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= B DFASTO A HBELTE R =ERFI
. + D . D¥AYE E$57132,594,548 bp.
Wl' 1 . D FAST%I:I % E QECHI# L3271, Jumaaufr%#&

3 - | &, @genomefna B EEL

:g;‘ http://dfast.nig.ac.)p/analysis/annotation/005d6595-d325-4157-8404-0385e24bc 13f L~ ‘.;_; DFAST - Job Result

Remember the current URL to access this page. The result will be deleted 30 days after your last visit.

Title - Delete this job now. == | Delete | This procedure cannot be undone.

JoblD : 005d6595-d325-4157-8404-0385e24bc13f

Status - COMPLETE [2017-83-24 89:41:25.327278] Job submitted.

[2917-83-24 89:41:25.342269] Job started.
[2917-83-24 89:45:458.287690@] Job completed.

Result Features DDB.J Submission Log

¥ Download Files

Genbank Flat File :  annotation gbk

Genome Statistics

Total Length (bp) 2,994 548 GFF3-formatted File :  annotation gff
Genome Fasta File: genome fna
No. of Sequences 327
9 Protein Fasta File: protein faa
GC Content (%) 39.3% CDS Fasta File: cdsfna
RNA Fasta File: rnafna
N50 17,928

Feature Table : features tsv
Gap Ratio (%) 0.494306% Genome Statistics :  statistics.ixd
Zip Archive :  annotation zip

No. of CDSs 2.395

No. of rRNA 6 Genome Assessment

No. of tRNA 62 ANI Result : Download CheckM Result : Download &
2

No. of CRISPRS 3 =

Coding Ratio (%) 1% ANI TopHit Lactobacillus acidipiscis DSM 15836

BAIBEYEEEDESFE10E 2
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@ http://dfastnig.acjp/analysis/annotation/005d6595-d325-4157-8404-0385e24bc 13f/sul O ~ &

FEIEIWI-3THMIZ R RN T1=E %
E10EICTHEERLET . DE 9 [IDDBIZE

VrDERE, @D-waylZ 7Ot X

> LY

{2 DFAST: DDBJ Fast Ann...

Remember the current URL to access this page. The result will be deleted 30 days after your last visit.

Title :
JoblD : 005d6595-d325-4157-8404-0385e24bc13f
Status: COMPLETE
Result Features DDB.J Submission Log

1. Preparation for Submit.

You can create DDBJ Submission Files (sequence file and
annotation file) required to submit the genome through DDB.J
Mass Submission System (MSS). If you want to submit a
complete genome, you must provide a sequence name for
each entry at this page.

Before submission, you need to register BioProject and
BioSample. Please follow the instruction below. For detailed
information, please refer to DDB.J Handbooks. If necessary,
raw sequence data should be deposited in SRA.

1. Create a DDBJ submission account
Open the submission portal page D-way, and create a new
one.
2, Registration to the BioProject Database
Log-in at D-way, and create a new BioProject.
3. Registration to BioSample Database
L on-in at D-way and create a new BinSamnle

Delete this job now. == | Delete | This procedure cannot be undone.

[2017-83-24 89:41:25.327278] Job submitted.
[2917-83-24 89:41:25.342269] Job started.
[2917-83-24 89:45:458.287690@] Job completed.

C M —3T (4 DDBJ Mass Submission System (MSS) =F
WTIEERFIE SR T 2(CnER 2 BB I 7 1)L (EF|
27AIEFIFT—23 . TJr L) BIERRTEEY. 227
U— 4/ % DDBJ [CEBHRT 28BS CE55m—2 T
Eo5l4 - EAAER (BRI AZ ) - EEEROIEER
ToTLEEW,

ZR(C %15, BioProject Database & BioSample Database
ADEEEROFIECHE > TITWEY . ElLFIEZ DDBY
Handbooks ZZE L T {EEWN@HEICG U TS —IT 2 A
F—AM SRA ~MEEEITL

1. DDBJEHF I~ OIS

EBHoR—&)L D-way TFHI FRFETVET,
2. BioProject e NS

D-way (C . F1ie BioProject #EHLET.
3. BioSample Database A& H

D-wav [CO4F " . %738 BioSample #Z8&(L,ET

*
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2-2 :D-way

ZDR—IUHMSDDBIIZAT AL TEEEE
T30 HFEN. TFET7HINERETS

WNEMNH S, DRegister for a new account

L~ac

D-way

2 https://trace.ddbj.nig.ac.)p/D-way/

DDBJ Submission Portal D-way
Login to submit data to DDBJ BioProject, BioSample and Sequence Read Archive (DRA)

Login ID: |

Password: | |
Login

s Never submit data without the permission of the principal investigator.
MARSHEEOF IR T —FZEEZURNTIEEL,

s When you are submitting data derived from human subjects, please read "Data submission of human subjects

research".

CHCERT 27T 95857 558E TEFEREUVZHRET —Y0OERCONVWTI 35U TEE,

Fargot usermname or password (English, Japanese)?
Register for a new account

Website policy | © DNA Data Pank of Japan

2 DFASED.. % Login X

Last modified: Mar. 3, 2017 (v3.6)
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-W_ 20105 EHIZpiRNAT — 2 D FIRZE P2 1= K 57%
REEAESICLLIET 1ZAN, HIEPRT AUID
2-3 %ﬁ%ﬁ?jy—j '9*»31075\bm\Jk,ummf%mat&b\ofi&

e % https://trace.ddbj /D- ts ccen e o-acllB ( L/—CW\ %ﬁfﬁ.?ﬁ"??M’Fﬂi’éﬁ’Bo @Dﬁ"f
e — T UIDIE. BEICEET RDEES T QFBRTE

D-way JERBEBEEIEEELBATENNET

Create New Account
Login ID : | |* om!'n D
+ id must be 4 to 24 characters long.
First Name : | |* » id can contain small letters, numbers and "_".
Middle Name : | | + "-" and capital letters cannot be used.
» numbers and "_" cannot be used for first letter.
Last Name : | |*
Email : | |*

* required

back to login page

HAZBEFREDESHE10[E
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HWEEIEX A LT, DContinue

e 2 https://trace.ddbj.nig.ac.jp/D-way/contents/general/reserve_account_page P-ad @ DFAST. D... ?, Create... ¥

Create New Account

D-way

Login ID : E%@Q@J%?
U

L Ll
First Name : |Eo]|

Middle Name : |hoge

Last Name : |Kadota

|* Login ID:
+ id must be 4 to 24 characters long.
|* # id can contain small letters, numbers and "_".
| + "-" and capital letters cannot be used.
|* » numbers and "_" cannot be used for first letter.

Email : |kad0ta@b|'.a.u—tokyo.ac.jp

* required

BJin page

HAZBEFREDESHE10[E




FEZE LT, DConfirm

2-3: 7 hor

e 2 hitps://trace.ddbj.nig.ac.jp/D-way/contents/general /reserve_account_cenfirm PO~ &d | 2DFASED. % Confir. X i@

D-way

Confirmm New Account

inID : aclEie J I
Login ID : ag%ﬁj'%wjbﬁﬁjra
First Name : Koji
Middle Name : hoge
Last Name : Kadota

Email : kadota@bi.a.u-tokyo.ac.jp

8 account creation page

back to login page

HAZBEFREDESHE10[E 7
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DA—IL N EDNT=LST2

a 2 https://trace.ddbj.nig.ac.)p/D-way/contents/general/sent_mail_page

D-way
Please check an e-mail sent to your address.

back to login page

L~ac

2 DFASE D... | 3 trace.. X
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DDB] <dway_admin@ddbj.nig.ac.jp= kadota@biau-tokyo ac jp

[DDEJ] new submission account

*Dao MOT reply to this mail*

Thank you for requesting an account of DDBJ submission system D-way.

We have reserved an account by your reguest,

Reserved account information.

Fleaze click following URL within 12 hours to activate yvour account:
https://trace.ddbj.nig.ac.jp/D-way/contents/general/issue_account_page?

submitter_id=agribio_ni_suruzura&key=UE5sor0(78

For security purposes, please change yvour password periodically.

"Pacewinrd rule” -

HAZBEFREDESHE10[E
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2 https://trace.ddbj.nig.ac.jp/D-way/contents/general/issue_account_page?submitter O ~ @ & @ DF.. % trac.. & L. v i

D-way

L L L e L
Password for as{ Pz={ P22{ F:{Pia
TS T Apt Tt Tl
MNew Password : | |
Re-enter Password : | |
Strength of New Password
Set

Set a password (longer than 8 characters) which contains both alphabets and numbers

HAZBEFREDESHE10[E 10



2-5: INA)—FZE1ERL

INAT)—

FZE{ERKLT. DSet

e 2 https://trace.ddbj.nig.ac.jp/D-way/contents/generalfissue_account_page?submitter O ~ @ & @ DE.. % trac..

D-way
m,a.,., '_hvf\ﬁh '_mp‘._,.‘
Password for af; 'é AR IARIE

T Tt Tl P

MNew Password : |.ll...ll... |

Re-enter Password : |ll.O‘O..¢o o0 q-|

Strength of New Password OK
Set

Set a password (longer than§ characters) which contains both alphabets and numbers

HAZBEFREDESHE10[E
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2-6: FEE LI

D5FM & ZLogin R— 2R ASE ST

e e 2 https://trace.ddbj.nig.ac.)p/D-way/contents/general/issue_account PD-aXx @ DE..

D-way

Your account was issued successfully.
This page will be redirected to "Login" in five seconds.

% trac.. O t..

HAZBEFREDESHE10[E
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EE?f)\(:Login’\o— ~\\' }_I'%UQE L/T:o ®EEEIIL.\
LTENTLEEW, EDT=6HQ%5')vY

e 2 https://trace.ddbj.nig.ac.jp/D-way/login_form P~-ac l;@DE.. $ trac..| & L. fnr

D-way

DDBJ Submission Portal D-way
Login to submit data to DDBJ BioProject, BioSample and Sequence Read Archive (DRA)

Login ID: | |

Password: | |

Login

s Never submit data without the permission of the principal investigator.
REAEOFF R T —FEERURNTIZE,
s When you are submitting data derived from human subjects, please read "Data submission of human subjects

research".
EHCHEET ST —IHFESITIE81E (EFEEREUVEARET —YOBSICOVT] #3500 TS0,

Fargot usermname or password (English, Japanese)?
Register for a new account

Website policy | © DNA Data Bank of Japan Last modified: Mar. 3, 2017 (v3.6)

HAZBEFREDESHE10[E 13
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W3-2 : I: F%—Q@i&fﬁ [2DLV\T, DR—, QEBZHIBE

— O
& httpy/fwww.ddbj.nig.ac.jp/sub/human-j.html P~ % Login 2 ERE..
1 |_English A
2 DDBI HZ LM Search
= DNA Data Bank of Japan
EERNORS JOzxzH hoesd IEEFEMESF O Flat File d3iHA HEVwSHE
HOME > 7—4E43 > EEERAIOERE > b MERs UEiRT —90BRCONT E#EHE « 2015.10.2.
EhERREUEHATET —YDEREICDNT
SR
FL AdIR — A — &
SRR
25168%
! 2RO g [
b hESES LTS TOFARICEVLT DDB) [CEMT 3T —SOEETHEEA (HRE) OESE - 7351/ —3. ERThIAZTEE.
#FE. SREEIFRELTVSEBOASHCEY. ERS0SEFECEVTERESNTLSHENIEDET.
FRIE LT, HRErERSEUESSEERIE. BT —FSmDBLT S,
ThERMIEHFNSOE FHESSERAWCEGE CEL T BMTFOSEIEEEEW,
 BEFET YEERLUCERTFES USSR EES S s O ESEOREREESC BV TERSN TV
» FFEHESE - > A —A RIS RRERENERICT —9N—ANT — YRR, FRSE et s &fEsEThTyg
v
AR ESELE NSRS 106 http://www.ddbj.nig.ac.jp/sub/human-j.html
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DE FERFI AR R TIXIEULNAZY /) LR
. BENTFELGHELTEITFONTILNS

? hitp:

www.ddbj.nig.ac.p/sub/human-j.htmilEreview

) RmEn

t bl AREEIESRY SRS, HEICEUT. ZEHIC National Bioscience Database Center (NBDC) [CEWTEEFZITTL

Z&Ewn,
HEM BRI

SELEDATEE A CRET Y ) L]

BEIFFELH
Hela BigtamBRm - HEsEHRREs. 5
b FERITERISE R TIIR A S LB

P EEEHW

b A BETRETICET Saiiat
2 NBDCE b7—4aHEH 1 F5-1>2 ver. 2.0
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D-wayD Y TR—UIZRY, SETFEWME
-a5 A4 IDE/INRTT—

K= AHLT. @Logm

3-4-O45 4>

e R hitps://trace.ddbj.nig.ac.jp/D-way/login_form P~@d || @Dk & tac. 3 L.x i Tr G @

D-way
DDBJ Submission Portal D-way
Login to submit data to DDBJ BioProject, BioSample and Sequence Read Archive (DRA)

 Login IS

. I
Login ID: fgm}]_;m.; ia sﬂ?ﬁ |

TiarH Vi)

Password: |-¢ooo-¢o.o. .g.|

Login

s Never submit data without the permission of the principal investigator.
MARSHEEOF IR T —FZEEZURNTIEEL,

s When you are submitting data derived from human subjects, please read "Data submission of human subjects
research"”.

EHCHEET ST —IHFESIIE81E (EFEEREUVEARET —YOBSICOVNT] #3500 TS0,

Fargot usermname or password (English, Japanese)?
Register for a new account

Website policy | © DNA Data Bank of Japan Last modified: Mar. 3, 2017 (v3.6)

A S, ER 5  EH LO https://trace.ddbj.nig.ac.jp/D-way/

I ity
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3-5:A%5 A >/1

CAGEEICEYEY

- O *
. - mig.ac.in/D- - . - R . ]
e % https://trace.ddbj.nig.ac.jp/D-way/contents/general/top D-ac|y Account.i@y.im@;{@} I I8 228 =
o DDB . i . \."-'-_.I-_ \."-1_1-_‘ \."-1_1: -\.-'d-_.l u’-n_.l-_
Z.Zl .u-.n...._.....]- D-way TOP | BioProject | BioSample %@{@{m@{@1 | Account | Password | Logout

Account: %@éﬁ%ﬁéﬁa

Please register center name and public key at the “Account’ (top right) to submit your data to DRA.

DRA NT—4&EEHF T SHCE Account (BE) M5 center name S NREFEHT 2BENE0DET.

' Use only ASCII characters (English letters) throughout your submission. Non-ASCII characters (for example, Japanese and
special characters) are not accepted.
EERIC(E ASCII M 5F (RBYF) OFEFEALTZEW, FF ASCII XF (HFBPREFLRE) FRFHEITUVERA.

