNFRTEEI -
QO + O 2~ Go to file/function ~ Addins ~ oo
Console  Terminal Background Jobs ()] Environment History Connections Tutorial o [
R ~R4.5.0 - ~/ # [ | ©#Import Dataset ~ % 128 MiB ~ = & List ~ .
R ~ 7} Global Environment ~
R is free software and comes with ABSOLUTELY NO WARRANTY.
You are welcome to redistribute it under certain conditions.
Type 'license()' or 'licence()' for distribution details. Environment is empty
Natural language support but running in an English locale
Install Packages
R is a collaborative project with many con
5 . 5 : . Install from: 7 Configuring Repositories
Ty?e Fontrlbutors() for more information [Repository (CRAN) >
"citation()' on how to cite R or R package
iple with space or comma):
Type 'demo()' for some demos, 'help()' for
'help.start()' for an HTML browser interfa . -
a . S - Plots Packages Help Viewer Presentation o ]
Type 'q()' to qu1t R. Biostatistics ks/R.framework/Versions/4.5-x86_64/Reso v | =
BioStatR stall @ Update Biostrings
biostats101 ncies Name Description Version

> install.packages("el@71") BiostatsUHNplus

also installing the dependency ‘proxy’

Install Cancel

trying URL 'https://cran.rstudio.com/bin/macosx/b1g-Sur-x86_64/contrib/4 .5/ 1
proxy_0.4-27.tgz'

trying URL 'https://cran.rstudio.com/bin/macosx/big-sur-x86_64/contrib/4.5/
el071_1.7-16.tgz’

The downloaded binary packages are in
/var/folders/dc/tmz89bz544n48shrwlpgxtgh@@@@gn/T//RtmpWpCpQ4/downlo
aded_packages

>
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Qo R

2~ Go to file/function

Console  Terminal

‘R ~ R4.5.0 - ~/

Background Jobs

~ Addins ~

RStudio

OF 7+ FOCRAND X £ T, @
BiostE TITHAA IR, EHOF
IZBiostrings?Y A k7 v 7 I T W
BOWEBEATRREITRATEZZIN, O

BiostringsZ TXAA L T, @Install,

~

R is free software and comes with ABSOLUTELY NO WARRANTY.
You are welcome to redistribute it under certain conditions.
Type 'license()' or 'licence()' for distribution details.

Natural language support but running in an English locale

R is a collaborative project with many

Type 'contributors()' for more information
'citation()' on how to cite R or R package

Type 'demo()' for some demos, 'help()'

'help.start()' for an HTML browser interfa

Type 'q()' to quit R.

> install.packages("el@71")

also installing the dependency ‘proxy’

trying URL 'https://cran.rstudio.com/bin/macosx/b1g-sur-xso_o4

proxy_0.4-27.tgz'

Install Packages

con
Install from:

7 Configuring Repositories

[ Repository (CRAN)

v]

Packages (sep

multiple with space or comma):

for l Biostrings|

Install to Libra

\ ILibrarylFramew&rks/R.frameworkNersionsl4.5—x86_64lResw v]

v!Install dependencies

Install Cancel

trying URL "https://cran.rstudio.com/bin/macosx/big-sur-x86_64/contrib/4.5/

eld71_1.7-16.tgz’

The downloaded binary packages are in

/var/folders/dc/tmz89bz544n48shrwlpgxtgh@@@@gn/T//RtmpWpCpQ4/downlo

aded_packages
>

ol

[  #Import Dataset ~+ % 128 MiB ~ & List ~ -
7} Global Environment ~
Environment is empty
Plots Packages Help Viewer Presentation P |
stall @ Update Biostrings
Name Description Version
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~ Bioconductor®:--- 10

RStudio

O + O -, Go to file/function ~ Addins ~

Console Terminal
R ~R4.50 -~/
Type 'demo()' for some demos, 'help()' for on-line help, or

'help.start()' for an HTML browser interface to help.

Type 'q()' to quit R.

> install.packages("el@71")
also installing the dependency ‘proxy’

trying URL "https://cran.rstudio.com/bin/macosx/big-sur-x86_64/contrib/4.5/
proxy_0.4-27.tgz"'
trying URL "https://cran.rstudio.com/bin/macosx/big-sur-x86_64/contrib/4.5/
eld71_1.7-16.tgz’

The downloaded binary packages are in

/var/folders/dc/tmz89b 48shrwlpgxtqh@@@@gn/T//RtmpWpCpQ4/downlo
aded_packages
> install.packages("Biostrings™)

Warning in install.packages :
package ‘Biostrings’ is not available for this version of R

A version of this package for your version of R might be available elsewhe
re,

see the ideas at
https://cran.r-project.org/doc/manuals/r-patched/R-admin.html#Installing-p
ackages

Background Jobs ()]

®DaAv Y KHIEITINETH, ©T
L TFIRATEEHA) LEMNTVS
26, ZLTOFRERITADEL
NN Eeh6dbbHhbrEHIT, 2D
* U # TlEBioconductor/Xy o —

DAVAL=INIFTEEHA,

R

Environment is empty

Files Plots Packages Help Viewer Presentation =[]
21 Install @ Update Biostrings
Name Description Version
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- (DBioconductor ®@Biostrings®

BloconductorOD--- | | 250 Tmienvzs.

&—Véﬁ% 4V A M=NLZEIZ. B

® © ® ] sioconductor - Biostrings v

€« » C M@ °s bioconductor.org/packages/release/bioc/htmi/Biostrings.html g 7} 4 0

Registration Open for :

Joint Galaxy/Bioconductor Conference!

Bioconductor

QPEN SOURCE SOFTWARE FOR BIOINFORMATICS

~@-

Home > Bioconductor 3.21 > Software Packages > Biostrings

Biostrings

This is the released version of Biostrings; for the devel version, see Biostrings.

Efficient manipulation of biological strings

platforms ‘all @ rank 9 /2341 support 4 / 4 W in Bioc |> 20 years @ build 'warmings @ updated before release | dependencies 24

| DOI: 18.18129/B9 bioc.Biostrings

Bioconductor version: Release (3.21)

Memory efficient string containers, string matching algorithms, and other utilities, for fast manipulation of large biological sequences or sets
of sequences.

