2025. 06. 02hR

R. RStudio. £ L TR/ —I DA
A= ILFIEERLEFT, RS5A1F
(ZWindows| IIRIBETHR 7)) — >

Yay bTT. V2T 759HI&-
TEHHNZVERYEITOTITEEL
=X\, Chrome (H#3E) TEh{ErERL
TWET,

RA{K X RStudioE R/ o —

DA R P—=IL (WindowshR)

RAEAFAEEEY £ GRFHER

|

)

TNVINA AL T7A9T 4 I RAHEERETO TS L

https://www. iu. a.u-tokyo. ac. jp/

X—=JL: info@iu.a.u-tokyo.ac. jp
X : @Agribio_utokyo




Contents
EEH  HVRIFHROEIR (EE)
REEKDA R b=
PCIRIZRE (BBFINTWABILERFIERTT S)
RStudiod A > R b—IL
RStudionEEFH L RT (EBEBY L TEHTINDESNTIC)
RN ir—3
0O CRAND/RX Y =S DAL VR M=

0 Bioconductord /Xy —I DAL A b=
O .tar.gz7 7ANVNDA >R b=V (FhDHS3E FALT)




|
%

RIEDIRFR

M YATA

) Bluetooth ¥ T/MM A

€ RYNT-DEA V-
s/ BEAREE

B 7Y

- THIVH

D BAULEE

@ J-A

L R FEENTESY,

J
SaElE |

77U > PTYEHEREE

™

(]

I j"l.l P Ll e 1<l

2TACEENBHETTTY, FTX
REEDHLDELTT7 AR =L
LTE-S#HICLET. SRATWSBPC
BRIBTIE. QrQr@h»'zHL T,

1.80 MB

3.9.7400.0 | Python Software Foundation | 2021/04/07

R for Windows 4.0.3

403 | RCoreTeam | 2021/01/21

Realtek Audio Console

155 MB

24.0KB

Realtek Semiconductor Corp | 2021/01/04

Realtek High Definition Audio Driver

47.8 MB

6.0.8685.1 | Realtek Semiconductor Corp. | 2020/04/01

RStudio

1.4.1103 | RStudio | 2021/12/03

Rtools 4.0 (4.0.0.28)

4.0 | The R Foundation | 2021/01/21

1.01 GB

Siarra Wiralace Mahila Braadhand Drivar Packane




EaEhE 2

ERIE

VAT
Bluetooth ¥ T/\1 A

FYRT-DEAV TSI

Ve B R ==

" -l

77U > PTYEHEREE

1l gl
‘1,'.‘1"'

Ca’

2TACEENDHETTTY., FTX
REEDHDELTT7 AR M—IL
LTE-#HICLET, SRATWVWASPC
RIETIE, QrQrP@hzULFET,
T4 R b= ILIEDIREE,

I j"l..l (LR = IR L=
3.9.7400.0 | Python Software Foundation | 2021/04/07 1.80 MB

Realtek Audio Console

Realtek Semiconductor Corp | 2021/01/04 24.0 KB
Realtek High Definition Audio Driver 478 MB
6.0.8685.1 | Realtek Semiconductor Corp. | 2020/04/01 )
Sierra Wireless Mobile Broadband Driver Package 397 MB
7.70.4957.0003 | Sierra Wireless, Inc. | 2021/12/03

Skype

Skype | 2022/03/21 264 M8
s 93.8 MB

4240 | Slack Technologies Inc. | 2022/03/01

Sninnina Tnnl




R, RETISA Y R b= ILiEADR
NI —IBRCEHIBRL T, #R
FIETA >R P=LLEE M. (P2

" JE——
FaEME 3

( L7ALIRDTHIMYI5VWTY
Local * %) @ TAppData - Localy 7 #4.L%

_ , ; | RIcHB. QR7ANLFT ¥, GRStudio
‘ @ AR - X © @) W N @ AL TEEEL %4

& v « J-%- > kadota > AppData > Local W C localiz.. P
£5 B E kS 1B X |

Programs 2022/05/28 19:15 74 IS -
Publishers 2021/01/04 12:48 74 25—~
R 2023/04/03 21:55 71 27T -
v I renv 2023/03/13 15:24 2740 2T -
? r-reticulate 2021/01/21 12:56 J74 I 25—
’ R5tudio 2023/04/03 21:53 774 TS~
v Sentry 2022/10/08 12:42 I74 ) TANA -
’ slack 2023/03/28 0:28 T4 TAIAT -

%

41 EDEE 1E0EEZER

i
I




" S
FaEiE 4

e

X +
‘ @ FHRER -
&« S5 v N ~ « 1-%- > kadota > AppData > Local >
=T EFHE
. Programs 2022/05/28 1915
_ Publishers 2021/01/04 12:48
_ Tenv 2023/03/13 15:24
v __ r-reticulate 2021/01/21 12:56
? _ Sentry 2022/10/08 12:42
4 _ slack 2023/03/28 0:28
e I _ SolidDocuments 202112724 14:24