BioProject

A collection of biological data related to a single initiative, originating from a single organization or from a consortium.
You can register a project here and later submit and link sequence data to the project. Handbook
ConsFO3c I oA EBEL, BSR4 EEEL IOV MCEERFIRCENTEET. ¥ FIL

BioSample

Descriptions of biological source materials used to generate experimental data in any of DDBJ's primary data archives.
You can register sample(s) here and later submit and link sequence data to the sample(s). Handbook
CCohsULTIILDFEERL. BHSENT—YEERLTHTILCEENITZC N TEEFY, X217

aAnmEseznagsog hitps://trace.ddbj.nig.ac.jp/D-way/contents/general/top 17




" NGST—2(ZDIHE Ede novoF £ T UHID
W4 1 . AN IEI ‘I E—FDT—2) DERHIE, 13—)L TDRAN
=L. =7 - DT—EDEEKITY . SEIEDRAND Fx(
e % hitps://trace.ddbj.nig.ac.jp/D-way/contents/general /top D~@C| % Acg NGSj_:_gwﬁﬁi) Flif;(s ‘fﬁilli-d-éMSS/\w

; M BRTEVITILTT /T av LR O
2. ];)n.]:_)..BI D-way TOP | BioProject | BioSample a}i{@i{iﬁi{&ﬁi&J ﬂd)ﬁ‘ﬁi) 7‘;;:0)'(5s @0)1’F%'i$%\g

B L
Account: IR DT

TR TTaaat® Tlanalt Tt
Please register center name and public key at the “Account’ (top right) to submit your data to DRA.

DRA NT—4EEHF T IHICHE Account (BE) M5 center name S NREFEET 2.0 NEY.

il Use only ASCII characters (English letters) throughout your submission. Non-AS
special characters) are not accepted.

(T ASCIL X (REWF) OF:EFERAL TS, IF ASCII F (HFEPRE/RCFLLE) FRIFMITTOERA,

racters (for example, Japanese and

BioProject

A collection of biological data related to a single initiative, originating from a single organization or from a consortium.
You can register a project here and later submit and link sequence data to the project. Handbook
ConsFO3c I oA EBEL, BSR4 EEEL IOV MCEERFIRCENTEET. ¥ FIL

BioSample

Descriptions of biological source materials used to generate experimental data in any of DDBJ's primary data archives.
You can register sample(s) here and later submit and link sequence data to the sample(s). Handbook
CCohsULTIILDFEERL. BHSENT—YEERLTHTILCEENITZC N TEEFY, X217

HAZBEFREDESHE10[E 18



4-2 : B iR BEHRIE

B0

CAER—DITRUET .
ELVSDERLTLNSTEIT

2 http://trace.ddbj.nig.ac.jp/book/account htmlEDRA_ADZHIEEE-ENM
DRA NDEFHERZEM pde

DDBJ Sequence Read Archive (DRA) AT —4HEB43T 32D, ZHIURC
center name &/NEEHRSRLET. Center name [ DRA HH¥EEICHH UL TEID
FOoTWVRESTY, ABEEI-—HY0EECRVSNET.

BB/ BN T DER
=] Windows
I Mac OS X

 Unix

Center name &IOS F

-}

A IAIRL ¢
A=

BRTHIMNMIOTAUET. "7HDL B A= "Center Full Name" (T
EREEANDL, BRRSNJEBNSBENREDZEVET . [Update] Z0Uw
OUTThI hEEFHULETD,

Gaviee for DRA' B
Center Nams OR Apply new Cecker Name
Cenfer Full Nama Nahonal rstiue of Gonebes (Jagan)
Naton et of Genelkss flagu
e

center name ZE4

WYL center H'BEETNTLVRALMES, [Apply new center name] ZOU w4
Ls. BEDTILAR—NIhEEFIT center DFREEF DDB) [CERELET .

P~ & || R Account...| % ZH7.. x

In this page

DOBJER VNI b

DN SBREUEEERTHAD M
DRANGDESFIERZIEM
WER I 7L DER

PDF Download
X pPOFEAD>O—R

Submit
Login & Submit

Contact

Archives

News by year:
FAQs
Handbooks

axsma=azg hitp://trace.ddbj.nig.ac.jp/book/account.ntm#DRA_~ 0 & & 1ERR Z 1B /N 19
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5[ EAO5ELDRADR—T

P ~c| % ppel Sequence Read ...

a 2 https:/ftrace.ddbj.nig.ac.)p/drafindex.html

Z‘ DDBI Login & Submit  Databases -~ | English | Contact
. DRE LEE
Sequence Read Archive

Home Handbook FAQ Search Download « Pipeline About DRA

News
20178#04506H New : BioProject/BioSample/DRA A5 AfElF 4/11 16:30 ~ 4/13 11:00 more...

DDBJ Sequence Read Archive (DRA) [ Roche 454 GS System@®, Illumina Genome Analyzer®, Applied Biosystems
SOLID® System REQRBRZ—IT L U S0ENT —90hh7T —5~<—ATT, DRA 2 International Nucleotide
Sequence Database Collaboration (INSDC) A2 (—T&", NCBI Sequence Read Archive (SRA) & EBI Sequence
Read Archive (ERA) EOEBERNMEL, EETh TWET, EFE0FvESVIEZ—IT U0 Sow 17— DDB)
Trace Archive [CCBEEE0.

A |28 |

B3R iR
Databases Resources DDBJ Information
Nucleotide Sequence Database getentry DDEJ RSS hﬂ
Sequence Read Archive ARSA DDEBJ on Twitter |4
Trace Archive TXSearch DDE on Youtube gl
Omics Archive BLAST DDBJ on slideshare

HAZBEFREDESHE10[E
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" (ONSSSIZEEBS SNEL TN

W4_4 . N SSS (XEZLLEWNFEIZHERTY—IL

— d x
e 2 hitp://www.ddbj.nig.ac,jp/sub/websub-j.htm D= & 2 WeblREEERTZSy.. 7.7 50 @
[ |_English a
2 D D BI HA RS Search
= DNA Data Bank of Japan
IEERNDRE JOzx 2 hOBE EEEFOBEEHC Flat File (DZEA Vector Screening AT
HOME > 7 —484F > EHEHOEE > WebiRSERRIZES A7 /1 (NSSS-- E¥SRE : 2017.4.6.

WeblRIEEBHIZEER> 25 /n (NSSS:DDB] Nucleotide Sequence Submission System)

* Firefox Z£/zE Chrome OEBRZHELF T, Windows10 ¢ Microsoft Edge TIFEHWELWZLEH A
o 1ECEFAEEAT L FUEIR 102MF ETTT(BRFIRPCRENERISICHELET).

o Jwov—4hS submission FEETEET.

o BHRT SEFIN'S vector BFRMEFIERVT <JZEV, VecScreen THEEE CEE 4.

o EY—LTTPA T —9DEEEOETT.

o« T TEETIESICE "EERROSE". "SH—YERN" (CoVT TS EEN

o IOWTINCELETSEBICE MSS EORIB LTS,

» EFIHEL(B%I(3 500 kb BiE)
> T2 UEBEDICSEEHA30L ) mFeature 153
» WGS, CON, TSA, HTC, HTG, EST, GSS, STS (0E48

| ABHAE
X oD o) HELP
<=7 NSSSOETT NSSSDE NLTR—
W
BALBEPREOEHEL0E http://www.ddbj.nig.ac.jp/sub/websub-j.html 21



" DMSSIS7/ L2 ORI

W4-5-MSS E RIS BRISEL =Y —

e 2 http:/fwww.ddbj.nig.ac.jp/suby/mss_flow-j.html D= | 2 MsS kL7 - Mass Sub... p G0 (@

2 DDBJ e

DA Data Bank of Japan

#

IEERNDRE JOzxz o hBs EEENSEONE Flat File (DZEA BHEHWSDE

HOME > 7 —4E§ > EHEAINEE > MSS &[F ? - Mass Submission System E¥EH;A : 2016.4.18.

MSS & (X ? - Mass Submission System

hic. BET—SENEIEZEEV,. IS0 NE#ESHE T 5155813, DRA; DDE] Sequence Read Archive. -
(. DTA; DDB] Trace Archive [CBALELTE JEBIEEL,

DDBIT(E. BRFET 91U TOLSUEHFICSEYSTSES. Mass Submission System (MSS) O FIBEEEHLTEDET.

o I3 hUS(ERTIRAOENTSES
1024 #2335 LEERFIERT AT ATRIENFHETT

« 112 RUSEDICEE(ERR0L E)DFeature H'E 35S
« ERHEL (B%(F 500 kb BLE) B8

s EEREIESES 2T LAEEL TUESL S
EST, STS, TSA, HTC, G55, HTG, WGS, CONTEE

EERFIEES AT A EERFIERICHERERFHERANTIHAENEDET.
LH I IS TNEES <LV RS EEEC BRI TS TED. By —ILTT,
LOLRAS. ZUREESTOEFEIEDESICE. MBREANLDE. SROH0I7)LE. BE S2dSAEIELTVWET,

FOLILFFRESEOHOEAAT MSST T

. M55 & ZFIEORIC . MSS(cHEFSEEDREN v
. BEOEHICHBERIF I . 7R

AAS AL OEHE10E http://www.ddbj.nig.ac.jp/sub/mss_flow-j.html 22
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W4-6 : BioProject

(DBioProjectlZWFTZ IO HREFDTOAD I+
[CHET BT —22FELEDBHDT—EFIN—X

— O X
e % http://trace.ddbj.nig.ac.jp/bioproject/index.html £~ & || % DDBIBioProject - Home 57 o} (@
~
Z‘ Q_D_,B]- Login & Submit  Databases -~ | English | Contact
- - HRE LiEE
BioProject
Home Handbook FAQ Search Download « About BioProject
News
20178#04506H New : BioProject/BioSample/DRA A5 AfElF 4/11 16:30 ~ 4/13 11:00 more...
BioProject (FIFR /O H METOT I MNCEET ST —HEEEHITOOT—F~A—ATY. INSDC BEETET—F
N—AUTBEINIET—91 BioProject ID ®3IBTE LT, T 700039 RBUTHIL—JikENET. BioProject
37/ AEFERE O 4 REEE LT NCBI Genome Project FHEEL, BRSTLESDTT.
DDEJ BioProject @B 7OT T U M LTI L« w92 'PRID' OF Oy 23 LBSERITUTWEY, L8N
=031 4 hF—41d EBI/NCBI S HEENFET,
ko |
H—-— -
= o
iR HEI=27I AGF—45

Databases Resources DDBJ Information

Nucleotide Sequence Database getentry DDEJ RSS hﬂ

Sequence Read Archive ARSA DDEBJ on Twitter |4

Trace Archive TXSearch DDBJ on Youtube |g W

HAZBEFREDESHE10[E
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" I DBioSampleld 7

—

—ADHETBHHTIL

W4-7 :BioSample SOV TOIEREINELFT—2R—2

e % http://trace.ddbj.nig.ac.jp/biosample/index. html P ~c| % ppel BioSample - Home

ZDDBI Login & Submit  Databases -~ | English | Contact

L AL L8R L

Home Handbook Sample Attribute FAQ Search Download « About BioSample

BioSample

News

20178#04506H New : BioProject/BioSample/DRA A5 AfElF 4/11 16:30 ~ 4/13 11:00 more...

BioSample [# DDB] D—RFT—9~—A[LBSRSH TV EERT —YREDIOICEZEMENLER (U2 TIL) [DovTo
BEEERLUTERT ST —5~<—ATY. BioSample MAIE LTIE, TILT- 2, EEOESE, SEFCSEY TGS
EFashET,

Y757 —4(4 DDB1, EBI & NCBI BioSample F—&~— A TEEanET,
BioSample METEER:

s EHOWRETELT L IILMEDNTVA T S FRBERNICRT O & FORECT B,
o U TmERCO FO—LENEBEeREESCEEET AT, U T ILoREAEET —IR—ABTH 95,
« EROT I A[EBRSNTVWET -2 EH L TNILEV LSO L, IS EoH L TILICERT 2T —YEINETES

£DICTB.
Databases Resources DDBJ Information
Nucleotide Sequence Databaze getentry DDEJ R55 hﬂ
Sequence Read Archive ARSA DODBYJ on Twitter |4
Trace Archive TXSearch DDEJ on Youtube |g|
Omics Archive BLAST DDEY on slideshare
BioProject Vector Screening System DDEJing
BioSample Clustal\W DDEJ FTP Site
Japanese Genotype-phenotype Archive Read Annotation Pipeline
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e = http://wiki.gensc.org/index.phpititle=Main_Page O ~ & | e Genomic Standards Co... * ‘ ‘ {3

genOm§C | | Go || search
S ™~ STANDARDS consortium

History View source Discussion Page

| About the GSC | Projects | Resources | Wiki Pages | Toolbox | Personal tools |

Main Page

Quick Links

® GSC Home &

® Mission &

® GSC Projects overview
® GSC Membership
* MIxS

® MIxS Compliance
* GCDML

® GRS

® EnvO-Lite &

* M5

* SIGS

® Adopters

® Compliance and
Interoperability Working
Group

® Biodiversity Working
Group

® RCN4GSC
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— O X
e ? hitps:/ftrace.ddbj.nig.ac.jp/D-way/contents/general ftop P-ac|y Accountfﬁ’ﬂ{h "r'i"?'-‘-‘- | D vr 96 @

T
S EATEATEN,

2 DDB

et I D-way TOP | BioProject | BioSample AR LR IR T LR

CATSEENT AT, fiwui{:’? | Account | Password | Logout
Account: 2T 0R i
ccount: NI
aéhm' & é"wu' < lé"w\' o é‘*w\' &
Please register center name and public key at the ‘Account’ (top right) to submit your data to DRA.
DRA NF—AHEEHT Z=H(C(F Account (B L) H'5S center name S REEFEHT aHENBDET.

) Use only ASCII characters (English letters) throughout your submission. Non-ASCII characters (for example, Japanese and
special characters) are not accepted.

ERICIE ASCINF (B F) DHEFEAL TS0 FF ASCIL = (HFBPEHCELRE) FRFHFTOER A,

BioProject

A collection of biological data related to a single initiative, originating from a single organization or from a consortium.
You can register a project here and later submit and link sequence data to the project. Handbook

CohEITOS O FOHESEL, BRSENF—SESEL IO MCEEN TR SN TEEYT., ¥aATFIL
BioSample

Descriptions of biological source materials used to generate experimental data in any of DDBJ's primary data archives.
You can register sample(s) here and later submit and link sequence data to the sample(s). Handbook
CosULTILOAEEEL. BhSEAIFT—SYEEEREL T TIILICEEMIISC SN TEEY. ¥ FIL

aAnmEseznagsog hitps://trace.ddbj.nig.ac.jp/D-way/contents/general/top
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5-2:BioProject

(IDNew submission

— O X
e 2 https://trace.ddbj.nig.ac.)p/D-way/contents/bp/bp_submission_list P-ac|y BicProject submission ... iy ‘-_,A,_-' ‘:::’
2‘ Q.D.BI D-way TOP | BioProject | BioSample a;ﬁﬁﬁ;@ﬁ@; wj | Account | Password | Logout
i L VN e T
BioProject subgission list for as{ Pz {P:2{ P2 J:a
TR Tt TR Tt

|New submission‘

) To update an existiNg record or recent submission, please send your request with your Submission ID or BioProject
accession included (Enalish, Japanese).