Author: Hervé Pages [aut, cre], Patrick Aboyoun [aut], Robert Gentleman [aut], Saikat DebRoy [aut], Vince Carey [ctb], Nicolas Delhomme
[ctb], Felix Ernst [ctb], Wolfgang Huber [ctb] ('matchprobes' vignette), Beryl Kanali [ctb] (Converted 'MultipleAlignments' vignette from Sweave
to RMarkdown), Haleema Khan [ctb] (Converted 'matchprobes' vignette from Sweave to RMarkdown), Aidan Lakshman [ctb], Kieran O'Neill
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® © ® P sioconductor - Biostrings

< C M 25 bioconductor.org/packages/release/bioc/htmi/Biostrings.html

Bioconductor

OPEN SOURCE SOFTWARE FOR BIOINFORMATICS

(DBioconductor™ ®@Biostrings®

R—J%BHE, {1 VA F—LEIE O
LIV LTHICHYVET, ®OEZS

<7,

* O L 6

Menu —

Author: Hervé Pageés [aut, cre], Patrick Aboyoun [aut], Robert Gentleman [aut], Saikat DebRoy [aut], Vince Carey [ctb], Nicolas Delhomme
[ctb], Felix Ernst [ctb], Wolfgang Huber [ctb] (‘'matchprobes' vignette), Beryl Kanali [ctb] (Converted 'MultipleAlignments' vignette from Sweave
to RMarkdown), Haleema Khan [ctb] (Converted 'matchprobes' vignette from Sweave to RMarkdown), Aidan Lakshman [ctb], Kieran O'Neill
[ctb], Valerie Obenchain [ctb], Marcel Ramos [ctb], Albert Vill [ctb], Jen Wokaty [ctb] (Converted ‘'matchprobes' vignette from Sweave to

RMarkdown), Erik Wright [ctb]
Maintainer: Hervé Pagés <hpages.on.github at gmail.com>

Citation (from within R, enter citation("Biostrings")):

Pagés H, Aboyoun P, Gentleman R, DebRoy S (2@25) Biostrings Efﬁcieni manipulation of biological strings

Installation

To install this package, start R (version "4.5") and enter:

if (l!require("BiocManager", quietly = TRUE))
install.packages( "BiocManager")

BiocManager::install("Biostrings")

For older versions of R, please refer to the appropriate Bioconductor release.

Documentation
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® @ u Bioconductor - Biostrings

< C M 25 bioconductor.org/packages/release/bioc/htmli/Biostrings.html

B1oconductor

OPEN SOURCE SOFTWARE FOR BIOINFORMATIC

(DBioconductor® ® @Biostrings®

CEBRE, VA= NLEIZ O
LIPLTHEHICHBYVET, @DEZS
Td., ODHFRIC TNy r—T%
1A= ILTBITIE. R4LS5ZES)
LTOZEITEL, 1 EEVWTWSZ
ERDOAVET, SNDOERT H &2
5‘;:...

Author: Hervé Pageés [aut, cre], Patrick Aboyoun [aut], Robert Gentleman [aut], Saikat DebRoy [aut], Vince Carey [cIb], Nicolas Delhomme
[ctb], Felix Ernst [ctb], Wolfgang Huber [ctb] (‘'matchprobes' vignette), Beryl Kanali [ctb] (Converted 'MultipleAlignments' vignette from Sweave
to RMarkdown), Haleema Khan [ctb] (Converted 'matchprobes' vignette from Sweave to RMarkdown), Aidan Lakshman [ctb], Kieran O'Neill
[ctb], Valerie Obenchain [ctb], Marcel Ramos [ctb], Albert Vill [ctb], Jen Wokaty [ctb] (Converted ‘'matchprobes' vignette from Sweave to

RMarkdown), Erik Wright [ctb]
Maintainer: Hervé Pagés <hpages.on.github at gmail.com>

Citation (from within R, enter citation("Biostrings")):

Pagés H, Aboyoun P, Gentleman R, DebRoy S (2825) Biostn'ngs Efﬁcieni manipulation of biological strings.

Installation

To install this package, start R (version "4.5") and enter:

if (l!require("BiocManager", quietly = TRUE))
install.packages( "BiocManager")

BiocManager::install("Biostrings")

For older versions of R, please refer to the appropriate Bioconductor release.

Documentation
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[ NON u Bioconductor - Biostrings

< C M 25 bioconductor.org/packages/release/bioc/html/Biostrings.html

Bioconductor

OPEN SOURCE SOFTWARE FOR BIOINFORMATICS

Author: Hervé Pageés [aut, cre], Patrick Aboyoun [aut], Robert Gentleman [aut], Saikat DebRoy [aut], Vince Care'
[ctb], Felix Ernst [ctb], Wolfgang Huber [ctb] ('matchprobes' vignette), Beryl Kanali [ctb] (Converted 'MultipleAlig

N
Bloconductord)--- | 4

(DBioconductor® ® @Biostrings®
R—TV%2HB¥EF, 1 VA= ILZEIZ, O
LY LTEICHYVET, DDOE T3
T3, ODF»IC TZONYr—T%
A VRAF= LT BIC1E,. R4LERE
LTOZEITEL, J EEWVWTWACZ
EDrbMhVET, TNODERT HEZ
At R&EXE-0O0av v K21
t°_[/'(...

to RMarkdown), Haleema Khan [ctb] (Converted 'matchprobes' vignette from Sweave to RMarkdown), Aidan Lakshman [ctb], Kieran O'Neill
[ctb], Valerie Obenchain [ctb], Marcel Ramos [ctb], Albert Vill [ctb], Jen Wokaty [ctb] (Converted 'matchprobes' vignette from Sweave to

RMarkdown), Erik Wright [ctb]
Maintainer: Hervé Pagés <hpages.on.github at gmail.com>

Citation (from within R, enter citation("Biostrings")):

Pagés H, Aboyoun P, Gentleman R, DebRoy S (2925) Biostn'ngs Efﬁcient manipulation of biological stn'ngs

Installation

To install this package, start R (version "4.5") and enter:

if (!require("BiocManager", quietly = TRUE))
install.packages( "BiocManager")

BiocManager::install("Biostrings")

For older versions of R, please refer to the appropriate Bioconductor release.