’ _ SquirrelTemp

39 EMEHE

e

2022/11/16 702

N 3

Rk, RETISA Y R b= ILiFEADR
N IF—=IBRYEHIBRLET, #IE
FIBTA A= LEE MX. (BB
L7ALITLBEOTHHNYDISWTT
%) (D TAppData - Localy 7 #1L%
hizHh3,. QR7 LT ¥, GRStudio
TAITEHIEL T, HIREDIREE,

A

C Localiz.. R

(EE UEPS
274 JAIT -
274 TAIT -
274 AT -
274 TAIT -
2740 IAIE -
274 JAIET -
274 T2 A -

274 TR A -

i
I




Contents

Bl - VRIBIROHIBR ((EE)

RAMKDA R =L

PCIRIZRE (BBFINTWABILERFIERTT S)
RStudiod A > R b—IL

RStudion#2EH L RT (BEBBY L TRENTHINDESNTIZ)
RINw Hr—3

0 CRAND/RY =S DAL VA =L

0 Bioconductord /Xy —I DAL A b=
O .tar.gz7 7ANVNDA >R b=V (FhDHS3E FALT)




(MCRAND R— 12T, @Download R

Rz-({d&o)’f /Z I‘ _’l/ I for Windows,

v R The Comprehensive R Archive - O * W

C @ 2 cranr-projectorg Bg ¥ & 03 ®

The Comprehensive R Archive Network

Download and Install R

Precompiled binary distributions of the base system and
contributed packages, Windows and Mac users most likely want

il
v
il
CRAN
Mirrors | one of these versions of R:

' p)

w » Download R for Linux (Debian, Fedora/Redhat, Ubuntu)
=edrcn  Download R for macOS

CRAN Team ¢ Download R for Windows

About R
B Homepage
The R Journal

R is part of many Linux distributiohs, you should check with your
Linux package management system in addition to the link above.

Software Source Code for all Platforms

m Windows and Mac users most likely want to download the

R Binaries precompiled binaries listed in the upper box, not the source code. '

MQ@ The sources have to be compiled before you can use them. If you |

w do not know what this means, you probably do not want to do it! '

Other !
e The latest release (2025-02-28, Trophy Case) R-4.4 gz, |

Documentation read what's new in the latest version. -

https://cran.r-project.org/
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R for Windows

Subdirectories:

Binaries for base distribution. This is what you want to install

- R for the first time.
contrib Binaries of contributed CRAN packages (for R == 4.0.x).
) Binaries of contributed CRAN packages for outdated versions
old contrib
of R (for R < 4.0.x). |
Rtools Tools to build R and R packages. This is what you want to

build your own packages on Windows, or to build R itself.

Please do not submit binaries to CRAN. Package developers might want to contact Uwe
Ligges directly in case of questions / suggestions related to Windows binaries.

You may also want to read the R FAQ and R for Windows FAQ.

Mote: CRAN does some checks on these binaries for viruses, but cannot give
guarantees. Use the normal precautions with downloaded executables.
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R-4.4.3 for Windows
Download R-4.4.3 for Windows (85 megabytes, 64 bit)
v BEADME on the Windows binary distribution
a Mew features in this version |
CRAN
Mirrors . ] . S ) ) ) )
What' . This build requires UCRT, which is part of Windows since Windows 10 and Windows
—5 : ﬁ e Server 2016. On older systems, UCRT has to be installed manually from here. |
earc
CRAN Team If you want to double-check that the package you have downloaded matches the '
About R package distributed by CRAN, you can compare the md5sum of the .exe to the i
ou fingerprint on the master server. '
B Homepage
The R Journal Frequently asked questions
Software e Does R run under my version of Windows?
R Sources » How do I update packages in my previous version of R?
R Binaries . . : |
Please see the R FAQ for general information about R and the R Windows FAQ for
Packages . . . |
" Windows-specific information.
Task Views |
Other Other builds !
|
Documentation * A pre-release version for the forthcoming R-4.5.0 is available.
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R-4.4.3 for Windows

Download R-4.4.3 for Windows (85 megabytes, 64 bit)

README on the Windows binary distribution
Mew features in this version

»

This build requires UCRT, which is part of Windows since Windows 10 and Windows

Server 2016. On older systems, UCRT has to be installed manually from here.

If you want to double-check that the package you have downloaded matches the
package distributed by CRAN, you can compare the md5sum of the .exe to the

fingerprint on the master server.

Frequently asked questions

¢ Does R run under my version of Windows?

Please see the R FAQ for general information about R and the R Windows FAQ for

Windows-specific information.

