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FiT-DB(Field Transcriptome DataBase) provides results of
statistical modeling of transcriptomic dynamics in the field
condition. You can find gene expression data and parameters
of the best-fit model for each gene of Oryza sativa.

What's FiT-DB? Japanese / English

Home Help Publications Links Contact

1. Search by locus id] DR v 7 AT, @0s01g0971800 & T HIA A T@submit
e LET,

FiT FT-DB x4

& - C @ fitdbdnaafiregojp/searchhtml

Home Search by ~ [GEL] Publications Links Contact

Home  Search

1. Search by locus id

2. Search by parameters

Please put the cursor to parameter's name if you know the detail of parameter.
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Description : Similar to Two-component response regulator ARR11 (Receiver-like protein 3).
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* RAP-DB (https://rapdb.dna.affrc.go.jp/)
* MSU Rice Genome Annotation Project (RGAP) Database (http://rice.uga.edu/)
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