Documentation
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RStudio
o - xR 3~ $ Co to file/function ~ Addins ~
Console Terminal Background Jobs ' ()]
R ~R4.5.0 -~/

Type 'demo()' for some demos, 'help()' for on-line help, or
'help.start()' for an HTML browser interface to help.
Type 'q()' to quit R.

> install.packages("el@71")
also installing the dependency ‘proxy’

trying URL "https://cran.rstudio.com/bin/macosx/big-sur-x86_64/contrib/4.5/
proxy_0.4-27.tgz"
trying URL "https://cran.rstudio.com/bin/macosx/big-sur-x86_64/contrib/4.5/
el071_1.7-16.tgz"’

The downloaded binary packages are in
/var/folders/dc/tmz89bz544n48shrwlpgxtgh@@@@gn/T//RtmpWpCpQ4/downlo

aded_packages

> install.packages("Biostrings")

Warning in install.packages :
package ‘Biostrings’ is not available for this version of R

A version of this package for your version of R might be available elsewhe
re,

see the ideas at
https://cran.r-project.org/doc/manuals/r-patched/R-admin.html#Installing-p
ackages

(DBioconductor® ® @Biostrings®
R—TV%2HB¥EF, 1 VA= ILZEIZ, O
LIV LTEICHYVET, GO S
T3, ODERIC TZDONYFr—T%
|41 Y2 =T BT, R44LERY
LTOZEITEL, J EEVWTWASCZ
EhHHIMrVET, TNDODERTHEZ
A5, REzxE-O0©navy F&a
E— L T. @Consoled@i& ® #HAA T
R=Z2hE&, 2WS5Z,TT,

Files Plots Packages Help Viewer Presentation P |
) install @ Update Biostrings
Name Description Version
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Session Build Debug Profile Tools Window Help

(DBioconductor® ® @Biostrings®

R—Vz2EE\, 1 VA= LZEIE, G
LOIFLTHICHDYVET, DDEZ3
T, ODFHIT TZoNyTr—v %

& RStudio g Edit Code View Plots
‘e0e@
Ol -lopl- k

Console Terminal Undo
‘R ~R4.5.0 -~/ Redo
Type demo()"' 1 et
help:staft Comy
Type 'q0) Paste

Paste with Indent
> install.padkc gelect Al

also installin Froiding

trying URL "hti Findin Files..
proxy_0.4-27.t¢
trying URL "hti
el1071_1.7-16.t¢ Preferences...
BEAN
The downloaded BEEAD RN,
/var/fC gyzrpn

aded_packages

Clear Console

> install.packages("Biostrings")

re,
see the ideas at

ackages

Warning in install.packages :
package ‘Biostrings’ is not available for this version of R

>

RStudio

~ Addins ~

D' for on-line help, or
nterface to help.

xy’
I/bin/macosx/big-sur-x86_64/contrib/4.5/

I/bin/macosx/big-sur-x86_64/contrib/4.5/

n
-8shrwlpgxtgh@00@gn/T//RtmpWpCpQ4/downlo

A version of this package for your version of R might be available elsewhe

https://cran.r-project.org/doc/manuals/r-patched/R-admin.html#Installing-p

| EDDPYET,

AV AR=ILT3I21F. R4LLEZ#RE
w L TOZEITEL, J EEVLWTWSCZ
CHNDODERT HEZ
A3, Réizxd-@Onav Kz
E— L T. MConsoled & D FHHANT
R—ZrHE&L, WS TT., G
Edit. @Paste.

Files Plots Packages Help Viewer Presentation P |
©/ Install @ Update Biostrings
Name Description Version
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[ ON ) RStudio

o - O -, =2 $ Go to file/function + Addins ~

Console Terminal

‘R *R4.5.0 -~/

> install.packages("el@71")
also installing the dependency ‘proxy’

trying URL "https://cran.rstudio.com/bin/macosx/big-sur-x86_64/contrib/4.5/
proxy_0.4-27.tgz"
trying URL 'https://cran.rstudio.com/bin/macosx/big-sur-x86_64/contrib/4.5/
el071_1.7-16.tgz"’

The downloaded binary packages are in
/var/folders/dc/tmz89bz544n48shrwlpgxtgh@@@@gn/T//RtmpWpCpQ4/downlo

aded_packages

> install.packages("Biostrings")

Warning in install.packages :
package ‘Biostrings’ is not available for this version of R

A version of this package for your version of R might be available elsewhe
re,

see the ideas at
https://cran.r-project.org/doc/manuals/r-patched/R-admin.html#Installing-p
ackages

> if (!require("BiocManager", quietly = TRUE))
install.packages("BiocManager")

BiocManager::install("Biostrings"j

Background Jobs ()]

TeprbhruEd,

(DBioconductor® ® @Biostrings®

R—Vz2EE\, 1 VA= LZEIE, G
LOIFLTHICHDYVET, DDEZ3
T3, QORI 'ZoNyTr—T%

|41 Y2 =T BT, R44LERY

LTOEEITEL, J EEVWTWSEC
CNDERTHEZ
Ak, REsxE-@Onav v K%z
E— L T. @Console@i@m® ##MNT
R—Z2FrE&, 2022 TT., G
Edit. @Paste, CABRUICRS

DT, V¥—vF—%2FL TEMT,

Files Plots Packages Help Viewer Presentation P |
©Jinstall @ Update Biostrings
Name Description Version

75




N
~ Bioconductor®d:--- |8

RStudio

o - R - Go to file/function + Addins ~

Console Terminal

R *R4.5.0 - ~/ =
A VEI'DLUII Ul LUIILD> PULRUYE 1UIN yUuul® VEI'DLUII Ul RN ILYIIL UE UuvulLLuvLe cLsewier

see the ideas at
https://cran.r-project.org/doc/manuals/r-patched/R-admin.html#Installing-pc