No Submission
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5-3: Submitteri&

B0

Z DT —3FDSubmitterlX38 7%
) C. ADAdd another submitter

— O *
e % https://trace.ddbj.nig.ac.p/D-way/contents/bp/bp_submitter_form?submission_id= LO~-ac % Submission: PSUBDOTOL.. * fu‘b ‘Z::’ ®
?z Q.D.BI D-way TOP | BioProject | BioSample 3wj§rﬂ'}’;wj' 3%;1 | Account | Password | Logout

BioProject Submission ID: PSUB007096

J' SUBMITTER |_| GENERAL INFO |_| PROJECT TYPE |_| TARGET |_| PUBLICATION |_| OVERVIEW |
—Submitter®
First name : |K0ji | *Last name : |Kadota |

*kE-mail : |kadota@b| a.u-tokyo.ac.Jp |

&2 Add another submitter

Enter submitting organization.

—Organization

+Submitting organization® : | |

Submitting organization URLY : | |

Specify when this submission should be released to the public.

—Data Release"

® Hold {not viewable until the release of linked data)

) Release immediately following curation

HAZBEFREDESHE10[E
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5-3: Submitteri&

B0

CAGRRLCICRYFET

e % https://trace.ddbj.nig.ac.p/D-way/contents/bp/bp_submitter_form?submission_id= LO~-ac ?l Submission: PSUBDOTOL.. * fu‘b

%Q_DBI D-way TOP | BioProject | BioSample

BioProject Submission ID: PSUB007096

N
f@@j 1 | Account | Password | Logou

J' SUBMITTER |_| GENERAL INFO |_| PROJECT TYPE |_| TARGET |_| PUBLICATION |_| OVERVIEW |
—Submitter”
First name : |Koji | *Last name: |Kadota |@
*E-mail : kadota@bi.a.u-tokyo.ac.jp |
First name : | | *Last name:: | |@
*E-mail : | |

&3 Add another submitter

Enter submitting organization.
—0Organization

#Submitting t:mr_;;anizati-:m“3 : |

Submitting organization URL® : |

Specify when this submission should be released to the public.

Data Release”

@ Hold (not viewable until the release of linked data)

() Release immediately following curation

Continue

<

HAZBEFREDESHE10[E

29




5-3: Submitteri&

M2 A B D submitterEERZEEMMLT-
NDE . BERAI another submitter

B0

2 DDB

CITT] Sera—

I D-way TOP | BioProject | BioSample

2 https://trace.ddbj.nig.ac.jp/D-way/contents/bp/bp_submitter_form?submission_id= O ~ @ € || % Submission: PSUBDOTO...

asm}rﬂ??ﬁ@; w_}l | Account | Password | Logou

BioProject Submission ID: PSUB007096

SUBMITTER |_| GENERAL INFO |_| PROJECT TYPE |_| TARGET

]

|_| PUBLICATION |_| OVERVIEW

— Submitter®

First name : |Koji | *kLast name : |Kad0ta

|@

*E-mail : |kadota@bi.a.u—tokyo.ac.jp

First name : |Yasuhir0 | *Last name : |Tanizawa

e 4
QRS

Tiapd

*E-mail : [

&3 Add another submitter

Enter submitting organization.
—0Organization

+Submitting Drganization;j : |

Submitting organization URL® : |

Specify when this submission should be released to the public.

Data Release”

@ Hold (not viewable until the release of linked data)
) Release immediately following curation

Continue v
< >
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5-3: Submitteri&

B0

D3N B D submitter&EErZ B0

?.2 I,?_D..B]- D-way TOP | BioProject | BioSample

2 https://trace.ddbj.nig.ac.jp/D-way/contents/bp/bp_submitter_form?submission_id= O ~ @ € || % Submission: PSUBDOTO...

TEE T

& szszmjsmswjl | Account | Password | Logou

BioProject Submission ID: PSUB007096

OVERVIEW |

J' SUBMITTER |_| GENERAL INFO |_| PROJECT TYPE |_| TARGET |_| PUBLICATION |_|
—Submitter®”

First name : |Koji | *¥Last name : |Kad0ta | (=]

*E-mail : |kadota@bi.a.u—tokyo.ac.jp |

First name : |Yasuhir0 ------------------- | *kLast name : |Tanizawa |° ------------

*E-mail: [FERERERES: |
.................................... 4

First name : |Masanori | *Last name : |Tohn0 | (=

i [ TR R
*E-mail : [smsmﬁmj}@s% |

&3 Add another submitter

Enter submitting organization.

—Organization

*Submitting organization @ : |

Submitting organization URL® : |

Specify when this submission should be released to the public.

’7Data Release”

(@ Hnold fnnt viewahle nintil the release of linked data?
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5-4: Organization

2 https://trace.ddbj.nig.ac.jp/D-way/contents/bp/bp_submitter_form?submission_id= O ~ @ € || % Submission: PSUBDOTO... U el B e
|_| PUBLICATION |_| OVERVIEW

— d x
g e FRL

J SUBMITTER |_| GENERAL INFO |_| PROJECT TYPE |_| TARGET

— Submitter®

First name : |Koji | *kLast name : |Kad0ta

*E-mail : |kadota@bi.a.u—tokyo.ac.jp |

First name : |Yasuhir0 | *Last name : |Tanizawa

g JE
*E-mail : [s%s%s@ﬁ@s% |

First name : |Masanori | *Last name : |Tohn0

TR
*E-mail : [s%s%ﬁ@jﬁ@s

&3 Add another submitter

Enter submitting organization.

—Organization

*Submitting organization @ : |

Submitting organization URL® : |

Specify when this submission should be released to the public.

— Data Release "

@ Hold (not viewable until the release of linked data)

() Release immediately following curation

<
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5-4: Organization

— O *
% https://trace.ddbj.nig.ac.p/D-way/contents/bp/bp_submitter_form?submission_id= L-ac % Submission: PSUBDOT0... * fu‘b ‘-_,: ‘Z.,:’ 'J
J SUBMITTER |_| GENERAL INFO |_| PROJECT TYPE |_| TARGET |_| PUBLICATION |_| OVERVIEW
~
—Submitter”
First name : |K0ji | *¥Last name : |Kac|ota | (=]

*E-mail : |kadota@bi.a.u—tokyo.ac.jp |

First name : |Yasuhir0 | *¥Last name : |Tanizawa | (=]

*E-mail : [ﬁﬁ" ,r;-—.-.;1,rm |

3wj3wj3w_j’rw3wj

First name : |Ma5anori | *Last name : |Tc:hn0 | (=

*E-mail : [;w__;gwhﬁ;mfrwswj |

&3 Add another submitter

Enter submitting organization.
—Organization

*Submitting organization @ : | Institute of Livestock and Grassland Scien0e|

Submitting organization URL® : |http:ﬁwww.naro.affrc.gc.jp |

Specify when this submission should be released to the public.
—Data Release“

@ Hold (not viewable until the release of linked data)

() Release immediately following curation

| s

< >
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HTAT AV LEL=ECA, DProject
. " " title Tl AT OMOABREZRTIELY
5-6: Project title BALEATE B, ChITABSh =T

o 9‘:%0)94 MLELTEDNSD)

2 https://trace.ddbj.nig.ac.jp/D-way/contents/bp/bp_general_info_form?submission_i 2 ~ @ & || ¥ Submission: PSUBD0TT=

~
Z. I,?_[?..B]- D-way TOP | BioProject | BioSample 3;%}’%?@53@; w_}l | Account | Password | Logou

BioProject Submission ID: PSUB007096

J SUBMITTER |_| GENERAL INFO |_| PROJECT TYPE |_| TARGET |_| PUBLICATION |_| OVERVIEW |

—Project Description

*Project title ® : | |

*Description® :

Provide a description (a paragraph) of the study goals and relevance (more than 100 characters).

Private comments to DDBJ staff® :

Relevance @ : v

—Umbrella BioProject “

Is your project part of a larger initiative which is already registered? Cvyes ®No

—External Links
Link description® URL®

< >
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5-6: Project title

e % https://trace.ddbj.nig.ac.jp/D-way/contents/bp/bp_general_info_form?submission_i O ~ @ ©& || % Submission: PSUBDOTO... X e 8@

%Q_DBI D-way TOP | BioProject | BioSample
BioProject Submission ID: PSUB007096

J' SUBMITTER |_| GENERAL INFO |_| PROJECT TYPE |_| TARGET |_| PUBLICATION |_| OVERVIEW |

—Project Description

*Project title @ :|Lact0baci|lus acidipiscis JCM 10692 Genome Seguencing Project |

*Description @ :

Provide a description (a paragraph) of the study goals and relevance (more than 100 characters).

Private comments to DDBJ staff® :

Relevance @ : v

—Umbrella BioProject “

Is your project part of a larger initiative which is already registered? Cvyes ®No

—External Links
Link description® URL®

< >

Lt S o ~
%@{@;{m@j{@y | Account | Password | Logou
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5-7: Description

(DDescriptionZMFZE R R AOT—)LIZEH T 5EC
o BE=FBMNT IEMRITHENTEDEL
ST+ n7EE (100 XFLE) DiFHRESEAL
F9, ;;'Cli -_/\Jﬁﬁbfib\fﬂibf’

e 2 https://trace.ddbj.nig.ac.jp/D-way/contents/bp/bp_general_info_form?submission_i 2 ~ @ & || ¥ Submissromrsonooro=
Z. I,?_D..B]- D-way TOP | BioProject | BioSample asm}rmfﬁj;@; w_}l | Account | Password | Logou

BioProject Submission ID: PSUB007096

J SUBMITTER |_| GENERAL INFO |_| PROJECT TYPE |_| TARGET |_| PUBLICATION |_| OVERVIEW |

—Project Description

*Project title @ :|Lactobaci|lu5 acidipiscis JCM 10692 Genome Sequencing Project

*Description ™ : |Lactobacillus acidipiscis is a homofermentative lactic acid bacteria originally

of Lactic Acid Bacteria.

isolated from fermented fish (Pla-ra) in 2000. This project was conducted as a
part of hands-on training of NGS data analysis published on the Japanese Journal

Provide a description (a paragraph) of the study goals and relevance (more than 100 characters).

Private comments to DDBJ staff® -

Relevance @ : v

—Umbrella BioProject “

Is your project part of a larger initiative which is already registered? Cvyes ®No

—External Links
Link description® URL®

<
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W 5%

5-8:Relevance

- O *
e 2 https://trace.ddbj.nig.ac.jp/D-way/contents/bp/bp_general_info_form?submission_i 2 ~ @ € || % Submission: PSUBDOTO... {nt ‘-_,A:' ‘:::’
. DDB]J Prod : P "
) D-way TOP | BioProject | BioSample Bl e 5 e SW.}" | Account | Password | Logou
BioProject Submission ID: PSUB007096
J' SUBMITTER |_| GENERAL INFO |_| PROJECT TYPE |_| TARGET |_| PUBLICATION |_| OVERVIEW |
—Project Description
*Project title @ :|Lactobaci|lu5 acidipiscis JCM 10692 Genome Sequencing Project |
*Description® : [ actobacillus acidipiscis is a homofermentative lactic acid bacteria originally
isolated from fermented fish (Pla-ra) in 2000. This project was conducted as a
part of hands-on training of NGS data analysis published on the Japanese Journal
of Lactic Acid Bacteria.
Provide a description (a paragraph) of the study goals and relevance (more than 100 characters).
Private comments to DDBJ staff¥ :
I 4
Relevance @ :
Agricultural
.| Medical
—Umbrella Bif .
Industrial
Is your project] Environmental iative which is already registered? Cies ®No
Evolution
—External Lin| ModelOrganism
. ) cl Other
Link descripti URL™ i
< >
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5-9: Continue

e 2 https://trace.ddbj.nig.ac.jp/D-way/contents/bp/bp_general_info_form?submission_i 2 ~ @ € || % Submission: PSUBDOTO...

[ o F}

Private comments to DDBJ staff® :

Relevance ™ : | Agricultural A%

—Umbrella BioProject “

Is your project part of a larger initiative which is already registered? Cvyes ®No

—External Links
Link description® URL®

&3 Add another link

armation. ’

ducation, Culture, Sports, Science and Technology (MEXT), 22150002, Genome Science.

Enter gr.
e.g. Minis
—Grants

Agency @ Agency abbreviation®  GrantID¥  Grant title®
| | | | | |

t» Add another grant

—Consortium

Consortium name® : |

Consortium URL® :|

Continue
W

< >
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5-10: PROJECT TYPE

e % hitps://trace.ddbj nig.ac.jp/D-way/contents/bp/bp_project_type_formTsubmission_i O = @ & || 3 Submission: PSUBDOTC... 8@

L e A
2. I,?.D.BI D-way TOP | BioProject | BioSample a;ﬂﬁﬂ;@ﬁ@; w_}l | Account | Password | Logou

BioProject Submission ID: PS

J SUBMITTER |_| GENERAL INFO |_| PROJECT TYPE |_| TARGET |_| PUBLICATION |_| OVERVIEW |

A general label indicating the primary study goal.
— *Project data type"

Genome Sequencing :
Clone Ends :

Epigenomics :

Exome :

Map :

Metagenome :

Phenotype and Genotype :
Proteome :

Random Survey :
Targeted Locus (Loci):
Transcriptome or Gene Expression :
Variation :

Other :

OOo0OoooOoooooooono

Indicates the scope and purity of the bioclogical sample used for the study.
—Sample scope/Material/Capture/Methodology

*Sample scope® : *+Material @ : | v | *Capture® : W

*Methcdologyg : ‘Sequencing v|

< >
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5-11:Project data type

e 2 https://trace.ddbj.nig.ac.jp/D-way/contents/bp/bp_project_type_form?submission_i 2 ~ @ & || ¥ Submission: PSUBDOTO...

1, 1, o, ~
Z. IQ_D..B]- D-way TOP | BioProject | BioSample asm;rﬂ;@ﬁ@; w_}l | Account | Password | Logou

SEERITYT /LB T—2%%E
§%9 5D T. DProject data type
TlX. @Genome Sequencing

d x

BioProject Submission ID: PSUB007096

J SUBMITTER PROJECT TYPE |_| TARGET |_| PUBLICATION |_| OVERVIEW

A general label indicatin rimary study goal.

