B 5.1

®  https://sbml.org ® What is SBML?DX— |27 7 A LT, ET /LR 5E
DERIZOVWTHRTHE ), FET N ESWMZ L L EIEHOY 7~y
2T TRADEICRDZ L, MIRREDHTET AV ZLEG - ABATE S L9
(2722 2 EITMAT, EQOXILRRBH D EENPNTNDIES DD,

®  https://www.ebi.ac.uk/biomodels (27 7 & A L C, [Manually Curated| &7 > =
BT DEIET NVORMBEMFEONRE R TH LI, & MIKRWTET
JVIRZWNENIARTE S D Dn, AETRIZRT)MERIZR 6N D 725 9 D,



fRE

What is SBML?D~<—’® [SBMLis for peopletoo| &5 & Z AL, KFT
many benefits & FHEPINTWDERLGAE » MIRD £, ZOHFT, 3FHIZ
FEN TV D benefit (IZOWTHRAFUTIWTL & 5, HlzE T LOFF
BeATREME A REBIICR D D) Loz Z &2 EFIX LW T, 2ok, U
LT oy T

(3) ensuring the survival of models (and the intellectual effort put into them) beyond

the lifetime of the software used to create them.
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SBML is for people too

SBML enables research teams to use a single model description throughout a project’s life cycle
even when projects involve heterogeneous software tools. An ecosystem of SBML-compatible
software tools today allows researchers to use SBML in all aspects of a modeling project,
including creation (manual or automated), annotation, comparison, merging, parametrization,
simulation/analysis, results comparison, network motif discovery, system identification, omics
data integration, visualization, and more. Such use of a standardized format, along with standard
annotation schemes and training in reproducible methods, improves research workflows and is
generally recognized as promoting research reproducibility.

The adoption of SBML offers many benefits, including: (1) enabling the use of multiple tools
without rewriting models for each tool, (2) enabling models to be shared and published in a form
other researchers can use even in a different software environment, and (3) ensuring the survival
of models (and the intellectual effort put into them) beyond the lifetime of the software used to
create them.
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