> if (!require("BiocManager", quietly = TRUE))

- install.packages("BiocManager™)

trying URL "https://cran.rstudio.com/bin/macosx/big-sur-x86_64/contrib/4.5/
30.25.tgz"'

Content type 'application/x-gzip' length 503691 bytes (491 KB)

downloaded 491 KB

The downloaded binary packages are in
/var/folders/dc/tmz89bz544n48shrwlpgxtgh@@@@gn/T//RtmpWpCpQ4/downlo
>

> BiocManager::install("Biostrings")

'getOption("repos")' replaces Bioconductor standard repositories, see
'help("repositories", package = "BiocManager")' for details.
Replacement repositories:

CRAN: https://cran.rstudio.com/
Bioconductor version 3.21 (BiocManager 1.30.25), R 4.5.0 (2025-04-11)
Installing package(s) 'BiocVersion', 'Biostrings'
also installing the dependencies ‘sys’, ‘askpass’, ‘curl’, ‘mime’, ‘openss]
r’, ‘jsonlite’, ‘generics’, ‘UCSC.utils’, ‘GenomeInfoDbData’, ‘BiocGeneric:
s’, ‘IRanges’, ‘XVector’, ‘GenomeInfoDb’, ‘crayon’

Background Jobs ()]

TeprbhruEd,

(DBioconductor® ® @Biostrings®

R—TV%2HB¥EF, 1 VA= ILZEIZ, O
LIV LTEICHYVET, GO S
T3, ODERIC TZDONYFr—T%
AV AF=ILTBI2IE, R4L4LE#RS
LTOZEITEL, J LEVWTWSCZ
CNDERTHEZ
Ak, REsxE-@Onav v K%z

E—L T. @Console®@i&®#WNT
R—Z2hHL, VW52, TT., ®

Edit. @Paste, OWZALBRLIC%E S
DT, V¥—rF—%FLTEIT, 2
IWBERBRUTA VA= LDEBEY 7.

H

@ Update
Name Description

©/ Install Biostrings

Version
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| NN RStudio
QO - ORllc~ Go to file/function ~ Addins ~
Console Terminal Background Jobs
R ~R4.5.0 - ~/
30.25.tgz"'
Content type 'application/x-gzip' length 503691 bytes (491 KB)

downloaded 491 KB

The downloaded binary packages are in

BETODESIZ Tav A LHLE
NN T =2 =X 77464
VAR=NTBEMN? Lo -ERE
2 =HBEIE. ON1FV 7740 T
126.2.3. V-7 714 7% 56.3.0
. ®@V—RT7 74 ILTIRLYERHD
N—=a VvoORAITERT TH. K
FAIRICH DD /Ny or — L D EH A8
WDOWNWTWARWITREMEY®, {EEDIESH
XEZEREL. RREODEEHI L IFHNIL--

/var/folders/dc/tmz89bz544n48shrwlpgxtqh@@@@gn/T//RtmpWpCpQ4/downloaded_packages

>
> BiocManager: :install("Biostrings")

'help("repositories"”, package = "BiocManager")' for details.
Replacement repositories:
CRAN: https://cran.rstudio.com/

Installing package(s) 'BiocVersion', 'Biostrings'

s’, ‘IRanges’, ‘XVector’, ‘GenomeInfoDb’, ‘crayon’

There is a binary version available but the source version is
later:
binary source needs_compilation
curl 6.2.3 6.3.0 TRUE

'getOption("repos")' replaces Bioconductor standard repositories, see

Bioconductor version 3.21 (BiocManager 1.30.25), R 4.5.0 (2025-04-11)

Files Plots Packages Help Viewer .. [
21 Install @ Update Biostrings
Name Description Ve

also installing the dependencies ‘sys’, ‘askpass’, ‘curl’, ‘mime’, ‘openssl’, ‘R6’, ‘htt
r’, ‘jsonlite’, ‘generics’, ‘UCSC.utils’, ‘GenomeInfoDbData’, ‘BiocGenerics’, ‘S4Vector

Do yo t to all from sources the package which needs compilation? (Yes/no/cancel)
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o« R .

Console Terminal
R ~R4.5.0 - ~/
0.25.tgz’

N
~ Bioconductor®--- 20

RStudio
Go to file/function ~ Addins ~

Background Jobs

Content type 'application/x-gzip' length 503691 bytes (491 KB)

downloaded 491 KB

The downloaded binary packages are in

/var/folders/dc/tmz89bz544n48shrwlpgxtqh@@@@gn/T//RtmpWpCpQ4/downloaded

>
> BiocManager:

r’, ‘jsonlite’,

:install("Biostrings")

'getOption("repos")' replaces Bioconductor standard repositories, see
'help("repositories"”, package = "BiocManager")' for details.
Replacement repositories:
CRAN: https://cran.rstudio.com/

Bioconductor version 3.21 (BiocManager 1.30.25), R 4.5.0 (2025-04-11)
Installing package(s) 'BiocVersion', 'Biostrings’'
also installing the dependencies ‘sys’, ‘askpass’, ‘curl’, ‘mime’, ¢
‘generics’, ‘UCSC.utils’, ‘GenomeInfoDbData’, ‘BiocGenerics’,
‘IRanges’, ‘XVector’, ‘GenomeInfoDb’, ‘crayon’

There is a binary version available but the source version is

later:

binary source needs_compilation
curl 6.2.3 6.3.0 TRUE

BRETODESIT Tay /XA ILHALE
WINY T =22 —AT7 741 6A
/Z k=L 3TB3H»1?, o 7-ER%Z
2 EIE. ON1F YV T77140LT
136.2.3. @V —RX7 741 7%56.3.0
. OQV—RT7 74 NLTIFLYERHHD
N—=2a VOREANTET T A, KR
BRICH BeDINY r— 2 D B H:E
WDOWNWTWARWITREPE®, {EEDIESH
XEEEL, REOEHLI T ITFNIL---
TQEARNIINEITBEAATY ¥ —
v TLEWTT,