— *Project data type™

Genome Sequencing :
Clone Ends :

Epigenomics :

Exome :

Map :

Metagenome :

Phenotype and Genotype :
Proteome :

Random Survey :
Targeted Locus (Loci):
Transcriptome or Gene Expression :
\ariation :

Other :

I A B R I ¥

Indicates the scope and purity of the biological sample used for the study.

—Sample scope/Material/Capture/Methodology

*Sample scope® : *Material @ : v | #Capture® : v

=]'=|‘~~1ethodc:logy;-3 : ‘Sequencing v|

<
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DOR— T ERIZF8EN, @Sample
scopeld. @Monoisolate (B —

5-12:Sample scope

DHERE. IEEMEOEILSAY)

— O
a 2 https://trace.ddbj.nig.ac.jp/D-way/contents/bp/bp_project_type_form?submission_i 2 ~ @ & || ¥ Submission: PSUBDOTO... ks ‘:=

e —— -
Targeted Locus (Loci): ] ~
Transcriptome or Gene Expression :[]
Variation : |
Other : |

Indicat; scope and purity of the biological sample used for the study.

—S e/Material/Capture/Methodology

*Sample scope® : aterial @ : | v | *Capture® : W
Monoisolate
Multiisolate
Multi-species

*Methodologyﬁ : [

Project goals with res| Environment f data that will be generated and submitted to an INSDC-associated database.
— *Objective® | Synthetic

Other
Raw Sequence Reads :[ |

Sequence :

Analysis :

Assembly :
Annotation :
Variation :
Epigenetic Markers :
Expression :

Maps :

Phenotype :

Other :

Continue
W

< >
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HAZBEFREDESHE10[E 42



5-13: Material

(DMaterialld . @Genome

[ — P

Targeted Locus (Loci): ]
Transcriptome or Gene Expression :[]
Variation : |
Other : |

2 https://trace.ddbj.nig.ac.jp/D-way/contents/bp/bp_project_type_form?submission_i O ~ @ € || % Submission: PSUBDOTO...

*Sample scope® : *Material @ :

- Genome
*Methodology ™ : ‘Sequencmg v|

Partial Genome
Transcriptome

Project goals with respect to the type of data that will | Reagent
— +Objective® Proteome
Phenotype
Other

Raw Sequence Reads :

Indicates the scope and purity of the biolog] mple used for the study.
—Sample scope/Material/Captur ogy

ubmitted to an INSDC-associated database.

Sequence :
Analysis :

Assembly :
Annotation :
Variation :
Epigenetic Markers :
Expression :

Maps :

Phenotype :

Other :

Ooooooooood

<
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(DCaptureld. @Whole

5-14:Capture
&)

[ — P

Ll
Transcriptome or Gene Expression :[]
(|
(|

Targeted Locus (Loci):

Variation :
Other :

2 https://trace.ddbj.nig.ac.jp/D-way/contents/bp/bp_project_type_form?submission_i O ~ @ € || % Submission: PSUBDOTO...

Indicates the scope and purity of the bioclogical sample used for the study.

—Sample scope/Material/Capture/Methodology

*Sample scope® : *kMaterial @ : |Gen0me

v

~0-

+Capture® :

W

:v]n:I'\"Iethc:di:ll-:)g\,-r'tj : ‘Sequencing

Whole
Clone Ends
Exome

Project goals with respect to the type of data that will be generated and submitted to an
— *+Objective”

Targeted Locus/Loci
Random Survey

Raw Sequence Reads :
Sequence :

Analysis :

Assembly :
Annotation :
Variation :
Epigenetic Markers :
Expression :

Maps :

Phenotype :

Other :

Ooooooooood

Other

[ase.

<
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5-15: Objective

7/T—

(DObjectiveld, @Sequence, Assembly,
Annotationh\ 8% 29 5, 7 / LIEEER S FER
L./ LET7 27 )LLi=6M1=L, DFAST

VAVRRRVERT ONOTHD

e 2 https://trace.ddbj.nig.ac.jp/D-way/contents/bp/bp_project_type_form?submission_i 2 ~ @ & || ¥ Submistromrsonooro=
et i e s .
Targeted Locus (Loci): ]
Transcriptome or Gene Expression :[]
Variation : |
Other : |

~

Indicates the scope and purity of the bioclogical sample used for the study.

—Sample scope/Material/Capture/Methodology

*Capture? : | Whole

*Sample scope® : *kMaterial @ : |Gen0me W

*Methcdologyﬁ : ‘Sequencing v|

Projec's with respect to the type of data that will be generated and submitted to an INSDC-associated database.

— *Objective”

Raw Sequence Reads :
Sequence :

Analysis :

Assembly :
Annotation :
Variation :
Epigenetic Markers :
Expression :

Maps :

Phenotype :

Other :

OO00000®XKEORO

—Locus tag prefix
|

<
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JE—
W6-1:Locus tag prefix

DFE9IEI TEHEAI LT=Locus tag
prefixl&. @SequenceD&EZAIZ

ect_type_form7submission_i L-ac . Submission: PSUBDOTO...

Targeted Locus (Loci):

2 https://trace.ddbj.nig.ac.p/D-way/contents/bp/bp_proj

B P

Ll
Transcriptome or Gene Expression :[]
(|
(|

Variation :
Other :

FyvIdE Anf-LEIZHITT 5

a

Indicates the scope and purity of the bioclogical sample used for the study.

—Sample scope/Material/Capture/Methodology

*Sample scope™ : *Material ¥ : |Gen0me

v

~ | *kCapture™ : | Whole

*Methodology “ : ‘Sequencing

Project goals with respect to the type of data that will be generated and submitted to an INSDC-associated database.

— *Objective®

Raw Sequence Reads :
Seqguence :

Analysis :

Assembly :
Annotation :

Variation :

Epigenetic Markers :
Expression :

Maps :

OO00O0D0®RMKORO

Phenotype :
Other :

—Locus tag prefix
|

<

==+
[STT0Y

BAIBREFREOERHFE10[

http://www.ddbj.nig.ac.jp/sub/locus_tag-j.html

>
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LEoETITT LT

6-1:Locus tag prefix

2 https://trace.ddbj.nig.ac.jp/D-way/contents/bp/bp_project_type_form?submission_i O ~ @ € || % Submission: PSUBDOTO...
| unern L

Indicates the scope and purity of the biological sample used for the study.

—Sample scope/Material/Capture/Methodology

*Sample scope® : *Material ¥ : | Genome v | *Capture® : | whale v

=]'=I‘«‘Iethc:dc:logyrf‘-j : ‘Sequencing v|

Project goals with respect to the type of data that will be generated and submitted to an INSDC-associated database.

— % Objective”

Raw Sequence Reads
Sequence :

Analysis :

Assembly :

\ariation :
Epigenetic Markers :
Expression :

Maps :

Phenotype :

Other :

ol
vl
O
vl
Annotation : [+
L]
O
O
L]
L]

—Locus tag prefix

<

HAZBEFREDESHE10[E
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L. acidipiscis 10692TM Z X% D T, &
UdZ 9 DLacidipiscis&L T, @Continue

6-1:Locus tag prefix

% https://trace.ddbj.nig.ac.jp/D-way/contents/bp/bp_submission_detail Tsubmission_iv L-ac % Submission: PSUBOOTO... liru ‘::'.E'a
| wuLmner L1
~

Indicates the scope and purity of the biological sample used for the study.
—Sample scope/Material/Capture/Methodology

*Sample scope® : *Material ¥ : | Genome v | *Capture® : | whale v

=]'=I‘«‘Iethc:dc:logyr;*3 : ‘Sequencing v|

Project goals with respect to the type of data that will be generated and submitted to an INSDC-associated database.
— % Objective”

Raw Sequence Reads :
Sequence :

Analysis :

Assembly :
Annotation :
\ariation :
Epigenetic Markers :
Expression :

Maps :

Phenotype :

Other :

O0000O0 WO’ O

—Locus tag prefix

|Lacidipi5cis

‘ :

<
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0 ML IETARGETD EC A

6-2: TARGET

— O *
e 2 https://trace.ddbj.nig.ac.jp/D-way/contents/bp/bp_target_form?submission_id=PSL O ~ @ € || % Submission: PSUBDOTO... o ity ‘Z::’ '::@::'
2, DDBJ SR Jrp—
v oo 4 D-way TOP | BioProject | BioSample 3:@31MJ_31MJ’!1§}’;;:Q}1 | Account | Password | Logout

BioProject Submission ID: PSUB007096

J' SUBMITTER |_| GENERAL INFO |_| PROJECT TYPE |_| TARGET |_| PUBLICATION |_| OVERVIEW |

—Organism information®

#0rganism name ¥ : | | Taxonomy ID : I

Movel organism : []

Strain, breed, cultivar® : | OR Isolate name or label© ; |

Description ©.

» General Properties
» Organism Replicons
» Phenotype
Please describe the general morphology if known.
» Prokaryote Morphology
Please indicate the general habitat for any organism. Please indicate additional extremophile parameters if known.
» Ecological Environment

HAZBEFREDESHE10[E 49



] Organism nameD EZAIZ, D
6 2 ] T RG ET Lactobacillus acidipiscis&E AFILT
-£ . A AHBHE. FTIZ3IDDIR@EIIENT-
— O *
e % https://trace.ddbj.nig.ac.jp/D-way/contents/bp/bp_target_form?submission_id=PSL LO~-ac % Submission: PSUBOOTO... * ’VU'D ‘-_::' {::’ @
?z Q.D.BI D-way TOP | BioProject | BioSample 3wj§ﬂ'}’;wfw 3%;1 | Account | Password | Logout

BioProject Submission ID: PSUB007096

J' SUBMITTER |_| GENERAL INFO |_| PROJECT TYPE |_| TARGET |_| PUBLICATION |_| OVERVIEW

—Organism information®

*+0Organism name © : |I_act0ba-:|'llu5 acidipisci5| Taxonomy ID : I
Novel organism : [] Lactobacillus acidipiscis [id : 89059

Strain, breed, cultivar' Lactobacillus acidipiscis DSM 15836 [id : 1423716] ©: |

Description® : [ Lactobacillus acidipiscis KCTC 13900 [id : 1046599] —

» General Properties
» Organism Replicons
» Phenotype
Please describe the general morphology if known.
» Prokaryote Morphology
Please indicate the general habitat for any organism. Please indicate additional extremophile parameters if known.
» Ecological Environment

HAZBEFREDESHE10[E
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6-2: TARGET

—

Z 8k L1=LyT—A I Lactobacillus
acidipiscis 106927, TM2DI(3&E

’)T_Z:')&,L\L\ EVH AT DEER

- d
e 2 https://trace.ddbj.nig.ac.jp/D-way/contents/bp/bp_target_form?submission_id=PSL O ~ @ € || % Submission: PSUBDOTO... i 37 ‘:::’
2‘ Q.D.BI D-way TOP | BioProject | BioSample a;ﬁﬁﬁ;@ﬁ@; wj | Account | Password | Logout

BioProject Submission ID: PSUB007096

SUBMITTER |_| GENERAL INFO |_| PROJECT TYPE |_| TARGET |_| PUBLICATION |_| OVERVIEW

J'

—Organism information®

*+0Organism name © : |I_act0ba-:|'llu5 acidipiscis ¥4 Taxonomy ID : I
Novel organism : [1 | Lactobacillus acidipiscis [id : 89059]

Strain, breed, cultivar' Lactobacillus acidipiscis DSM 15836 [id §1423716] ©: |

Description® : [ Lactobacillus acidipiscis KCTC 13900 [id : 1046599] —

» General Properties
» Organism Replicons
» Phenotype
Please describe the general morphology if known.
» Prokaryote Morphology
Please indicate the general habitat for any organism. Please indicate additional extremophile parameters if known.
» Ecological Environment

HAZBEFRE

EEFE10[H
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- F595E. DD KS(ZTaxonomy IDDHEIZ

BETERLE-LDODIDFEHAEMENDS

6-2: TARGET

— *
e % https://trace.ddbj.nig.ac.jp/D-way/contents/bp/bp_target_form?submission_id=PSL LP-acd ?, Submission: PSUBOOTO... ’VU'D L ‘:::’
2‘ Q.D.BI D-way TOP | BioProject | BioSample a}iﬁiﬁi@ﬁﬁiﬁ1 | Account | Password | Logout
it Dl Dt S Dt oh Deel

BioProject Submission ID: PSUB007096

J' SUBMITTER |_| GENERAL INFO |_| PROJECT TYPE |_| TARGET |_| PUBLICATION |_| OVERVIEW

—Organism information®

*Qrganism name® : |I_act0ba-:|'llu5 acidipisci5| b4 | Taxonomy ID : |89059

Movel organism : []

Strain, breed, cultivar® : | OR Isolate name or label© ; |

Description ©.

» General Properties
» Organism Replicons
» Phenotype
Please describe the general morphology if known.

» Prokaryote Morphology
Please indicate the general habitat for any organism. Please indicate additional extremophile parameters if known.

» Ecological Environment

HAZBEFREDESHE10[E
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6-2: TARGET

ZDT—ARILICMIZEFEINT-L.
acidipiscisD EZEKLZD T, DJICM 10692

tZZI::)n.D.BI D-way TOP | BioProject | BioSample

2 https://trace.ddbj.nig.ac.jp/D-way/contents/bp/bp_target_form?submission_id=PSL O ~ @ € || % Submission: PSUBDOTO...

CANEAN R B,

3%;1 | Account | Password | Logout

BioProject Submission ID: PSUB007096

J' SUBMITTER

|_| GENERAL INFO |_| PROJECT TYPE |_|

TARGET

|_| PUBLICATION |_|

OVERVIEW |

—Organism information®

*Qrganism name® : |I_act0ba-:|'llu5 acidipiscis

| Taxonomy ID : |89059

Movel organism : []

Strain, breed, cultivar® : |.‘ICM 10692

OR Isolate name or label @ : |

Description ©.

» General Properties
» Organism Replicons

» Phenotype
Please describe the general morphology if known.
» Prokaryote Morphology

» Ecological Environment

Please indicate the general habitat for any organism. Please indicate additional extremophile parameters if known.

HAZBEFREDESHE10[E
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] (DDescriptionld .

CATRRECICE

WTHZFELT-

6-2: TARGET

— O *
e R hitps:/ftrace.ddbj.nig.ac.jp/D-way/contents/bp/bp_target_form?submission_id=PSL O ~ @ € % Submission: PSUB00TOL.. * M s 0 @
?z Q.D.BI D-way TOP | BioProject | BioSample a’;wj{ﬂﬁ:’ ;-—.-.}_g wj | Account | Password | Logout

BioProject Submission ID: PSUB007096

|_| PUBLICATION |_| OVERVIEW |

J' SUBMITTER |_| GENERAL INFO |_| PROJECT TYPE |_| TARGET

—Organism information®
*Qrganism name® : |Lactobaci|lu5 acidipiscis | Taxonomy ID : |89[159

Movel organism : []
Strain, breed, cultivar® : |JCM 10692

| OR Isolate name or label ¥ : |

Descriptl'cnn":j . |Lactobacillus acidipiscis JCM 10692T obtained from Japanese
Collection of Microorganisms (JCM)

» General Properties
» Organism Replicons

» Phenotype
Please describe the general morphology if known.