Other builds

¢ A pre-release version for the forthcoming R-4.5.0 is available.
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Version 2, June 1991

Copyright (C) 1989, 1991 Free Software Foundation, Inc.

51 Franklin 5t, Fifth Floor, Boston, MA 02110-1301 USA
Everyone is permitted to copy and distribute verbatim copies
of this license document, but changing it is not allowed.

Preamble

The licenses for most software are designed to take away your
freedom to share and change it. By contrast, the GMNU General Public
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&« C m 2% posit.co/download/rstudio-desktop/ B & 3 d @

E“;_;:.SPOSit PRODUCTS ~ OPEN SOURCE ~ USE CASES ~ PARTNERS ~ LEARN & SUPPORT -~ ABOUT ~ Q

RStudio x
Desktop

Used by millions of people weekly, the RStudio

. integrated development environment (IDE) is a set of
tools built to help you be more productive with R and
Python.

Don't want to download or install anything? Get
started with RStudio on Posit Cloud for free. If you're
a professional data scientist looking to download
RStudio and also need common enterprise features,

don't hesitate to book a call with us.
[ ]

https://posit.co/download/rstudio-desktop/ 26
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< C [ % positeo/download/rstudio-desktop/

- &~

RStudio requires R 3.6.0+. Choose a version of R
that matches your computer’s operating system.

R is not a Posit product. By clicking on the link

. , Size: 265.28 MB | sHA-256: BB369743 | Version:
below to download and install R, you are leaving 2024.12.1+563 | Released: 2025-02-13

the Posit website. Posit disclaims any obligations

and all liability with respect to R and the R
website.

DOWNLOAD AND INSTALL R
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oS Download Size SHA-256
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Windows 10/11 RSTUDIO-2024.12.1-563.EXE 4 265.28 MB BB369743
macQSs 13+ RSTUDIO-2024.12.1-563.DMG < 557.15 MB BE73D3A9
Ubuntu 20/Debian 11 RSTUDIO-2024.12.1-563-AMD64 .DEB * 203.14 MB EE259A88
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7 Configuring Repositories

| Repository (CRAM)

v

Packages (separate multiple with space or comma):

|E‘ID}'1

L <1F "contributors() ' & A I installto Lisrany
L ELR R DN — i BRREH) T | coProgram Files/R/R-4.4.3library [Defaul] v
'citation()' HAPDL TCHEE L, _
| Install dependencies
"demo ()" EAATHEFTEEHS &
'helpQ ' &I niEA T 1~ L T8 Install Cancel
'help.start()' T HTML 7 3 DI aw s s woraqees F
'qQ" EADTHE R =ETLET,
=

I | 57 Import Dataset = | &) 131MmB = | &
] Global Environment ~

Environment is empty

Plots Packages Help Viewer  Presentation
stall | @ update £1071
Mame Description Versi...

List = =

=0 |
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CRAND /Ny r—3 8

1} RStudio
File Edit Code View
1} - Q{ .

Plots Session Builld Debug Profile Iocls Help
Go to filefunction ~ Addins -
Console  Terminal

R ~-R443 . ~f

Background Jobs

R FELOmEFE L Z2ER IO 2 T,
XL < T "contributors()' FA AL TLIEE L,
Flm. R R O ry—2xHEWMT I AT 2ECEDIZDOLTIHE

'citation()'

EADL TS,

"demo ()"
‘help(Q’

AT NETTEZHLEDTETT,
T hiET SN THEET.

'help.start()'

DDA TA R P=I LISy
=8 ANHLET, @@L Tey
FTANDLERETTH, Tey 5
WMESBERWBHPVRAITZYTINTWS
SrhhhrYET, BHN®el07l %
#’IRL T. @Install, F<IO@ON &
IRATY FHBENICAAIN, B
NN —=IDAL A= LD EEFE Y
T4, ¥EIFrom "Qlnstal I L
TH 5®@el071 %iRIR L T@Instal IR
Y>%8T, FTHHEEIF. Ona~
YFADELRLE%EZELBE T,

T HTML 7223~ FHhHeNET,

i'ﬂj'tkﬁithR%%T

' > install.packages("elQ71")

| WARNING: Rtools is required to build R packages but no versi

- on of Rtools compatible with the currently running version o

- f R was found. Note that the following incompatible version
(s) of Rtools were found:

- Rtools 4.0 (installed at ¢:\RBuildTools\4.0)

Please download and install the appropriate version of Rtool
s before proceeding:

https://cran.rstudio.com/bin/windows/Rtools/
{x7Z442% (dependency) ‘proxy’ L2 b—ILLFF

Files  Plo 'ackages Help Viewer Presentation = ]
bl Instal pdate e1071

MName Description Versi...

1071 Misc Functions of the 1.7-16

Department of Statistics,
Probability Theory Group
{Formerly: E1071), TU Wien
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" JEEE— 122 = LET BORE.