Files Plots Packages Help View . [
Ol install @ Update Biostrings

Name Description Vi

, ‘R6’, ‘htt

‘S4Vectors’,

Do you want to install from sources the package which needs compilation? (Yes/no/cancel) d
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RStudio

e - Cr . Go to file/function ~ Addins ~

Console Terminal

R ~R45.0 - ~/
| LIISLULLLIIY LIIE DUUI'LE pPULRUyc

Background Jobs
UENUINELIN UUUVULU

trying URL 'https://bioconductor.org/packages/3.21/data/annotation/src/contrib/
Data_1.2.14.tar.gz’
Content type 'application/x-gzip' length 13236772 bytes (12.6 MB)

downloaded 12.6 MB

* installing *source* package ‘GenomeInfoDbData’

** this is package ‘GenomeInfoDbData’ version ‘1.2.14°

using staged installation

data

inst

help

**¥* installing help indices

** building package indices

** testing if installed package can be loaded from temporary location
** testing if installed package can be loaded from final location

** testing if installed package keeps a record of temporary installation path
* DONE (GenomelInfoDbData)

¥ %
* %
* %

* %

The downloaded source packages are in

TODESIC 7y FTF—FT3
NPy EWo EREXITIGEIE.

ARBEOEZEZHOBVRY, TOEXR
BIZnEITBERAATY Y —V ) TEW
TY., @D &Sicavy KAAFLR
B (avvyKForFhreunngyg)
IZH > TWHIEOKTY., 4 LBE

"Update all/some/none?; & EH A

TERL, TeiTBAATY Y —

/Jéﬁu LTI,
Files Plots Packages Help View . [
2 Install @ Update Biostrings
Name Description N

‘/private/var/folders/dc/tmz89bz544n48shrwlpqxtqh@@0@gn/T/RtmpWpCpQ4/downloaded_pac

kages’

| 0ld packages: 'BiocManager', 'cufl', 'lattice', 'mgcv'

Update all/some/none? [a/s/n]:

[ 4
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" & LOARAD G ELEWIBE I,
Bloconductord)-" 22 ..

@QUu—RARY v 2L THTLEX

RStudio
O - R 2~ L Co to file/function ~ Addins ~ R! Project: (None) ~
Console  Terminal Background Jobs ()] Environment History Connections Tutorial o [
R - R45.0 - ~/ 2 [ Import ~ | %185MiB - | & List ~ v

g ey e B e T el L i

R ~ 7} Global Environment ~

bData_1.2.14.tar.gz"'
Content type 'application/x-gzip' length 13236772 bytes (12.6 MB)

downloaded 12.6 MB Environment is empty

* installing *source* package ‘GenomeInfoDbData’
** this is package ‘GenomeInfoDbData’ version ‘1.2.14°
** ysing staged installation

** data

** inst

** help

*** installing help indices

*k bUIldlng PGCkage indices Files Plots Packages Help Viewer Presentatic . [~
** testing if installed package can be loaded from temporary location ol install @ Update Biostrings

** testing if installed package can be loaded from final location Name Description Ver...

** testing if installed package keeps a record of temporary installation path
* DONE (GenomeInfoDbData)

The downloaded source packages are in
‘/private/var/folders/dc/tmz89bz544n48shrwlpgxtqh@@@dgn/T/RtmpWpCpQ4/downl
ckages’

0ld packages: 'BiocManager', 'curl', 'lattice', 'mgcv'

Update all/some/none? [a/s/n]:
n
>
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" & LOAHR AT S 2L WA 1,
BIOCOndUCtOI’O)“‘ 23 » @Z A7E U TBiostrings/\ v

@UD—F?&/%WLT&T<#~

RStudio b‘—\/ nn$/]' /X I\—}[/J{“fg.\.t

© + Og - . Go to file/function ~ Addins ~

Console Terminal Background Jobs

R A0 T e I EREYITRRTTENWT T,

ERERTEET, TTETTEHUL,

bData_1.2.14.tar.gz"'
Content type 'application/x-gzip' length 13236772 bytes (12.6 MB)

downloaded 12.6 MB Environment is empty

* installing *source* package ‘GenomeInfoDbData’
** this is package ‘GenomeInfoDbData’ version ‘1.2.14°
** ysing staged installation

** data

** inst

** help

*** installing help indices

** building package indices Files Plots Packages Help Viewer Presentatic .. [
** testing if installed package can be loaded from temporary location Ol install | @ update Biostrings

** testing if installed package can be loaded from final location Name Description Ver...

** testing if installed package keeps a record of temporary installation path Biostrings Eﬁﬂgﬁﬁ?&ﬁ;?“onOf 2.76.0

* DONE (GenomeInfoDbData)

The downloaded source packages are in
‘/private/var/folders/dc/tmz89bz544n48shrwlpgxtqh@@@dgn/T/RtmpWpCpQ4/downl
ckages’

0ld packages: 'BiocManager', 'curl', 'lattice', 'mgcv'

Update all/some/none? [a/s/n]:
n
>
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" 52| BRELT, OOBLVICRATNAS

"NE5Fv—7, 27Vv 7353k,

BloconductorOD--- Q4L | oComsolem@mr s V7452 me

RStudio ? i —d—

© + Og - . ! Go to file/function ~ Addins ~
Console  Terminal Background Jobs ' ()]
R R 4 505
7 or 4

bData 1.2.14. tar gz'
Content type 'application/x-gzip' length 13236772 bytes (12.6 MB)

downloaded 12.6 MB

* installing *source* package ‘GenomeInfoDbData’

** this is package ‘GenomeInfoDbData’ version ‘1.2.14°

** ysing staged installation

** data

** inst

** help

*** installing help indices

** building package indices

** testing if installed package can be loaded from temporary location
** testing if installed package can be loaded from final location

** testing if installed package keeps a record of temporary installation path
* DONE (GenomeInfoDbData)

The downloaded source packages are in
‘/private/var/folders/dc/tmz89bz544n48shrwlpgxtqh@@@dgn/T/RtmpWpCpQ4/downl
ckages’

0ld packages: 'BiocManager', 'curl', 'lattice', 'mgcv'