» Prokaryote Morphology
Please indicate the general habitat for any organism. Please indicate additional extremophile parameters if known.

» Ecological Environment

HAZBEFREDESHE10[E
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(CCTIIAALLGWLD) FEAL
Al EEEE T A AL T, DContinue

6-2: TARGET

2 https://trace.ddbj.nig.ac.jp/D-way/contents/bp/bp_target_form?submission_id=PSL O ~ @ € || % Submission: PSUBDOTO...

?z Q.D.BI D-way TOP | BioProject | BioSample E I

3'-#.}3 '-h'j.i

w_;"w 3%;1 | Account | Password | Logout

BioProject Submission ID: PSUB007096

|_| GENERAL INFO |_| PROJECT TYPE |_| TARGET |_| PUBLICATION |_|

OVERVIEW |

J' SUBMITTER

—Organism information®

| Taxonomy ID : |89059

*Qrganism name® : |I_act0ba-:|'llu5 acidipiscis

Movel organism : []

Strain, breed, cultivar® : |.‘ICM 10692 | OR Isolate name or label© ; |

Lactobacillus acidipiscis JCM 10692T obtained from Japanese
Collection of Microorganisms (JCM)

Description ©.

» General Properties
» Organism Replicons
» Phenotype
Please describe the general morphology if known.
» Prokaryote Morphology

» Ecological Environment

Please indicate the general habitat for any organism. Please indicate additional extremophile parameters if known.

HAZBEFRE
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6-3: PUBLICATION

D4 [£PUBLICATIOND EC A,

—

DT

—43

DEHIE D F E[L7ELND T, @Continue

e 2 https://trace.ddbj.nig.ac.jp/D-way/contents/bp/bp_publication_form?submissien_ic 2 ~ @ € || % Submission: PSUBDOTO...

2‘ Q.D.BI D-way TOP | BioProject | BioSample

T
T i S e
&5l 7 ey 3 e i, e 7] | ACCOUNE | Password | Logout

BioProject Submission ID: PSUB007096

J SUBMITTER |_| GENERAL INFO |_| PROJECT TYPE |_| TARGET |_| PUBLICATION |_| OVERVIEW |
Publication
PubMed ID¥ : | | OR DOI® : | |

& Add another publication

HAZBEFREDESHE10[E
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"
W6-4:OVERVIEW

D4 ILOVERVIEWD EC B, @R—
CTFEETES~2¢-2REFIvo

— O *
e % https://trace.ddbj.nig.ac.p/D-way/contents/bp/bp_overview_form?submission_id=l O ~ @& & || % Submission: PSUBOOT0... v 6 @
Z. IQ_D..B]- D-way TOP | BioProject | BioSample asm;rm;@j;@; w_}l | Account | Password | Logou
BioProject Submission ID: PSUB007096 '
J SUBMITTER |_| GENERAL INFO |_| PROJECT TYPE |_| TARGET |_| PUBLICATION |_| OVERVIEW
SUBMITTER ’
Submitter 1
First name Koji
Last name Kadota
E-mail kadota@bi.a.u-tokyo.ac.jp
Submitter 2
First name Yasuhiro
Last name Tanizawa
-mai T Ji
E-mail 3%3%3@} m’sm 2
Submitter 3
First name Masanori
Last name Tohno
H ., il
E-mall 3%3%3mj§m i"‘-"a
Organization
L L. Institute of Livestock and Grassland Science, National Agriculture and Food Re
Submitting organization .
search Organization
Submitting organization URL http://www.naro.affrc.go.ip o

<

HAZBEFREDESHE10[E
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" A ! 1|%£E?:&§—$¢$ﬁ7ﬁﬁ%h(j§ﬂ§ﬂ£
W6'5 Fl:ﬁ Efd: (T*L (i o [ REZE [F L (XD Submit, Q0K

(o}

R hitps://trace.ddbj nig.ac.jp/D-way/contents/bp/bp_overview_form?zubmission_id=t O = @ & || % Submission: PSUBDOTO... 27 50 (@&
SANMPIS SCORS/ MAaus! 1al) Capuul s/ Fouioauioyy

Sample scope
Material
Capture

Methodology

Objective
Objective

Locus tag prefix

Locus tag prefix

TARGET

Organism information
Organism name
Taxonomy ID

Strain,breed,cultivar

Description

PUBLICATION

Publication 1
PubMed ID
DOI

Monoisolate
Genome
Whole
Sequencing

Sequence , Assembly , Annotation

Lacidipiscis

Lactobacillus acidipiscis
80059

JCM 10692 Web A-falAytE—3 >

Lactobacillus acidipiscis JCM 10692T obtained from Japanese Collection of Micr
oorganisms (JCM) o Submit your project?

oK Fyll

-

<

HAZBEFREDESHE10[E
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" A
W6-6 : Submit#& T &

(DSubmitted|ZH>TULVET , &
#JMDNo submission® Ik EE(W5-2)
RGO TSI ENDLMNYFET

- x
e % https://trace.ddbj.nig.ac.)p/D-way/contents/bp/bp_submission_list P-acd| g BicProject submission ... g ‘:’
. DDB]J Prod : P "
Y D-way TOP | BioProject | BioSample Bl e 5 e ;w_}l | Account | Password | Logou
o ey

BioProject submission list for a: f@'é '@’

-Gl Sl €

‘New submissi0n|

) To update an existing record or recent submission, please send your request with your Submission ID or BioProject
accession included (English, Japanese).

BioProject Submission ID ~ BioProject Accession % Status % Title

PSUBOOY096 - Submitted

S =

ncing Project

<

Lactobacillus acidipiscis JCM 10692 Genome Seqt

EKELE&E?%E&\ E%ﬁ%]ﬂ@
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W6-7 : Accession&E & X4

Dear Koji kadota, Masanori Tohno and Yasuhiro Tanizawa,

Thank you for your submission to the DDEJ BioFroject.

The BioProject(s) has been successfully registered in the DDBJ BioProject database.

** Summary of registered BioProject(s) is listed below. **

FSUBID
PSUB007096 | PRIDB5682 ‘ | Lactobacillus acidipiscis | Hold

| BioProject Accession | Organism name

# Data release

"Haold™

The BioProject record is automatically releazed when the DDEJ and DREA records
citing these accession numbers are published.

Fleaze see the following websites,

BioFroject:
http://trace.ddbj.nig.ac.jp/bioproject/submission_e.html#Release_of _projects

"Releasze”
The released BioProject is available on the DDEJ listing pages and NCEI.

(DBioProject 7 7w ar &S IE
PRJUDB5682, CD &= (XHED ., R
£ H D& [ZsubmissionfR X Z L
T. KEBOFRIZA—ILHBEELT-

HAZBEFREDESHE10[E

DDBJ BioProject
http://trace.ddbj.nig.ac.jp/BPSearch/

MCE! BioProject

http://www.ncbi.nlm.nih.gov/bioproject/

# Citation of accession numbers

In general, do not cite the BioProject accession number. You should cite
the accession numbers that are assigned to your data submissions, e.g.
the DDBJ, WGS or DRA accession numbers.

Do MOT cite the PSUE 1Ds, these are just temporary 10Ds for the

submission process.

FACQ: "Which accession numbers should be cited in publication?”

http://trace.ddbj.nig.ac.jp/fag/dra-accession_e.html

# Update
BioProject and BioSample:
Contact us to update the records.

2017-04-11
Sincerely yours,

DDEJ BioProject
E-mail: bioproject@ddbj.nig.ac.jp
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/-1:BiloSample

RIE@DBioSample D & %

: S.nig.ac.jp/D- < ) - e e e | e 5
e 2 https://trace.ddbj.nig.ac.jp/D-way/contents/general/top P-ac|y Account'i@%mwrihj 0 27 10 @
2, DDBJ R -
v orian 4 D-way TOP | BioProject | BioSample 5:*;33'31“,,3'-31 WJ_;}: 5 T 71 | Account | Password | Logout

O N L T L P
Account: a2 ¢ Peeq Pecq Praq Pra

RO
Please register center name and public key at the ‘Account’ (top right) to submit your data to DRA.
DRA NF— 4% B$3T B/8(CIE Account (L) #'5 center name &N EEHET AHENHDET.

b Use only ASCII characters (English letters) throughout your submission. Non-ASCII characters (for example, Japanese and
special characters) are not accepted.
ZER(CE ASCII WF (BREVT) OHFFERALTIIEEN,. 3 ASCIL XF (AFEPERNFLE) FRFFHTThERA.

BioProject
A collection of biological data related to a single initiative, originating from a single organization or from a consortium.
You can re a project here and later submit and link sequence data to the project. Handbook
CCohsrFOo DHEERL, BPSENT—FEERL IO MCEENTR &N TEET. ¥aFIL

BioSample

Descriptions of biological source materials used to generate experimental data in any of DDBJ's primary data archives.
You can register sample(s) here and later submit and link sequence data to the sample(s). Handbook
CosULTILOAEEEL. BhSEAIFT—SYEEEREL T TIILICEEMIISC SN TEEY. ¥ FIL

HAZBEFREDESHE10[E
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(IDNew submission

/-1:BiloSample

- O *
e % https://trace.ddbj.nig.ac.jp/D-way/contents/bs/bs_submission_list D-ac ?, BioSample submission .. ’VU'D ‘-_,A:' ‘:::’
2‘ Q.D.BI D-way TOP | BioProject | BioSample a}iﬁiﬁi@ﬁﬁiﬁ1 | Account | Password | Logout
ot T s s T
. " " - "% 1 "% "% "%
BioSample subjnission list for agf@j e e

4
4
g
;

|New submission‘

i To update an existiNg record or recent submission, please send your request with your Submission ID or BioSample
accession included (Enalish, Japanese).

No Submission

HAZBEFREDESHE10[E
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BioProjectD &EERIL &

7_2 . SUBM ITTER SHEFIETAALTLK

— O *
e % https://trace.ddbj.nig.ac.jp/D-way/contents/bs/bs_submitter_form?submission_id=¢ LO~-ac % Submission: SSUBDOTT29 * fu‘b ‘-_,A:' ‘Z::’ 'J
?z Q.D.BI D-way TOP | BioProject | BioSample 3wj§ﬂ'}’;wfw 3%;1 | Account | Password | Logout

BioSample Submission ID: SSUB007729

J' SUBMITTER |_| GENERAL INFO |_| SAMPLE TYPE |_| ATTRIBUTES |_| PUBLICATION |_| OVERVIEW |

—Submitter®

First name : |K0j|' | *Last name : |Kadcta |

*kE-mail : |kad0ta@bi.a.u—tokyo.ac.jp |

&2 Add another submitter

Enter submitting organization.
—Organization

#Submitting organization® : | |

Submitting organization URLY : | |

HAZBEFREDESHE10[E 63



/-2:SUBMITTER

W5-3¢RILELDIZA A
Lf=D% . DContinue

- O >
e % https://trace.ddbj.nig.ac.jp/D-way/contents/bs/bs_submitter_form?submission_id=: O ~ @ ¢ % Submission: SSUBOOTT20 {;D T ‘Z:::’ =
z D.D..BI D-way TOP | BioProject | BioSample %ﬁ{m{m3@{rﬁ1 | Account | Password | Logout
p Dl Pt Pieipt o it Pyl

BioSample Submission ID: SSUB007729

J SUBMITTER |_| GENERAL INFO |_| SAMPLE TYPE |_| ATTRIBUTES |_| PUBLICATION |_| OVERVIEW |

—Submitter

First name : |K0j|' | *Last name : |Kadota | &

*E-mail : |Kad0ta@bi.a.u—tnkyo.ac.jp |

First name : |Yasuhir0 | *Last name : |Tanizawa | &

mail : [
FE-mal s |

First name : |Masan0ri | #| ast name : |T0hno | &

mail : [
*E-mail: ERRTRRAA |

&3 Add another submitter

Enter submitting organization.
—Organization

*Submitting organization® : |I Agriculture and Food Research Organization |

Submitting organization URL® : |http:f,fwww.narc.affrc.go.jp |

HAZBEFREDESHE10[E
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(DExternal LinksD &ZAIZ{A]HVIF
%A SILI=ESHNDEDS- -

u
- d >
e % https://trace.ddbj.nig.ac.jp/D-way/contents/bs/bs_general_info_form?submission_ic O ~ @& & % Submissicn: SSUB0O0T722 x {rb ks ‘Z:::’ "
TZ?. D.D..BI D-way TOP | BioProject | BioSample aﬁ*’ﬁ;’*’ﬁ}’*’ﬁ;ﬁ@;’i’ﬁ | Account | Password | Logout
TimrtT T’ Taart T Vst T

BioSample Submission ID: SSUB007729

J SUBMITTER |_| GENERAL INFO |_| SAMPLE TYPE |_| ATTRIBUTES |_| PUBLICATION |_| OVERVIEW

Specify when this submission should be released to the public.
—Data Release"

@® Hold (not viewable until the release of linked data)

() Release imm ly following curation

—External Links

Link description® URL®
| ||

&» Add another link

—Comments

Private comments to DDB] staff® :

HAZBEFREDESHE10[E
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N
W7-3: GENERAL INF

(DJCM Catalogue 1=, @G EIZFZLELSIEL
TUWBL. acidipiscis 10692TDFERMIBSH S
TWADT EYHAT ENESZHZEICT S

2. ];)n.]:_)..BI D-way TOP | BioProject | BioSample

% htips://trace.ddbj.nig.ac.jp/D-way/contents/bs/bs_

general_info_form?s

ubr

|

BioSample Submission ID: SSUB007729

SUBMITTER |_| GENERAL INFO |_| SAMPLE TYPE

Specify when this submission should be released to the public?

—Data Release®™

@® Hold (not viewable until the release of linked data)

() Release immediately following curation

o x|
— d x
e http://wwwijcmriken.jp/cgi-binfjem/jem_number?)CM=10602 O ~ & JCM Catalogue e ¢:>
JCM Catalogue
Lactobacillus acidipiscis Tanasupawat et al. 2000
Taxonomy in NCBI database: Bacteria; Firmicutes; Bacilli; Lactobacillales; Lactobacillaceae.
106927 < 5. Tanasupawat FS60-1. F w4 s SLEE i
Accessioned 1n 1999, y \‘fﬁf }"
=CCUG 46556 =CIP 106750 =DSM 13836 =HSCC 1411 w--r?‘} i_r

—External Links
Link description URL®

=NBERC 102163 =NRIC 0300 =PCU 207 =TISTRE 1386.