CRAND /Ny 4r—3 ¢

0 RStudio = O *

Eile Edit Code Miew Plots Session Build Debug Profile Tocls Help

@ - OR - Go to fileffunction = Addins = 3 Project: (None} = |
Console  Terminal Background Jobs = Environment  History  Connections  Tutorial = ]
R - R443 . ~/ = |H #* |mport Dataset = | &) 157 MiB ~ i List = -
- Rtools 4.0 (installed at C:\RBuildTools\4.0) < [ - | il Globa Environmen =

Please download and install the appropriate version of Rtool

s before proceeding: Environment is empty

https://cran.rstudio.com/bin/windows/Rtools/
7% (dependency) ‘proxy’ 12 F—ILLFET

URL 'https://cran.rstudio.com/bin/windows/contrib/4.4/proxy_

0 0.4-27.zip" EHL T ET

| Content type 'application/zip' Tength 181338 bytes (177 KB)

downloaded 177 KB

" URL 'https://cran.rstudio.com/bin/windows/contrib/4.4/e1071_ Files Plots Packages Help Viewer Presentation —

- 1.7-16.zip" wE L TLH &9 Ol install | @ Update £1071 |

| Content type 'application/zip' Tength 674211 bytes (658 KB) Name Description Versi.. |
downloaded 658 KB e1071 Misc Functions of the 1.7-16 =

Department of Statistics,
Probability Theory Group

SAoar—=5 ‘proxy’ IEZEILERIN. MDS HLbL T oo NFELE (Formerly: E1071), TU Wien
Awiar—13 fel07l FEEFICEFISH, MDS HAEF oo NEL

AovO—FEniziy =2, BRCa Y ET
C:\Users\iu\AppData\Local\Temp\RtmpoNlLv7\downloaded

_packages

> |
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RStudio
Eile Edit Code Miew Plots Session Build Debug Profile Tocls Help
= i Go to filefunction ~ Addins -
Console  Terminal Background Jobs =
R ~-R443 . -/

— Rtools 4.0 (installed at C:\RBU1IldTools\4.0)

Please download and install the appropriate version of Rtool
s before proceeding:

https://cran.rstudio.com/bin/windows/Rtools/
7% (dependency) ‘proxy’ 12 F—ILLFET

URL 'https://cran.rstudio.com/bin/windows/contrib/4.4/proxy_
0.4-27.zip" =& L TE T

Content type 'application/zip' Tength 181338 bytes (177 KB)

| |downloaded 177 KB

|URL 'https://cran.rstudio.com/bin/windows/contrib/4.4/e1071_
|1.7-16.zip" =FH L TLET

Content type 'application/zip' Tength 674211 bytes (658 KB)
downloaded 658 KB

‘proxy’ [IEEICEMIHN. MDS HLEF oo EhFLE
‘el071’ HEMEILEMIN, MDS HLAEF v aEhELE

P —
S —

AovO—FEniziy =2, BRCa Y ET
C:\Users\iu\AppData\Local\Temp\RtmpoNlLv7\downloaded

_packages

> |

F

AR M= ILETEDORE, FOD
Console@E@A % - YBkHT, =
S=AvE—YUs13VHLDHELITNIE
BlREHY AL, QTHSI X b=
ST L7el 071 QNameF| IR T I
Y. @FDN=TaviFl.T-16F
rbhhY F9, EEEICI0TIZAWT
R EIT-- =R LB,
WN—YavERbsSNT IS T S
EH3ICLFL LS,

Fil s Packages Help Viewer Presen| = ]
O Update e10 |

MName Description Wersi.., |
1071 Misc Functions of the 1.7-16
Department of Statistics,
Probability Theory Group
{Formerly: E1071), TU Wien
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CRANd)/\‘/ T—v 1

R CRAM: Package 1071

€« ¢ M

-]

2% cran.r-project.org/web/packages/e1071/index.html

e1071: Misc Functions of the Department of Statistics, Probability Theory Group (Formerly:

Functions for latent class analysis, short time Fourier transform, fuzzy clustering, support veq

clustering, naive Bayes classifief, generalized k-nearest neighbour ...