Update all/some/none? [a/s/n]:
n
>

ironment

= | G Import ~ | % 186 MiB v | @

History = Connections  Tutorial |

s

7} Global Environment ~

Files Plots

List ~

Environment is empty

Packages Help Viewer

Ol install | @ Update

Name
Biostrings

Description

Efficient manipulation of
biological strings

Presentatio .. [
Biostrings
Ver...
2.76.0
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~ Bioconductor®-

2%

.« 25

RStudio
o« R Tl $ Go to file/function ~ Addins ~
Console Terminal Background Jobs
‘R ~R45.0 -~/
>

e LT, OohH-VICRATWS
NEF>s5xv—27, 27Vvw 735k,
@Console@Ei@m%® 7 V7352 AT

TEJ, RITR,

TTojTTTUYOTIeT

= Environment History Connections Tutorial

/
&

=0

ol | List ~

“*Import ~ % 186 MiB ~

R ~ (7} Global Environment ~

Environment is empty

Files

Plots Packages Help Viewer Presentatic . [
Ol install @ Update Biostrings
Name Description Ver...
Biostrings  Efficient manipulation of 2.76.0

biological strings
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~ Bioconductor?:--- 26

O - Orlce-

Co to file/function
Console  Terminal

R *R45.0 -~/
>

Background Jobs

RStudio
~ Addins ~

Confirm Clear History

Are you sure you want to clear all
history entries?

e

2%

@Historys 7'izld, TNETEITL

lav Y FOBRERRAIAHYET, 2
55I2D2WTH, @BXUG®EZV v
735, BRERZZVTTEZET,

= Environ History  Connections Tutoria |
2 | sole  =#ToSource © §
install. ages("MBCluster.Se

install.packages("~/Downloads/MBCluster..
install.packages("el@71")
install.packages("Biostrings")

if (!require("BiocManager", quietly = T..
install.packages("BiocManager")
BiocManager: :install("Biostrings")

Files Plots Packages Help Viewer Presentatic .. [
21 Install @Update

Biostrings
Name Description Ver...
Biostrings  Efficient manipulation of 2.76.0

biological strings
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S| @Historys 7icld, TMETERITL
a2 vy FoBRERIANOY T, 2
BloconductorOD--- 27 | ioionts. @B LUGESY 5

T i 735, BRERZ=7VT7TCEET,
Console  Terminal sackgro;;.d Jobs % fﬁ:'f&o

Tl |
>

~To Console = ToSource @ s

Files Plots Packages Help Viewer Presentatic .. [
Ol install @ Update

Name Description

Biostrings

Ver...
Biostrings  Efficient manipulation of 2.76.0
biological strings
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targz7 7 AN D |

R CRAN: Package MBCluster.¢

< C M 25 cran.r-project.org/web/packages/MBCluster.Seq/index.html

Package ‘MBCluster.Seq’ was removed from the CRAN repository.

Formerly available versions can be obtained from the archive.

Archived on 2022-06-22 as check problems were not corrected Hespite reminders.
A summary of the most recent check results can be obtained from the check results archive.

Please use the canonical form nttps://CRAN.R-project.ora/package-MBCluster.Seq tO link to this page.

RRIZ, tar.gz& WO BKRTF D DW=,
RN —LDREBI 7 ANET IV
O—FLTHEWTIHOSA VA R=ILT
2¥UFEERLET, 22TE,. OR
EIZRBRINTVWELOD, @
MBCluster.Seq& 5 D> TCRAN
NOHRWPBINTWENY T =T L
LTHIALET, @Y v 75&Iz, &
HINTWREEFEO T 7LD T — A
147 (RE) XNTWE T,

https://CRAN.R-project.org/package=MBCluster.Seq t 87




'__

tar.gz7 7 AN D- 2

R Index of [src/contribjArchive, X +

< C M 25 cran.r-project.org/src/contrib/Archive/MBCluster.Seq/

Index of /src/contrib/Archive/MBCluster.Sq

Name Last modified Size Description

3 Parent Directory -
l[} MBCluster.Seq_1.0.tar.gz 2012-10-29 08:57 29K

Apache Server at cna.#ject. org Port 443

RRIZ, tar.gz& WO BBRTF DDz,
RNy T =S DREMETZ 7 ANET DV
O—FLTHEWTIHLHA VAR ILT
Y HELRILET, 22T, OR
EIZHBRINTWE DD, @
MBCluster.Seq & \» 5 7» > TCRAN
NORPFINTWENY T =T 2P L
LTHEALET, @DY vy 75kIC, &
BEINTWLEBRO T 7 ANDT — A
17 (RE) INTVWET, TALE
LickaDT, Wtar.gzZ7 7 1 V&5
vva—FLET, (ZoATIRTY
Ya—RI7xVFIERELELE, )
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" (DPackages? 7 LT, @

tar. gZ 7 /f ) 0) eee 3 MBCluster.Seq& iT5RA T, ik

NITLERING W (e, 1 VR

Z.; _ =L XNTHW) 2 EEREALTH
e 9., 209, Glnstall#4F L <.
X% |FLEDCRANASIEA VR F—IL

TELWZ 2R LET,
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" JE— (DPackages? 7 £ T, @
MBCluster.Seq& i THAA T, Fbr
tar 927 ’f }[/0)"' 4 Wrﬂti%;r‘\‘gﬂmw (e, 1R
| | st P SMTHN) S EBRL T
°“ ST e Bt £9., 207». Glnstall 21 L T,
R -R450 -~/ IXIFTEDCRANI S IFA VA =L
’ TERWI LR LET, @CRAN
Tlx. ®MBCluster.SeqA™E# & L
TUVARART Y 7INEVWOTTFELD
X FTH. @Install,

Install Packages

Install from: 7 Configuring Repositories
| Repository (CRAN) v/

Packages (separate iple with space or comma):
I MBCluster.Seq ‘

Install to Library:

— - \ Files Plots Packages Help Viewer Presentatic .. [
| /Library/Frameworks/R.framework/Versions/4.5-x86_64/Resol v | =
) ' Ol install @ Update MBCluster.Seq
v!IInstall dependencies Name Description VEr