Type strain [4758].
Medmum: 13; Temperature: 30°C; Rehydration flmad: 663.

E link in new window @ ED.]J.‘nkmﬁ!:l\ wm.dm\

&» Add another link

Source: Fermented fish (Pla-ra), Thailand [4758].
Biochemistry/Physiology: [4758].

Cell wall: L-Lys-D-Asp [475E].

—Comments

Fatty acid: [4758].

Private comments to DDBJ staff® :

G+C (mol%): 38.7 (HPLC) [4758].

DNA-DNA relatedness: [4758].

Phylogeny: 1658 tRNA gene (AB023836, LC145575) [4758].
NCBI Taxonomy ID: 89059,

Delivery category: Domestic, A or C; Overseas, A or C.

Viability and purity assays of this product were performed at the time of production as part of quality control. The
authenticity of the culture was confirmed by analyzing an appropriate gene sequence, e g the 165 tfRNA gene for
prokaryotes, the D1/D2 region of LSU tRINA gene, the ITS region of the nuclear fRINA operon, etc. for eukarvotes. The
characteristics and/or functions of the strain appearing in the catalogue are based on information from the corresponding
literature and JCM does not guarantee them.

@ Instructions for an order
® Go to JCM Top Page

HAZBEFRE

EHEE10[m
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- DZAERELCTA LT, @Continue

/-3:GENERAL INFO

— d x |
a 2 https://trace.ddbj.nig.ac.)p/D-way/contents/bs/bs_general_info_formTsubr — O
e http:/fwww.jcm.riken.jp/cgi-bin/jcm/jcm_number?ICM=10602 O ~ & JCM Catalogue she ¢:> :::'Z-
2‘ I::)n.[.,).BI D-way TOP | BioProject | BioSample
BioSample Submission ID: SSUB007729 JCM Catalogue

| SuBMITTER |_| GENERAL INFO |_| SAMPLE TYPE |_| ATT ] .
Lactobacillus acidipiscis Tanasupawat et al. 2000

Specify when this submission should be released to the public.

— Data Release® Taxonomy in NCBI database: Bacteria; Firmicutes; Bacilli; Lactobacillales; Lactobacillaceae.

® Hold {(not viewable until the release of linked data) 106927 < g Tanasupawat FS60-1. -

-y “};{}q
ﬁJjg,

”}i‘

() Release immediately following curation Accessioned in 1999
=CCUG 46556 =CIP 106750 =DSM 15836 =HSCC 1411

=NBERC 102163 =NRIC 0300 =PCU 207 =TISTRE 1386.

—External Links Type strain [4758]. i _
Link description & URL® Medium: 13; Temperature: 30°C; Rehydration fluid: 663 Span ok i s s g ik e i
|JCM Catalogue for Lactobacillus acidipiscis [vww. jem.riken. jp/cgi
@3 Add another link . Source: Fermented fish (Pla-ra). Thailand [4758].
Biochemistry/Physiology: [4758].
Cell wall: L-Lys-D-Asp [4758].
—Comments Fatty acid: [ﬂ] p 4758]

G+C (mol%): 38.7 (HPLC) [4758].

DNA-DNA relatedness: [4758].

Phylogeny: 1658 tRNA gene (AB023836, LC145575) [4758].
NCBI Taxonomy ID: 89059,

Continue Delivery category: Domestic, A or C; Overseas, A or C.

Viability and purity assays of this product were performed at the time of production as part of quality control. The
authenticity of the culture was confirmed by analyzing an appropriate gene sequence, e g the 165 tfRNA gene for
prokaryotes, the D1/D2 region of LSU tRINA gene, the ITS region of the nuclear fRINA operon, etc. for eukarvotes. The
characteristics and/or functions of the strain appearing in the catalogue are based on information from the corresponding
literature and JCM does not guarantee them.

Private comments to DDB] staff® :

@ Instructions for an order
® Go to JCM Top Page
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7-4:SAMPLE TYPE

BNEIE, QESRTETD

2. Q.D.BI D-way TOP | BioProject | BioSample ST,

% https://trace.ddbj.nig.ac.jp/D-way/contents/bs/bs_sample_type_form7submission_ic LP-acd ?; Submission: SSUBOO7729 liru

ol e
i i T T i
&5l 7 ey 3 e i, e 7] | ACCOUNE | Password | Logout

(DSample typeZiZ (T4 5

Other samples TIX7ZZLND T

A

BioSample Submission ID: SSUB007729

J SUBMITTER |_| GENERAL INFO |_| SAMPLE TYPE |_| ATTRIBUTES |_| PUBLICATION |_| OVERVIEW

Select the samp
For more inform

e that best describes your samples.
lease see the sample type page (English, Japanese).

Sample type
+Core Package :

O Genome, metagenome or marker sequences (MIxS compliant)
(O Other samples (e.g. transcriptome, epigenetics etc)

HAZBEFREDESHE10[E
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"
W7-4:SAMPLE TYPE

DQLEBIZFzvIEANT=ECH, T
DM ENILEEERIEESENEKS
THhbd, _cDT—2NDIHZEIFX@Cultured

Bacterial/Archaeal Genomic Sequences

K@M HDHELLY

e 2 https://trace.ddbj.nig.ac.jp/D-way/contents/bs/bs_sample_type_form?submission_ic 2 ~ @ & || ¥ Submission: SSUBOOTTA —
[ZFzv),
Z. IQ_D..B]- D-way TOP | BioProject | BioSample asm;rm;@j;@; w_}l | Account | Password | Logou .

BioSample Submission ID: SSUB007729

J SUBMITTER |_| GENERAL INFO |_| SAMPLE TYPE |_| ATTRIBUTES |_| PUBLICATION |_|

OVERVIEW |

Select the sample type that best describes your samples.
For more information, please see the sample type page (English, Japanese).

—Sample type
ore Package :

®) Genome, metagenome or marker sequences (MIxS compliant)

the Genome Standards Consortium (GSC).
() Environmental/Metagenome Genomic Sequences (MIMS)

) Cultured Bacterial/Archaeal Genomic Sequences (MIGS)
) Eukaryotic Genomic Sequences (MIGS)

O viral Genomic Sequences (MIGS)

(O Specimen Marker Sequences (MIMARKS)

) Survey related Marker Sequences (MIMARKS)

O Other samples (e.g. transcriptome, epigenetics etc)

Use for genomes, metagenomes, and marker sequences. These samples include specific attributes that have been defined by

—Environmental package (MIxS Sample)

Environmental package (MIx5 Sample) :
() Mo package
O air
O host-associated

) human-associated

SR T e e =T e T

<
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7-4:SAMPLE TYPE

DIZFzvoE AN <IZ, @No
packagelCBEI TFVIMAoT=

2 https://trace.ddbj.nig.ac.)p/D-way/contents/bs/bs_sample

Z. I,?_I?..B]- D-way TOP | BioProject | BioSample S R

_type_form?submission_ic 2 = @ & || % Submission: SSUBO0TT29 Wit @

AN wj;.h. SW.}" | Account | Password | Logou

BioSample Submission ID: SSUB007729

J SUBMITTER |_| GENERAL INFO |_| SAMPLE TYPE |_| ATTRIBUTES |_| PUBLICATION |_|

OVERVIEW |

Select the sample type that best describes your samples.
For more information, please see the sample type page (English, Japanese).

—Sample type

*Core Package :
@® Genome, metagenome or marker sequences (MIxS compliant)

the Genome Standards Consortium (GSC).
() Environmental/Metagenome Genomic Sequences (MIMS)

®) Cultured Bacterial/Archaeal Genomic Sequences (MIGS)
() Eukaryotic Genomic Sequences (MIGS)
) Viral Genomic Sequences (MIGS)

r

) Specimen Marker Seguences (MIMARKS)

) Survey related Marker Sequences (MIMARKS)

O Other samples (e.g. transcriptome, epigenetics etc)

Use for genomes, metagenomes, and marker sequences. These samples include specific attributes that have been defined by

—Environmental package (MIxS Sample)

nvironmental package (MIxS Sample) :

® No package
O air
O host-associated

) human-associated

T hmman ot

\ ?JZH’IOEI
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W7-4. SAI\/IPLE 1

% https://trace.ddbj.nig.ac.jp/D-way

contents/bs/bs

LT MM LA e LAl ARG £ LR el DRSNS B R

R

) Eukaryotic Genomic Sequences (MIGS)

(O viral Genomic Seguences (MIGS)

(O Specimen Marker Sequences (MIMARKS)
(O Survey related Marker Sequences (MIMARKS)

(O Other samples (e.g. transcriptome, epigenetics etc)

Environmental package (MIxS Sample)

*Environmental package (MIxS Sample) :

() No package

O air

) host-associated

) human-associate

) human-gut

) human-oral

) human-skin

) human-vaginal

() microbial mat/biofilm
® miscellaneous or artificial
O plant-associated

) sediment

) soil

) wastewater/sludge

) water

<

submission_ic O

[P

OR—=DTERIZFEE), FEDHHS, COHUTILD
HEZIEETOIMENHD, COYUTILDIZEIL.
@host—associatedH @ miscellaneous or artificial D EH
b7f)\( HH5EEREHONS, EYH AT RIZL T, @Continue

O SUDIMESTON S3UDUUT T

BARIBEFSEDESFEL100
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8-1:ATTRIBUTES

2. DDB

CJTTOR ST

:E; https://trace.ddbj.nig.ac.jp/D-way/contents/bs/bs_submission_detail?submission_id LO~-ac '3_ Submissio

I D-way TOP | BioProject | BioSample

A

DEHIVILT. YU TILEHEDT T L—
274 JL(@MIGS.ba.miscellaneous.txt)Z4
oA—k, BIDR— Tlmiscellaneous or
artificial ]2 2R L TL V=D T, miscellaneous
FRADTUITU—rI7A4ILEVNSZELEDTEAD

ol e
e e
&5l 7 ey 3 e i, e 7] | ACCOUNE | Password | Logout

BioSample Submission ID: SSUB007729

J SUBMITTER

|_| GENERAL INFO |_| SAMPLE TYPE |_| ATTRIBUTES |_| PUBLICATION |_|

OVERVIEW |

Describe your sample(s) by providing sample attributes.

For more information, please see the sample attribute page (English, Japanese)
—Attributes

«Attributes file : £,
wDownload a template text file for BioSample attributes
Download and edit the template text file in spreadsheet or t&t editor.

* You can submit multiple samples described in lines.

UL EERTCEE L. FEOTERTETENTEET,

'missing’.

HEEMECH T SENMRVES(Z. 'not collected', 'not applicable’ 1L < {2 'missing' ZEALTLIEEL,

* Provide 'organism' and 'taxonomy id' as registered in NCBI Taxonomy (for unregistered organism)

s If you do not have information for the required attribute(s), please provide the value as either 'not collected’, "not applicable' or

NCBI Taxonomy|cZR N TUS447%. 'organism’ & 'taxonomy id' ([CRA LT LEEW (ESREOQANOIES)

@

trace.ddbj.nig.ac.jp 'S MIGS.ba.miscellaneous.tet (991 /{1 ) BEEF{H. SHZEELETAY ’

TrAIERELD)

®ES |7

Fr 0
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Excel TBk& S

MIGS.ba.miscellaneous.txt - Excel

T4 B T

Excel_ £ TAMIGS.ba.miscellaneous.txtZ
BRSO TINSECAH, 1ITTOHMBIEY, ZH
DIMSE- TS LI, AEEHL=6

Q EFURWVERERIHLTEEEN

WODDHODBIENDTNIILTZBRD S

&D ?E’ Tl -l11 - A A ii = Ef—% v E%ﬁﬁ%ﬁv _ %—;ﬁl - 2 iT
s ;E:* B P = ;;—;} s T.uu% ’ L:r—?JLtLrt%ﬁ""mE* e Bl ~ B~ P~

- €= 3= | @ 00 .0 & CIADZAA )~ BB -
PwITh—F Al a BEE R HiE & 254 cd)” RE

Al M £ | *sample_name

A B . C . D . E . F . G . H . I . J . K . L .

1 |*sample_i|*sample_tdescriptio *organism *taxonomy bioproject locus_tag strain breed cultivar | isolate label bi
, =
—
o
=
~
=
5
i MIGS.ba.miscellaneous ) 3
R T B 0 - i + 100%
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8-3:ANJLT

— O *
e : ?; https://trace.ddbj.nig.ac.jp/D-way/contents/bs/bs_submission_detail?submission_id LO~-ac ?, Submission: SSUBQOT7729 » ’VU'D ‘_;‘_’ ‘Z:} ':E:'
\.{-1,1_ \.{-1,1_ \.(-1,1_ Vq..l V""L
DDBJ . o s S
.w.n..........]- D-way TOP | BioProject | BioSample aiﬁjﬂmﬁﬂwﬁ'!ﬁwﬁmf | Account | Password | Logout

BioSample Submission ID: SSUB007729

J' SUBMITTER |_| GENERAL INFO |_| SAMPLE TYPE |_| ATTRIBUTES |_| PUBLICATION |_| OVERVIEW |

Describe your sample(s) by providing sample attributes.

For more information, please see the sample attribute page (English, Japanese)
—Attributes

* Attributes file :

gDownload a template text file for BioSample attributes

Download and edit the template text file in spreadsheet or text editor.

* You can submit multiple samples described in lines.