Version:
Imports:
Suggests:
Published:

| DOT:

| Author:

Maintainer:
License:

NeedsCompilation:

Materials:
In views:
CRAN checks:

Documentation:

Reference manual:

Vignettes:

DNinwn | nade *

1.7-16

graphics, evices, class, stats, methods, utils, proxy

cluster, mlbench, nnet, randomForest, rpart, SparseM, xtable, Matrix, MA]

2024-09-16
10.32614/CRAN.package.e1071
David Meyer [aut, cre], Evgenia Dimitriadou [aut, cph], Kurt Hornik

A2RAP=—ILETEDIRE, FiEOD

Console@@mAZ - YBkH T, =

F=AyEL—=IU>51FVHDHLIFINIE
FREHY FEA, QTHLAI A=
2T L7=el0TIH5QNameF IR T IN
THEY., @Fn/Nx—=Iavikl.1-167

EhHirY) £9, ERRICel0TIZAW
PRI ZIT--RER T L DHBEICIX

<

@N—Va/%ﬁtwﬂTlEﬁ¢6

LIz EFL L5, ®el071DCRAN
URLTd, @®/N—Y a >iE. BEHIC
1.7-16TH 22 D9 T,

D

[aut], Andreas Weingessel [aut], Friedrich Leisch [aut],

Chih-Chung Chang [ctb, cph] (libsvm C++-code), Chih-Chen Lin [ctb, cph] (libsvm C++-code)

David Meyer <David.Meyer at R-project.org:
GPL-2 | GPL-3

NEWS

el071 results

el1071.pdf

Support Vector Machines—the Interface to libsvm in package e1071 (source, R code)

svm() internals (source)

®,

i

https://cran. r-project.org/web/packages/el07!/index. html
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%<, DBioconductor THRHEINTW
BNy —=IM (22 TlEBiostrings

Bloconduc’rord)--- I SBI) 4 SR k- LFIEERAL 2

] u Bioconductor - Home - | - TO @Menu% 7 |} \y 7 o

— = O () %) httpsy//bioconducter.org A

Registration and Abstract Submission Open for
A : Joint Galaxy/Bioconductor Conference

Early registration discount pricing ends March 31!

Bloconductor

QPEN SOURCE SOFT

Menu — ‘

Open source software for

Bioinformatics

The Bioconductor project aims to develop and share open source software for precise and repeatable analysis of

biological data.

We foster an inclusive and collaborative community of developers and data scientists.

Get started >

4

https://bioconductor.org/
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6/\‘/ r—n (2 2TIlEBiostrings
Bloconduc’rorO)--- 2 £ Aoz b—LFmEEBEL
0 | Pl Bioconductor - Home - - To @Menu% 7 ') v 7 o 70’119“'7 ‘/)(
<« =2 C M & https//bioconductor.org —_ —b\ 6®Packages§ 7 l} V] 70

Registration and Abstract Submission Open for
A : Joint Galaxy/Bioconductor Conference

Early registration discount pricing ends March 31!

Bioconductor Menu X

OPEN SOURCE SOFTWARE FOR BIDINFORMATICS

About

Learn
Packages

Developers

Q, Search

Get Started

VW WSS dll HILWWSIVE dllu LULLEWTaLlIive CTTITTTIUNTILY W Uevelwpels dliu Udadld SLIgilisLls.

Get started >
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Bioconductor@d:-- 3

1w} u Bioconductor - BiocViews x S

<« (j " & https://bioconductor.org/packages/release/BiocViews.html#___Software

Registration and Abstract Submission Open for
A : Joint Galaxy/Bioconductor Conference

Early registration discount pricing ends March 31!

Bioconductor

OPEN SOURCE SOFTWARE FOR BIDINFORMATICS

Home » BiocViews

@TFIlcRZ70—-ILTFBL--

Menu —

Bioconductor version 3.20 (Release)

(Go to 3.21 (Devel) >>

Find biocViews:

- AssayDomain (988)
- BiologicalQuestion (978)

i Infrastructure (577)
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= S DFILRIO—NTBL. Kyh—3
. YR LHHY £F. ONEBT 5 TH D
B | oconduc.roro)..._ ll' EEEE (Ctrl + F) 2FXFL T

1w} u Bioconductor - BiocViews X |+ - (W X |
— G " & https://bioconductor.org/packages/release/BiocViewg html#___Software a APy z. & | |
et ~ N TI/ Y ;
B‘ d t Menu —
10CONAUCtor — |
QPEN SOURCE SOFTWARE FOR BIOINFORMATICS ‘
Packages found under Software: |
Rank based on number of downloads: lower numbers are more frequently downloaded. ‘
Show Al ~ entries |
Search table: ‘
|
Package Maintainer Title Rank *“
BiocVersion Bioconductor Package Set the appropriate version of Bioconductor packages 1
Maintainer
BiocGenerics Hervé Pagés S4 generic functions used in Bioconductor 2
GenomelnfoDb Hervé Pagés Utilities for manipulating chromosome names, including 3
modifying them to follow a particular naming style
S4Vectors Hervé Pagés Foundation of vector-like and list-like containers in 4
Bioconductor
zlibbioc Bioconductor Package An R packaged zlib-1.2.5 5
Maintainer
v
4 S EEEEEEEEEEEEEEEEEEEEE——————————
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1w} u Bioconductor - BiocViews

x

_|_

| } N 7
— G " & https://bioconductor.org/packages/release/BiocViews.html#__Softwar a / (o]