Install Cancel

S =

q0



tar gz7 AIND--5

RStudio
o - Ok - o file/function ~ Addins ~

Console Terminal Background Jobs
R ~R45.0 -~/
> install.packages("MBCluster.Seq")

Warning in install.packages :

package ‘MBCluster.Seq’ is not available for this version of R

see the ideas at

ODIAT Y EAERITEINELEDN, @
not available 5 &HH B &SI, @
Yoa— FL T4HMBCluster.Seq/N v
=V DNA VA= LINTVWHEWNT
ERHhY FT,

A version of this package for your version of R might be available elsewhere

2 H ~To Console =#=ToSource @ §

install.packages("MBCluster.Seq")

https://cran.r-project.org/doc/manuals/r-patched/R-admin.html#Installing-packages

Files Plots Packages Help Viewer Presentatic .. [
Olinstall | @ Update MBCluster.Seq

Name Description Ver...
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" JE— D037y FARITENE LA, D
not available 5 HbHHhB L5112, @
tal’ 927 ’f }[/0) *ee 6 Y2 — kL T4HMBCluster.Seq/\ v
| Rstudio —HhA VA= INTVWWEHEWNWS
EADNYET, &3 | EGInstallE
R - R45.0 -~/ IV 7, OFNYov27Y)yITF
> install.packages("MBCluster.Seq") 25 é: .

Warning in install.packages :

package ‘MBCluster.Seq’ is not available for this version of R

A version of this package for your version of R might be available elsewhere,
see the ideas at

https://cran.r-project.org/doc/manuals/p-j " Packages

Install from: ? Configuring Repositories
| Repository (CRAN) v

Packages (separate multiple with space or comma):

| |

Install to Library: . ) )
— - ~ Files Plo ackages Help Viewer Presentatic .. [T
\. /Library/Frameworks/R.framework/Versions/4.5-x86_64/Reso v'|

©/ Install pdate MBCluster.Seq
v!IInstall dependencies Name

Description Ver...

Install Cancel

q2



"
tar gz7 AIND -]

Qo /R

3~ # Go to file/function

Console Terminal
‘R~ R4.5.0 - ~/
> install.packages("MBCluster.Seq")

Background Jobs

Warning in install.packages :
package ‘MBCluster.Seq’

see the ideas at
https://cran.r-project.org/doc/manuals/r-}

~ Addins ~

RStudio

is not available for this version of R

A version of this package for your version of R might be available elsewhere,

DAY FHAERITINELEDN, @
not available®» 5t Hh b L5112, B
Yo— kL THMBCluster.Seg/\ v
— DA VA= INTVWEHENWS
EhbMrUFERT, &I E®Install %
g7V 72, @FTNI 9 w27V I
OFRLENBZDT, TbHIW
VERAB L

Install Packages

Incrall fram:

v Repository (CRAN)

7 Chnfinurinn Ranncitnrigs

Package Archive File (.tgz; .tar.gz)

|

|

Install to Library:

| /Library/Frameworks/R.framework/Versions/4.5-x86_64/Resol v:|

v!Install dependencies

Install Cancel

Files Plo

ackages Help Viewer Presentatic .. [T
&/ Install pdate MBCluster.Seq
Name Description Ver...
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tar gz7 AIND--+ 8

@ -+ O

Console Terminal Background Jobs

R ~R45.0 - ~/

> install.packages("MBCluster.Seq")

see the ideas at

Warning in install.packq”
package ‘MBCluster.SeI

https://cran.r-project.¢

+ Addins ~

RStudio

ODawy FAEITINELEDN, @
not available®» 5t Hh b L5112, B
Yo— kL THMBCluster.Seg/N v

=D A VA= ILINTWVWEWNWS
ENRHHMrYFET, &I IEB®Install%z

gV 7, @TNIT o vEI7Y9IT
e, ONROHENBZDT, THH6ICY)

@ BEOEE

A version of this packag x4 77u+s--

B FRI k-
O &%
® ¥ovn--

& Update

<> OneDrive

® LyFR

ALy
fIO—
Y=

~F1l.—

& iCloud Dri...

>

D v 2 v [5 student

3 student >

@ 5

DI EW
= Yorn—-K
S FRINYT
RV

= EVFy

_—

@ =a1-Yvs

dUEALE. FBEDESBREICES
T, targz7 7 A LV ZBRTETHRE

So KU E T,

N s Help Viewer Presentatic
T—A =i MBCluster.Seq

tion Ver...

FrrtiL
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= QDAY EARITINELEDN, @
not available®» 5t Hh b L5112, B
tal’ gZ 7 ’f }[/ o) *e° q Yo— kL THMBCluster.Seg/\ v

: | RStudio =R AL VAR=ILINTVENWS
TG \ EhbArUET, &S| EGInstall %

Console Terminal Background Jobs

R - R450 - gV 7, @FTNFTov%E27UvIF
> install.packages("MBCluster.Seq") S 2 N - > 1~

Warning in install.pack¢ ?;: @75 E > #;LL%) 0)‘( # o ‘6 ° 5: ]]
package ‘MBCluster.Se < Mv =T+ @gooyvn—~K q ) & A %) t \ 77']::1‘-[-0) J: j d"lk‘\-*“" & D

© mEoma T, targz7 7 AV ZBRTE HRE

A version of this packag 4 77vus--

see the ideas at B =zoke ot Tokyo i ET, Fova—F7xLFI
https://cran.r-project. N %?}b l/ J{ % ‘i t“y“'? o— F l/ _( B

© Fova- W7=®.tar.gz7 7 1 LEZZBRL T, @

Open,

< iCloud Dri...
& Update
s Help Viewer Presentatic

> OneDrive MBCluster.Seq
MBCluster.Seq_1.0.tar.gz tion Ver...
gzipEE7—h+7 -30KB

® LYK 1438 HREEEHST

® LYY A = 119

o ry—y ool O |

- 7I.—
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CABRLICE ST, kiFEIBEL
MD.tar.gz7 7 A VDX ZRFERHIZ 2
aﬁ%’ci‘ nE 3, @lnstall,

tar.gzZ7 7 AL D--- 10

RStudio
O + O -, ) Go to file/function ~ Addins ~
Console Terminal Background Jobs
R ~R450 -~

> install.packages("MBCluster.Seq")

Warning in install.packages :
package ‘MBCluster.Seq’ is not available for this version of R

A version of this package for your version of R might be available elsewhere,
see the ideas at
https://cran.r-project.org/doc/manuals/r-}

Install Packages

Install from:
] Package Archive File (.tgz; .tar.gz) v

Package archive:

\ ~/Downloads/MBCluster.Seq_1.0.tar.gz Browse...