UL EERTCEE L. FEOTERTETENTEET,

s If you do not have information for the required attribute(s), please provide the value as either 'not collected’, "not applicable' or
'missing’.
HEREICHE T BENTLLES(E. 'not collected', 'not applicable’ L < (& 'missing' ZEZALTLREEL,

* Provide 'organism' and 'taxonomy id' as registered in NCBI Taxonomy (for unregistered organism)
NCBI Taxonomy|CZE SN TLSEFE. 'organism' & 'taxonomy id' (CEA LT LIEEW (ESROEMDIES)
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8-3:~NJLT

DBEAMNEHoO—KL=1
HTHRERLEDEERLTLK

— d >
% hitp://trace.ddbj.nig.ac.jp/bicsample/attribute. html P~ & % Submissi.. 3 BioSa.. X @
2. QDBI Login & Submit | Databases ~ | English | Contact
NRL IR (o |

BioSample
Home Handbook Sample Attribute FAQ Search Download About BioSample

HOME = Sample Attribute

HT)LES

| List all sample attributes |

ample type (Core Package)
() Gencme, metagenome or marker sequences (MIxS compliant)

() Other samples (e.g. transcriptome, epigenetics etc)

DEFINITION H DOWNLOAD

Sample type ®ZER L, DEFINITION 784 T attiribute OEZEENERSSHTEET. DOWNLOAD A9 T
BioSample D—43— ME4S0L0O- R¥ L TEEd,

Site Policy Privacy Contact

Last modified: 2014-03-14
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BB O—F LU E
FEILHDEZERLTUIN CDIHFE
[F. DGenome, :-&@Cultured: -

8-3:~NJLT

— d
2 http://trace.ddbj.nig.ac.jp/bicsample/attribute.html PN~-C % Submissi... ?, BioSa.. X ‘.',ﬁ_'.' *:9
~
2_ DDBI Login & Submit | Databases ~ | English | Contact
- NS LT (o]
BioSample
Home Handbook Sample Attribute FAQ Search Download About BioSample
HOME = Sample Attribute
Yo )UEMH
| List all sample attributes |
ample type (Core Package)
(® Gencme, metagenome or marker sequences (MIxS compliant)
() Environmental/Metagenome Genomic Sequences (MIMS)
Cultured Bacterial/Archasal Genomic Sequences (MIGS)
| Eukaryotic Genomic Sequences (MIGS)
N Viral Genomic Sequences (MIGS)
() Specimen Marker Sequences (MIMARKS)
() Survey related Marker Sequences (MIMARKS)
(") Other samples (e.q. transcriptome, epigenetics efc)
Environmental package (MIxS Sample)
() No package
() air
() host-associated
(") human-associated
() human-gut
() human-cral W
() human-skin
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OR—=UTFEIZBEIL, @
miscellaneous---. (QDEFINITION

8-3:~NJLT

% http://trace.ddhbj.nig.ac.jp/biosample/attribute.html D~-C % Submissi... % BioSa.. 5.7 50,

() Viral Genomic Sequences (MIGS)

() Specimen Marker Sequences (MIMARKS)

(7 Survey related Marker Sequences (MIMARKS)
(") Other samples (e.qg. transcriptome, epigenetics etc)

Environmental package (MIxS Sample)
") No packags
() air
(") host-associated
() human-associated
() human-gut
(" human-oral
() human-skin
) human-vaginal
") microbial mat/bicfilm
®) miscellaneous or artificial ’
() plant-associated
() sediment
O soil

() wastewater/sludge

() water

| DEFINITION H DOWNLOAD

#&ﬁmu, DEFINITION 745 2T attiribute OEZESTHERS A TEET . DOWNLOAD AT
BioSample J—4%— M4 OLO-RFE &0 TEET,
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— R A AR S T=DO M L<hMBELA . D
DIEMNINESLIEHTULND  R—U T ERIZ{a H
'I‘%#&h\%é@f—éoaubx TEIZADLFBE)

3-3: ’\)l/7°

e 2 http://trace.ddbj.nig.ac.jp/biosample/attribute. htm|?Core=MkS&SampleType=MIGS.b: 0 ~ ¢ % Submissi... % BioSa.. X ‘.'_"_'.' *:9
~
2_ DDBI Login & Submit | Databases ~ | English | Contact
- NAS LB (o]
BioSample
Home Handbook Sample Attribute FAQ Search Download About BioSample
HOME = Sample Attribute
H LB
| List all sample attributes |
Sample type (Core Package)
(® Gencme, metagenome or marker sequences (MIxS compliant)
() Environmental/Metagenome Genomic Sequences (MIMS)
(@) Cultured Bacterial/Archasal Genomic Sequences (MIGS)
() Eukaryotic Genomic Seguences {MIGS)
() Viral Genomic Sequences (MIGS)
() Specimen Marker Sequences (MIMARKS)
.:. Survey related Marker Sequences (MIMARKS)
(") Other samples (e.q. transcriptome, epigenetics efc)
Environmental package (MIxS Sample)
() Mo package
() air
() host-associated
(") human-associated
() human-gut
() human-cral W
(") human-skin
>

<
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" A
W8-3: )L

DZDHI=VETR—CTERICFEE), TREURY
(F)DDUNTLVYB2sample_name*xX2@)sample_title*

a

e % http://trace.ddbj.nig.ac.jp/biosample/attribute.html?Core=MbS&SampleType=MIGS.b: O ~ ¢ ‘E‘ Submissi.. & BioSa.. X

() microbial mat/biofilm

(@ miscellaneous or artificial

() plant-associated

() sediment

() soil

() wastewater/sludge

() water

DEFINITION H DOWNLOAD

Sample type %3&R L, DEFINITION 74T attiribute DERLSWNERFCLH TEZET, DOWNLOAD YT
BioSample D43 — bSO O- RdEC L TEET,

MName

sample_name*

sample_title®

description

organism*

taxonomy_id*

Description (Japanese)

sample name [FEREELH L TILICHIZRETY . sampl
e name (3 Submission [CHWTI——YTHaHETHD
E:

Ao MILET T ESLSFTERIEOEZALET. ¥
- FJLIZ Submission (CBWTI=—— I THAHEL BN E
T 4l: 1) Escherichia coli 0104:H4 str. C227-11 clinical
isclate 2010_333_MNC-6; 2) CD8+ T cells from female TS
G6-knockout BALB/c mouse; 3) Human metagenome iso
lated from urine of healthy female.

BT 2RISR,

NCBI Taxonomy database [CBFENTWVWEBS T UDT
DOENE (BYIRSE spedes FT). T—HN—AILE
HoNTUVALES, FBEOENCETEEETESCF
TALTLEEL, DDBI A4w JHt NCBI Taxonomy (23
BEOENMEBRELET,

NCBI Taxonomy identifier. ERIMAE. HA945° ) L, BE
L IIZENETESNTVET. 7—9~R—ACBEINT

Description

The sample name is a name that you choose for the san
ple. Each sample name must be unigue in a submission.

Sample title should be short and informative. Each samy
e title must be unigue in a submission. Examples: 1) Est
herichia coli ©104:H4 str. C227-11 clinical isoclate 2010_
333_NC-6; 2) CD8+ T cells from female TSG6-knockout
BALB/c mouse; 3) Human metagenome isclated from wi
ne of healthy female.

A brief description for the sample.

The most descriptive organism name for this sample (to
the species, if relevant) in the NCBI Taxonomy database
If it is not in the database, provide as much information
about the organism as possible and the DDBJ staff apply
a new organism name to NCBI Taxonomy.

NCBI Taxonomy identifier. This is appropriate for individv

ual organisms, some metagenomes and environmental ¢
>

DEIGELDNBBEANEBGEDIZ5S

<
HAZBEF=

=+

1Y
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8-4: #h1F

BBRIFE. OV REDORICEFRZED 1

() microbial mat/biofilm

(@ miscellaneous or artificial
() plant-associated

() sadiment

O soil

() wastewater/sludge

() water

| DEFINITION H DOWNLOAD

Sample type #i&iR L, DEFINITION 74T attiribute OERLSSHERS LN T=E T, DOWNLOAD YT

Bi D—0%—FESOLO-FE3 o hf TEEd,
N Description (Japanese) Description

sample_name* sample

¢

Ex:
-1 Ll =i &EA A= AP #50 74

- LI
EXRR-LE

isolate 2 AL ' v wame
G6-knoc
A B C

lated fro

sample_title®

¢

e % http:/ '_|'a:5.:I:II:i.r'|ig.ac.jp,-'I:i:-_'-a|*'|:I5_-'atril:u‘.e.h'_|*'I?C3|'5:r'1-"I::G&53|*'|3I5_-,-|:5:f'1-"IGG.I:E,0 - % Submissi... % BioSa... X |:ru L ‘::'.E'a

e name | MIGS.ba.miscellaneous.txt - Excel b i S ol

BE  E®F 0 EAURWMERRADLTUSED

3 F G Ho-

organism* NCEI Ta
IDEL
gFznTy 3

description Y27 1 |*sample_name |*sample_title description *organism *taxonomy_id bioproject_id locus_tag_prefix strain
| |

EALT _ —
=R A MIGS.ba.miscellanecus (+)

taxonomy_id* NCEI Tad EBETT

4 b

£ b - | + 100%

<

B TICE S TSIl E 9. 7 — o — Al =5 L L ual organisms, some metagenomes and environmental ¢

>
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" = DI ORE . =k CE2RE 7

, _ BB, EDIEAM DN NEBEES
O THI- $20BEHET, ALHDEERAHET

W8-5:

*sample_name
*sample_title
description
*organism
*taxonomy_id
bioproject_id
locus_tag_prefix
strain

breed

10 |cultivar

11 |isolate

12 |label

13 |biomaterial_provider
14 |*collection_date
15 |*env_biome

16 |*env_feature

17 [*env_material

18 |*geo_loc_name

19 | *lat_lon

20 |*project_name

21 |*isol_growth_condt
27 |*ref_biomaterial
23 |*num_replicons

24 |estimated _size

295 | biotic_relationship
26 |encoded _traits

21 |extrachrom_elements
28 |health_disease stat
29 |host

Ll o [ e 3 L [ S T ) L I e

B - 175l £k S = \
Lactobacillus acidipiscis 10692T ’.37(;0 1T§J§)\*L éK—C%TL—CL %)

Lactobacillus acidipiscis JCM 10692T obtained from Japanese Collection of Microorganisms (JCM)
Type strain of Lactobacillus acidipiscis originally isolated from fermented fish (Pla-ra} in Thailand
Lactobacillus acidipiscis

89059

PRIDB5682

Lacidipiscis

JCM 10692

JCM

1999

not applicable

not applicable

not applicable

Thailand

missing

Genome analysis project of Lactobacillus acidipiscis JCM 10692T
http://ijs.microbiologyresearch.org/content/journal/ijsem/10.1099/00207713-50-4-1479
http://ijs.microbiologyresearch.org/content/journal/ijsem/10.1099/00207713-50-4-1479
missing

fermented fish
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BioProject ID

W8-6:

FBOH-YIIWeDIEIREFIF
B L. DPRJDB5682(%. DDBJ
MBEA—)LTRET=ID [W6-7]

B

1 |*sample_name Lactobacillus acidipiscis 10692T

2 |*sample_title Lactobacillus acidipiscis JCM 10692T obtained from Japanese Collection of Microorganisms (JCM)
3 |description Type strain of Lactobacillus acidipiscis originally isolated from fermented fish (Pla-ra} in Thailand
4 |*organism Lactobacillus acidipiscis

2 [|*taxonomy_id 29059

6 |bioproject_id PRIDB5682

I |locus_tag_prefix Lacidipiscis

& |strain JCM 10692

9 |breed

10 |cultivar

11 |isolate

12 |label

13 |biomaterial_provider JCM

14 |*collection_date 1999

15 [*env_biome not applicable

16 | *env_feature not applicable

17 [ *env_material not applicable

18 |*geo_loc_name Thailand

19 | *lat_lon missing

20 |*project_name Genome analysis project of Lactobacillus acidipiscis JCM 10692T

21 |*isol_growth_condt  http://ijs.microbiclogyresearch.org/content/journal/ijsem/10.1099/00207713-50-4-1479
22 |*ref_biomaterial http://ijs.microbiologyresearch.org/content/journal/ijsem/10.1099/00207713-50-4-1479
23 |*num_replicons missing

24 |estimated _size

295 | biotic_relationship

26 |encoded _traits

21 |extrachrom_elements

28 |health_disease stat

29 |host fermented fish

HAZFLER B F = a0 B ER 56 LUH]
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EAVEELVE S (& not applicable4®
missinglZ EFXE WD T TA DTS

W8-7:

RS F-yES

1 |*sample_name Lactobacillus acidipiscis 10692T

2 |*sample_title Lactobacillus acidipiscis JCM 10692T obtained from Japanese Collection of Microorganisms (JCM)
3 |description Type strain of Lactobacillus acidipiscis originally isolated from fermented fish (Pla-ra} in Thailand
4 |*organism Lactobacillus acidipiscis

2 [|*taxonomy_id 29059

6 |bioproject_id PRIDB5682

I |locus_tag_prefix Lacidipiscis

& |strain JCM 10692

9 |breed

10 |cultivar

11 |isolate

12 |label

13 |biomaterial_provider JCM

14 |*collection_date 1999

15 [*env_biome not applicable

16 | *env_feature not applicable

17 [ *env_material not applicable

18 |*geo_loc_name Thailand

19 | *lat_lon missing

20 |*project_name Genome analysis project of Lactobacillus acidipiscis JCM 10692T

21 |*isol_growth_condt  http://ijs.microbiclogyresearch.org/content/journal/ijsem/10.1099/00207713-50-4-1479
22 |*ref_biomaterial http://ijs.microbiologyresearch.org/content/journal/ijsem/10.1099/00207713-50-4-1479
23 |*num_replicons missing

24 |estimated _size

295 | biotic_relationship

26 |encoded _traits

21 |extrachrom_elements

28 |health_disease stat

29 |host fermented fish

H FLIR B F = an U) B &Y, 5 LOTH]
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" DEBEILTEND 3

W8-7 {EWE MG E [

— | o
e % http: '.ra:e.::‘.jp biosample/submission.htmIZEHEVESNEZT T E Jo i o/ o BinSample Handbook o -
EARVES MRS ®
. ]
INSDC Tl > T ILBEENEE U Sa 028t e EE L TUET, In this page
EEEFRCEOSNIRITERETRET S ANEEanE T, @i BioSample
L (missing/null value) & &FH{ETDECIE, RELDENETHST BioSample [C DT
ERT oM ROSNET. EUVES(E "ower level" DRETERL, T ATk
= ;f-'\ 'hl _é_ : L " EE. o
I TVISSICE "top level" OFEEFEBRLET Biosample ADES
EIFIZ "missing/null value" (CHT BB EESTEHLTVET. Ho LS
HEBREICHTBENMVESCRTER L ENRETERLET, #E- £
EERCHTSENDIIESE, BEECTEN, BETOEOEERELLENT PDF Download
=y - -
S % poF 255 >0 F
INSDC missing value reporting terms
INSDC term | INSDC term | Definition Submit
(top level) | (lower level) Login & Submit
not applicabl information is inappropriate to report, can indica
e te that the standard itself fails to medel or repre Contact
sent the information appropriately
missing not collected | information of an expected format was not given Archives
because it has not been collected
. | Latest W
not provided | information of an expected format was not give News by year
n, a value may be given at the later stage FAQs
restricted acc | information exists but can not be released openl Handbooks
ess y because of privacy concerns W

axzme hitp://trace.ddbj.nig.ac.jp/biosample/submission.ntmiHEM AL MG S DR & A % 84



D~@DDIEHR L, OFEZFRI P

Lot

W8-8:

B

1 |*sample_name Lactobacillus acidipiscis 10692T

2 |*sample_title Lactobacillus acidipiscis JCM 10692T obtained from Japanese Collection of Microorganisms (JCM)
3 |description Type strain of Lactobacillus acidipiscis originally isolated from fermented fish (Pla-ra} in Thailand
4 |*organism Lactobacillus acidipiscis

2 [|*taxonomy_id 29059

6 |bioproject_id PRIDB5682

I |locus_tag_prefix Lacidipiscis

& |strain JCM 10692

9 |breed

10 |cultivar

11 |isolate

12 |label

13 |biomaterial_provider JCM

14 |*collection_date 1999

15 |*env_biome not apNeable

16 | *env_feature not applicable

17 [ *env_material not applicable

18 |*geo_loc_name Thailand

19 | *lat_lon missing

20 |*project_name Genome analysis project of Lactobacillus acidipiscis JCM 10692T

21 |*isol_growth_condt  http://ijs.microbiclogyresearch.org/content/journal/ijsem/10.1099/00207713-50-4-1479
22 |*ref_biomaterial http://ijs.microbiologyresearch.org/content/journal/ijsem/10.1099/00207713-50-4-1479 }
23 |*num_replicons missing

24 |estimated _size

295 | biotic_relationship

26 |encoded _traits

21 |extrachrom_elements

28 |health_disease stat

29 |host fermented fish

H FLIR B F = an U) B &Y, 5 LOTH]

Tanasupawat et al. Int J Syst Evol Microbiol.,

2000
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" (DJCM CatalogueZ SFI=L TR

TUL, @JCM 10692 N H #E (R 171

W8-9:JCM Catalogue BB B RESITHLTS

e http:/fwww jomeriken.pfcgi-bin/jemdjom_number?JCM = 10692 P~-a JCM Catalogue T

JCM Catalogue

Al

Lactobacillus acidipiscis Tanasupawat ef al. 2000

Taxono NCEI database: Bacieria; Firmicutes; Bacilli; Lactobacillales; Lactobacillaceae.