Bioconductor

QPEN SOURCE SOFTWARE FOR BIOINFORMATICS

IRanges

XVector
Biobase

Biostrings
GenomicRanges

DelayedArray

BiocParallel

MatrixGenerics

S4Arrays

4 e ——

wianian IS

Hervé Pagés

Herve Pages

Bioconductor Package
Maintainer

Hervé Pageés

Hervé Pagés

Hervé Pageés

Martin Morgan

Peter Hickey

Hervé Pagés

@TFICR7O—=ILT B, NyT—Y
JRAEDHYET. OUEBT SO H D
mEMEE (Ctrl + F) 2_/7LT. ©®
BiostringsZ#&L. R237:=6@7

Biostrings 1/3 ~ v Y OX

Menu —

Foundation of integer range manipulation in Bioconductor

Foundation of external vector representation and
manipulation in Bioconductor

Biobase: Base functions for Bioconductor

Efficient manipulation of biological strings

Representation and manipulation of genomic intervals

A unified framework for working transparently with on-disk
and in-memory array-like datasets

Bioconductor facilities for parallel evaluation

S4 Generic Summary Statistic Functions that Operate on
Matrix-Like Objects

Foundation of array-like containers in Bioconductor

18

12

13

14

L]
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NBBiostringsdR—I,

Bioconductord--- 6

M Pl Bioconductor - Biostrings x S - U x|

<« G " & https://bioconductor.org/packages/release/bioc/html/Biostrings.html A g o' =B

Registration and Abstract Submission Open for
A : Joint Galaxy/Bioconductor Conference

Early registration discount pricing ends March 31!

| OPEN SOURCE SOFTWARE FOR BIDINFORMATICS

=0~

Home > Bioconductor 3.20 Software Packages > Biostrings

| Biostrings |

| | Bioconductor Mo =

This is the released version of Biostrings; for the devel version, see Biostrings. !

Efficient manipulation of biological strings

platforms [all rank 9/ 2289 support |5 ! 5 § in Bioc = 20 years [l build | wamings updated since release | dependencies 24 I

I DOI: 18.18129/B9.bioc.Biostrings

Bioconductor version: Release (3.29) |

Memory efficient string containers, string matching algorithms, and other utilities, for fast manipulation of large biological sequences or sets
of sequences.

Author: Hervé Pagés [aut, cre], Patrick Aboyoun [aut], Robert Gentleman [aut], Saikat DebRoy [aut], Vince Carey [ctb], Nicolas Delhnomme
| [ctb], Felix Ernst [ctb], Wolfgang Huber [ctb] (matchprobes' vignette), Beryl Kanali [ctb] (Converted 'MultipleAlignments' vignette from Sweave =
. =y
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'Bioconductor®--- 17

R&tudio

Eile Edit Code View Plots Session Build Debug Profile Tocls Help

o - OF I~ i Go to file/function » Addins -
Console  Terminal Background Jobs =
R ~ R443 . ~/f

- Rtools 4.0 (1nstalled at C:\RBulldTools\4.0)

Please download and install the appropriate version of Rtool
s before proceeding:

https://cran.rstudio.com/bin/windows/Rtools/
{#xfZ31% (dependency) ‘proxy’ L2 bF—ILLEFF

URL 'https://cran.rstudio.com/bin/windows/contrib/4.4/proxy_

0 0.4-27.zip" EHELTLWET

. Content type 'application/zip' length 181338 bytes (177 KB)

' URL 'https://cran.rstudio.com/bin/windows/contrib/4.4/e1071

downloaded 177 KB

C1.7-16.zip' AL TLHWET

Content type 'application/zip' length 674211 bytes (658 KB)
downloaded 658 KB

JRwar—3 fproxy’ [FEEICEFEIN. MDS HLbFzov o hEFELE
wAr—= 'el071l FEFIIEFZIHN. MDS Lot Foovo2hFL:

AovO—Fahicfiy =2, LITFZHYET
C:\Users\iu\AppData\Local\Temp\RtmpoN1lLv7\downloaded

_packages

-

(DBioconductorm ') ') — 3. 201 & %
N32BiostringsdR—, FFIL,
@Packagesy 7 ET. @Biostringsk
HHEAAT, FRAIALERRIINSG
W (DFYVLARP=INTERW)
CLEHRALTVWET, 26, ©
InstallZ2YvI2L7T. ¥2FD
CRAND S EA4 R P—=INTERWI Y
THEARALZE T,