Install to Library:
| ILibrary/Frameworks/R.framework/Versions/4.5-x86_64/Reso v |

Install Cancel

> =

R] Project: (None) ~

= Environment History Connections Tutorial o |

£ 5 ~To Console =#=ToSource @ §

1nstall packages("MBCluster.Seq")

Files Plots Packages Help Viewer Presentatic .. [

21 Install @ Update MBCluster.Seq

Name Description Ver...
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=2 D & 7= Y Dsuccessfully & W5 #3E
¥, @TMBCluster.Seq/Xv 7 —<
tar 927 AID--- | | ﬁ‘ibﬂé«lk,wk&o'gb\éj v b

Rstudio LA VAR=IIZERIILTWABZ N

o - Or - o file/function ~ Addins ~
L
Console Terminal Background Jobs b 75 ) i j- ©
R ~R45.0 - ~/ T ~To Console =#=ToSource @ §
> install.packages("MBCluster.Seq") install.packages("MBCluster.Seq")
Warning in install.packages : install.packages("~/Downloads/MBCluster..

package ‘MBCluster.Seq’ is not available for this version of R

A version of this package for your version of R might be available elsewhere,
see the ideas at

https://cran.r-project.org/doc/manuals/r-patched/R-admin.html#Installing-packages

> install.packages("~/Downloads/MBCluster.Seq_1.0.tar.gz", repos = NULL, type = "so
urce"

* installing *source* package ‘MBCluster.Seq’

** this is package ‘MB(Cluster.Seq’ version ‘1.0’

** package ‘MBCluster.Seq’ successfully unpacked and MD5 sums checked

Files Plots Packages Help Viewer Presentatic .. [

. . . Olinstall | @ Update MBCluster.Seq
** using staged installation Name o Ver
** R MBClust... Model-Based Clustering for 1.0
** data RNA-seq Data
** byte-compile and prepare package for lazy loading
** help

**¥* installing help indices

** building package indices

** testing if installed package can be loaded from temporary location

** testing if installed package can be loaded from final location

** testing if installed package keeps a record of temporary installation path
* DONE (MBCluster.Seq)

>

q7




- _ 8% [D053ETI-EEoTLES1H

AN
t =] ‘i\ N
ar. gz V@)
RStudio

Q - 0r 2 Go to file/function ~ Addins ~ R] Project: (None) ~
Console  Terminal Background Jobs = Environment History Connections Tutorial —l=

R R43.0.~/ | 4 To Console = =@ To Source @ ﬁ’

> install.packages("MBCluster.Seq") install.packages("MBCluster.Seq")
Warning in install.packages : install.packages("~/Downloads/MBC..

package ‘MBCluster.Seq’ is not available for this version of R

A version of this package for your version of R might be available elsewhere,

see the ideas at
https://cran.r-project.org/doc/manuals/r-patched/R-admin.html#Installing-packages
> install.packages("~/Downloads/MBCluster.Seq_1.0.tar", repos = NULL)

Error in install.packages : type == "both" cannot be used with 'repos = NUL’
>

Files Plots Packages Help Viewer Presen __ [

©lInstall = @ Update MBCluster.Seq

Name Description Ve...
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" S | 00s5 5T LES 1
Hli. QLRI ZHTLTCEAMDOAN
targz7 AINWND- | 3 rexzt. -

A
RStudio
Q - 0r 2 Go to file/function ~ Addins ~ R] Project: (None) ~
Console  Terminal Background Jobs = Environment History Connections Tutorial — ]
R R4.3.0.~/ ] “&ToConsole =@ ToSource @
> install.packages("MBCluster.Seq") install.packages("MBCluster.Seq")
Warning in install.packages : install.packages("~/Downloads/MBC..

package ‘MBCluster.Seq’ is not available for this version of R

A version of this package for your version of R might be available elsewhere,

see the ideas at
https://cran.r-project.org/doc/manuals/r-patched/R-admin.html#Installing-packages
> install.packages("~/Downloads/MBCluster.Seq_1.0.tar", repos = NULL)

Error in install.packages : type == "both" cannot be used with 'repos = NULL:
> install.packages("~/Downloads/MBCluster.Seq_1.0.tar", repos = NULL)

Files Plots Packages Help Viewer Presen __ [

& Install @ Update MBCluster.Seq

Name Description Ve...
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" S
targz7 AND- |4

Q - Cr |-

Go to file/function ~ Addins ~

Console  Terminal Background Jobs

R R43.0 -~/

> install.packages("MBCluster.Seq")
Warning in install.packages :

RStudio

2%

package ‘MBCluster.Seq’ is not available for this version of R

A version of this package for your version of R might be available elsewhere,

see the ideas at

DD EHICTT—IcH>TLE >3
Al. QLRGP TZFTLTERAMDOAN
7173 L. Qtype = “source” %&b
LT, Enterz®®TL Z 9,

=

https://cran.r-project.org/doc/manuals/r-patched/R-admin.html#Installing-packages

> install.packages("~/Downloads/MBCluster.Seq_1.0.tar"

, repos =
Error in install.packages : type == "both" cannot be used with
> install.packages("~/Downloads/MBCluster.Seq_1.0.tar", repos

"sourcer)

NULL)

'repos = NULL'
NULL, type

<@

| 4 To Console  —@&ToSource ©

Environment History Connections Tutorial — ]
4

install.packages("MBCluster.Seq")
install.packages("~/Downloads/MBC..

Files Plots Packages Help Viewer Presen __ [

@/ Install @ Update MBCluster.Seq
Name Description Ve...
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