CITVITOTITIENT TS STMpTy

~8-

Files  Plot 'ackages Help Viewer  Presentation (i
O Instal pdate Biostrings

Marne Description Versh..
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Install from: 7 Configuring Repositories
URL 'https://cran.rstudio.com/bi (Repostary (CRAN =
| O . 4 - 2? . Z'i p ! 75’ Efﬁ l_,, _("__ [_, 4 i _9'_ Packages ( te multip with space or comma):
| Content type 'application/zip' 1 |giod
downloaded 177 KB —
, Biostatistice  /R/R-4.4.3/library [Defaull] v)
URL 'https://cran.rstudio.com/bi |Bioststr _ Plots Packages Help Viewer Presentation
l 1 . 7 _16 . Z-i p l % Eﬂj l—/ _{- lu\' ?Il_ _9'— biostats101 = stal @ Update Biostrings
Content type 'application/zip' 1| |BiestatsUkNplus Name Description Versi..
dOWﬂ-l OadEd 658 KB Install Cance

—

F722ILEDCRANDFE T, @
o Biost X THI BAALIKE, RN
Bioconductor®: s 8 |iiisirinhyzbryrenTis

e ROBATREATETEZ To5-

Eile Edit Code View Plots Session Build Debug Profile Tocls Help

o - OF I~ i Go to file/function = Addins - R Project: (Mone) = |
Console  Terminal Background Jobs = Environment  History  Connections  Tutorial = ]
R -R443 . ~/ = # Import Dataset = 18miB - | &

- Rtools 4.0 (installed at C:\RBu1ldTools\4.0) 2[R - | d Giobal Emrorment -

Please download and install the appropriate version of Rtool

s before proceeding: Environment is empty

https://cran.rstudio.com/bin/win| instsipackages
i7FZ % (dependency) ‘proxy’ i -

M= fproxy’ [FEE(ICEFEIN. MDS HLEF v oEhhELE
w A== 'el071l FEFIIEFZIHN. MDS Lot Foovo2dhFL:

AovO—Fahicfiy =2, LITFZHYET
C:\Users\iu\AppData\Local\Temp\RtmpoN1lLv7\downloaded

_packages

-

-

=0
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" SN D77 41 FORMOEET, @
A ) S > s &b >
B e d .I. 0)... q Biost TITBIAALIRE, ZFHDP
1oconaucTor IZBiostrings®Y R b7y 7 ¥ TW
& e ROVHATRENTFATEITH, O
Eile Edit Code View Plots Session Build Debug Profile Tocls Help B i OSTr i ngs i T\‘Aﬂ L T\ @Insfol Io
O .| Of | - Go to file/function ~ Addins = - ;
Console  Terminal Background Jobs = Environment  History  Connections  Tutorial = ] i
R~ R443 . ~/ 2* | | 5 Import Dataset = | &) 18 MiB - 3'/ List = -
- Rtools 4.0 (1nstalled at C:\RBu1ldTools\4.0) <| 3 = | Mk Grobal Enviranment - |
Please download and install the appropriate version of Rtool
s before proceeding: Environment is empty
https://cran.rstudio.com/bin/win| instsipackages ‘
{#x7Zx1% (dependency) ‘proxy’ % _ _
Install from: 7 Configuring Repositories
URL 'https://cran.rstudio.com/bi (Repostary (CRAN V)
| O . 4 —2? . Z'i p ! 75’ Efﬁ l_,, _("__ [_, 4 i _9'_ Packages (separa ltiple with space or comma):
| Content type 'application/zip' 1 |sistringd |
. downloaded 177 KB Install to Library:
' [ C:/Program Files/R/R-4.4.3/library [Defaufl] v|
URL 'https://cran.rstudio.com/bi _ Plots | Packages | Help | Viewer | Presentation —_
1.7-16. 27 p ' ;,gé_ Eﬂ: L7 L ?Il_ —9'— | Install dependencies E @ T Blostrngs I
| Content type 'application/zip' 1 - Description Versi.. |
dﬁwn-l O‘adEd 658 KB Install Cancel

S — 25 ‘proxy’ (FEH(CEES 4. MDS ﬂzﬁﬁlm‘ﬁt W

My —2 "el07l FEE(CEFIN. MDS HLELEF v 78I LI

AovO—Fahicfiy =2, LITFZHYET
C:\Users\iu\AppData\Local\Temp\RtmpoN1lLv7\downloaded

_packages

-
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Bioconductor®d--- |(

GOnIaAZ Y FHARITINETH, @©T
H TRIRTEXEHAL LEHINTWS
2eh s, T U T@DFREAICFENEL

R&tudio

Eile Edit Code View Plots Session Build Debug Profile Tocls Help
o - OR I - Go to file/function ~ Addins *
Console  Termimal Background Jobs
R ~ R443 . ~/f

I O0—Fanic/ive T—00E, LLplcdhU T
C:\Users\iu\AppData\LocRATemp\RtmpoN1lLv7\downloaded

_packages

> install.packages("Biostrings")

WARNING: Rtools is required to build R packages but no versi

on of Rtools compatible with the currently running version o

f R was found. Note that the following incompatible version

(s) of Rtools were found:

- Rtools 4.0 (installed at cC:\RBuildTools\4.0)

' Please download and install the appropriate version of Rtool
' s before proceeding:

| https://cran.rstudio.com/bin/windows/Rtools/
warning in install.packages :
/e —1 'Biostrings’
R

A version of this package for your version of R might be ava
ilable elsewhere,

see the ideas at
https://cran.r-project.org/doc/manuals/r-patched/R-admin.htm
T#Installing-packages)

-

=

HFIETEZ £ A (for this version of

BWwWZehstbhbrsLHIc, 2
X V) A TlEBioconductor/Xvy 4 —I/ M
AAM=INIITEIT A,

1 #* Import Dataset » | &) 128 MiB - ¥ List = -

rs R -

1 Global Environment =

Environment is empty

Presentation

=0

Files  Plots  Packages Viewer
O Instal @ Update

Marne Description

Help

Biostrings
Versh..
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O (MBioconductorMN@Biostringsd

. R=VEBB, 1A= LEIX O
Bioconductor®- - || |e55crminzv.

[D u Bioconductor - Biostrings * —|— = O X |

— G " & https://bioconductor.org/packages/release/bioc/html/Biostrings.html A g o' =B

Registration and Abstract Submission Open for

A : Joint Galaxy/Bioconductor Conference
Early registration discount pricing ends March 31!

‘ Bioconductor

| OPEN SOURCE SOFTWARE FOR BIDINFORMATICS

~@

Home » Bioconductor 3.20 > Software Packages > Biostrings

~ Biostrings

This is the released version of Biostrings; for the devel version, see Biostrings. !

Efficient manipulation of biological strings

platforms [all rank 9/ 2289 support |5 ! 5 § in Bioc = 20 years [l build | wamings updated since release | dependencies 24 I

I DOI: 18.18129/B9.bioc.Biostrings

Bioconductor version: Release (3.29) |

Memory efficient string containers, string matching algorithms, and other utilities, for fast manipulation of large biological sequences or sets
of sequences. |

Author: Hervé Pagés [aut, cre], Patrick Aboyoun [aut], Robert Gentleman [aut], Saikat DebRoy [aut], Vince Carey [ctb], Nicolas Delhnomme
[etb], Felix Ernst [ctb], Wolfgang Huber [ctb] ('matchprobes’ vignette), Beryl Kanali [ctb] (Converted 'MultipleAlignments' vignette from Sweave =
. - - - - |
4 I >
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o R—VERB, 1A= ILEIE, O
~ Bioconductor®--+ 12 |50l uis0:s. @orzs

. ] T
1w} u Bioconductor - Biostrings X |+ T o

=

— G " & https://bioconductor.org/packages/release/bioc/html/Biostrings.html AN z. [ |

Bioconductor Menu —

QPEN SOURCE SOFTWARE FOR BIOINFORMATICS

Author: Hervé Pagés [aut, cre], Patrick Aboyoun [aut], Robert Gentleman [aut], Saikat DebRoy [aut], Vince Carey [ctb], Nicolas Delhomme
[ctb], Felix Ernst [ctb], Wolfgang Huber [cth] ('matchprobes’ vignette), Beryl Kanali [ctb] (Converted 'MultipleAlignments' vignette from Sweave l
to RMarkdown), Haleema Khan [ctb] (Converted 'matchprobes' vignette from Sweave to RMarkdown), Aidan Lakshman [ctb], Kieran O'Neill

[ctb], Valerie Obenchain [ctb], Marcel Ramos [ctb], Albert Vill [ctb], Jen Wokaty [cth] (Converted 'matchprobes’ vignette from Sweave to
RMarkdown), Erik Wright [ctb]

Maintainer: Hervé Pagés <hpages.on.github at gmail.com>

Citation (from within R, enter citation("Biostrings”)):

Pagés H, Aboyoun P, Gentleman R, DebRoy S (2824). Biostrings: Efficient manipulation of biological strings. R package version 2.74.1,
https://biocondudoporg/packages/Biostrings.

Installation

To install this package, start R (version "4.4") and enter:

if (!require ("BiocManager™, quietly = TRUE))
install.packages ("BiocManager"™)

BiocManager: :install ("Biostrings"}

For older versions of R, please refer to the appropriate Bioconductor release.

Documentation

- . 1 . L r L . roan " ' - L] L . " . ' . '|

4 "
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o R=VEREB, 1A M-ILEIR. O
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LTO:*EFEL, J LEVTWVS
Bioconductor b ET. CNOE%RT Y

Author: Hervé Pagés [aut, cre], Patrick Aboyoun [aut], Robert Gentleman [aut], Saikat DebRoy [aut], Vince Carey % ‘i °ee
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