106927 <5 anasupawat FS60-1.

Accessioned 1n 1999, ‘_..-'\'( "!i' 1""
=CCUG 465356 =CIP 106750 =D5SM 15836 =HSCC 1411 =NEBRC "x‘j;j,--r.']?;'} : _{_.
102163 =NRIC 0300 =PCU 207 =TISTR. 1386. J'j.::’tﬁw

Type strain [4758].
Medium: 13; Temperature: 30°C; Rehydration fluid: 663

upen link in new window open Eu]m.kmnen window

Source: Fermented fish (Pla-ra), Thailand [4758].
Biochemistry/Physiology: [4758].

Cell wall: L-Lys-D-Asp [4758].

Fatty acid: [4758].

G+C (mol%a): 38.7 (HPLC) [4758].

DNA-DNA relatedness: [4758].

Phylogeny: 165 rRNA gene (AB023836, LC145575) [4758].
NCBI Taxonomy ID: 89059,

Delivery category: Domestic, A or C; Overseas, A or C.

Viability and purity assays of this product were performed at the time of production as part of quality control. The authenticity of
the culture was confirmed by analyzing an appropriate gene sequence, e g, the 168 tfRNA gene for prokarvotes, the D1/D2 region
of LSU rBINA gene, the ITS region of the nuclear TRNA operon, etc. for eukaryotes. The characteristics and/or functions of the
strain appearing in the catalogue are based on information from the corresponding literature and JCM does not guarantee them.

® Instructions for an order
® Go to JCM Top Page

axzEmEzaxanay NUP//www.jcm.riken.jp/cgi-bin/jicm/jcm_number?JCM=10692 36




W8-3¢LRILEE T . DS T

8-10: 7w O—

—i&Y

I\\‘ ANERZ-QFTRYYTF AT 7
4 )L (MIGS.ba.miscellaneous_ after.txt

>
)EERL T, QB
a % https://trace.ddbj.nig.ac.jp/D-way/contents/bs/bs_submission_detail?submission_id LP-acd ?; Submission: SSUBOOT7T 2= T oo oo
2‘ Q.D.BI D-way TOP | BioProject | BioSample a;ﬁﬁﬁ;@ﬁ@; wj | Account | Password | Logout

BioSample Submission ID: SSUB007729

J SUBMITTER |_| GENERAL INFO |_| SAMPLE TYPE |_| ATTRIBUTES |_| PUBLICATION |_| OVERVIEW |

Describe your sample(s) by providing sample attributes. ‘
For more information, please see the sample attribute page (English, Japanese)| & 7v7 0-F3 3771 )L0ER bed
—Attributes -
- « 4 Wl > PC > TAIMT v B | FATTorE p
«Attributes file : £, ]
=E - FHLNIANA- =~ W @
wDownload a template text file for BioSample attributes ~ o )
o EE ExHE i
Download and edit the template text file in spreadsheet or text editor. s P47 FIEA
hoge 2017/04/12 1341 TrAll Il
* You can submit multiple samples described in lines. OneDrive D MIGS.ba miscellaneous,_aftecixt 2017/04/17 15:04 %A~ K31
B EERITICEE L. SEHTERTITENTE=ET,
O pC
s If you do not have information for the required attribute(s), please provide the valug -
'missing’. ; F20-F
HERE T T SENRVESI(E. 'not collected', 'not applicable' £ L < (& 'missing' %3 W FA7by T
* Provide 'organism' and 'taxonomy id' as registered in NCBI Taxonomy (for unregisteg g FfaAvk
NCBI Taxonomy|c =@ TLS4M%. 'organism' & 'taxonomy id' (C2A LT <153 = Fo¥v
B &5
» 99
‘ = Windows (C:)
B SDKCCard (D) , N
T lE(N): |MIGS.ba.mislcellaneous_after.b':t V| A w
E0) Frutll

axzEgs NtP://www.iu.a.u-tokyo.ac.jp/~kadota/book/MIGS.ba.miscellaneous_after.txt

87




(DContinue

8-10: 7vw7A—F

— O X
e ? hitps://ftrace.ddbj.nig.ac.jp/D-way/contents/bs/bs_submission_detail?submission_id O = @ € % Submission: SSUB0OT729 e 8@
\."-1,1_ \."-1,1_ i u’-u,.l_
2 DDBJ .. proiect | B S I
: .w.n..........]- D-way TOP | BioProject | BioSample aiﬁhz}%mﬁﬂwﬁ'!ﬁwﬁmﬁ | Account | Password | Logout

BioSample Submission ID: SSUB007729

J' SUBMITTER |_| GENERAL INFO |_| SAMPLE TYPE |_| ATTRIBUTES |_| PUBLICATION |_| OVERVIEW |

Describe your sample(s) by providing sample attributes.
For more information, please see the sample attribute page (English, Japanese)
—Attributes

*kAttributes file : C:¥Users¥kojik¥Desktop¥MIGS.ba.miscell: £83...

gDownload a template text file for BioSample attributes

Download and edit the template text file in spreadsheet or text editor.

* You can submit multiple samples described in lines.

UL EERTCEE L. FEOTERTETENTEET,

s If you do not have information for the required attribute(s), please provide the value as either 'not collected’, "not applicable' or
'missing’.
HEEMECH T SENMRVES(Z. 'not collected', 'not applicable’ 1L < {2 'missing' ZEALTLIEEL,

* Provide 'organism' and 'taxonomy id' as registered in NCBI Taxonomy (for unregistered organism)
NCBI Taxcnomy (- ZE 11 TWSEM®E. 'organism’ & 'taxonomy id' (CEA LT LT (EEE0EMOES)

HAZBEFREDESHE10[E 88



(DContinue

8-10: 7vw7A—F

- O *
e ?: https://trace.ddbj.nig.ac.jp/D-way/contents/bs/bs_attribute D~-ac % Submission: SSUBOOTT2 ;Ur'b ‘T,AT-’ {:} i:.';!:]
. DDBJ R Jrp—
w2 o4 D-way TOP | BioProject | BioSample SE,?} '%J'-%wﬁiw,ﬁmﬁ‘ | Account | Password | Logout

BioSample Submission ID: SSUB007729

J' SUBMITTER |_| GENERAL INFO |_| SAMPLE TYPE |_| ATTRIBUTES |_| PUBLICATION |_| OVERVIEW |

Describe your sample(s) by providing sample attributes.
For more information, please see the sample attribute page (English, Japanese)
Attributes

MIGS.ba.migcellaneous_after.txt

HAZBEFREDESHE10[E 89



8-11: PUBLICATION

(DContinue

— O X
e R hitps://trace.ddbj.nig.ac.jp/D-way/contents/bs/bs_attribute O~ & | % submission: SSUB00TT29 s & @
?z Q.D.BI D-way TOP | BioProject | BioSample 3wj§rﬂ'}’;wj' 3%;1 | Account | Password | Logout

BioSample Submission ID: SSUB007729

J' SUBMITTER |_| GENERAL INFO |_| SAMPLE TYPE |_| ATTRIBUTES |_| PUBLICATION |_| OVERVIEW |
Publication
PubMed ID¥ : | | OR DOI® : | |

HAZBEFREDESHE10[E

20




"
W38-12: OVERVIEW

- O X
e % hitps://trace.ddbj.nig.ac.jp/D-way/contents/bs/bs_overview_form?submission_id=5 O = @ @& || % Submission: SSUB0O7729 v @
Z. IQ_D..B]- D-way TOP | BioProject | BioSample a‘ﬁﬁfﬁs@ﬁ@; wj | Account | Password | Logou

BioSample Submission ID: SSUB007729

J SUBMITTER |_| GENERAL INFO |_| SAMPLE TYPE |_| ATTRIBUTES |_| PUBLICATION |_|

SUBMITTER
Submitter 1
First name Koji
Last name Kadota
E-mail kadota@bi.a.u-tokyo.ac.ip
Submitter 2
First name Yasuhiro
Last name Tanizawa
-mai R SRR T R
E-mail s%s%ﬂ*ﬁ@;ﬂ’
Submitter 3
First name Masanori
Last name Tohno
E-mail ERRICERE:
Organization
Submitting organization L
2] search Organization
Submitting organization URL http://www.naro.affrc.go.jp

<

Institute of Livestock and Grassland Science, National Agriculture and Food Re

OVERVIEW

~

HAZBEFREDESHE10[E

OR—CTHETE
Az Bk Tax & fEEEE
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8-13:Submit

R—UTERETBRO =LA,
BB T X DSubmit, @OK

2 https://trace.ddbj.nig.ac.jp/D-way/contents/bs/bs_overview_formTsubmission_id=5 2 ~ @ & || B Submission: SSUBO07729

GENERAL INFO

Data Release

Data Release

External Links 1
Link description

URL

Hold

JCM Catalogue for Lactobacillus acidipiscis
http://www.jcm.riken.jp/cgi-bin/jcm/jcm_number?JCM=10692

Private comments to DDBJ staff

Comments

SAMPLE TYPE
Core Package
MIxS Sample
MIxS Sample

ATTRIBUTES

Attributes
TSV file

PUBLICATION

Publication 1
PubMed ID
DOI

MIxS Sample
Cultured Bacterial/Archaeal
miscellaneous

SSUBO07729.txt

x
A
Web R-Sftaliviz-4 P
o Submit your sample?
OK Frel
v
>

HAZBEFREDESHE10[E

92



" o @DSubmitted| <A TLVET , FIREAS

' HNIEDDBIT /T—E—h S IEHEH
W8-14: Submitted BYET. BENHECEABL

e % https://trace.ddbj.nig.ac.jp/D-way/contents/bs/bs_submission_list P-ac| g BioSample submission ...

2‘ I:::!.D.BI D-way TOP | BioProject | BioSample ai?%i?ﬁ?ﬁ?é?ﬁ | Account | Password | Logout

e N P g
BioSample submission list for aéf(g%@@%@@%é@%a

|New submission‘

{ To update an existing record or recent submission, please send your request with your Submission ID or BioSample
accession included (English, Japanese).

BioSample Submission ID - Status % Created Date % Updated Date %

S5UB00V729 Submitted 2017-04-13 2017-04-17

BAIBEYEEEDESFE10E 93



W9-1:Accession&E & X4

Dear Koji Kadota, Masanori Tohno and Yasuhiro Tanizawa,

Thank you for your submission to the DDEJ BioSample.

The BicSample(s) has been successfully registered in the DDBJ BioSample

database.

** Summary of registered BioSample(s) is listed below. **

SSUB 1D

Organism name

| BioSample Accession | Sample Name

| Hold/Release

SSUB00T729 | SAMDO0078754 | Lactobacillus acidipiscis 10692T |
Lactobacillus acidipiscis | Hﬂl’

[SSUBDO7729] # Attributes were edited as follows.

(DBioSample 7 Uty a &L
SAMDO00078754, CDEZIXFED . N
IE H DOFRijlZSubmitrR AL T
AREBBOFRIIZA—ILAZEZFELE

[SSUBDO7729] # Attributes were edited as follows.

Following attributes were added:

"Isolation_source”
fermented fish (Pla-ra)

"type_strain”

Yes

Following attributes were deleted:

"host”

fermented fish




DDBJ7 /T—2—IZ&>T . AFAF

- —_— BRSNS ELGLEREL TLI =1LV
WO-2: AttributesD ECA | ol Comatt costmen

Dear Koji Kadota, Masanori Tohno and Yasuhiro Tanizawa,

Thank you for your submission to the DDEJ BioSample.

The BicSample(s) has been successfully registered in the DDBJ BioSample

database.

** Summary of registered BioSample(s) is listed below. **

SSUB D | BioSample Accession | Sample Name

Organism name | Hold/Release

SSUB00TT729 | SAMDO00OTE754 | Lactobacillus acidipiscis 10692T |
Lactobacillus acidipiscis | Hold

[SSUBDO7729] # Attributes were edited as follows.

S, QIIEB M HIBRSN=&5TY

[SSUBDO7729] # Attributes were edited as follows.

Following attributes were added:

"Isolation_source”
fermented fish (Pla-ra)

"type_strain”

Yes

Following attributes were deleted:

"host”

fermented fish




JE——
WO9-3: StatushH HoldIZ

(DStatus®D &ZAH Submitted (WS-
14)M5HoldIZH > TN D Hih Y

2‘ DDBI D-way TOP | BioProject | BioSample

% https://trace.ddbj.nig.ac.jp/D-way/contents/bs/bs_submission_list

o, o
3;% ;'a:-?; ;@;ﬁ:ﬂ* ) w__ﬂ

D-ac ?_ BioSample submission ..

*9, @SSUB007729% )%

| Account | Password | Logout

e T ™
BioSample submission list for a-r'f@'éu "1@7@ f@ 2 ia
s St B

|New submlssmn‘

) To update an existing record or recent submission, please send your request with your Submission ID or BioSample

accession included (English, Japanese).

BioSanpfple Submission ID Status Created Date

S5UB00V729 Hold 2017-04-13

e
w

Updated Date

2017-04-17

SN

R A
F=

BAILEE EHE10E

96



" J BTE(WS-12) R =DOVERVIEWE (£ EAY .
W9_4 OVE RVI EW (2BioSample AccessionmMFTRSNTLVS

— O *
e 2 https://trace.ddbj.nig.ac.jp/D-way/contents/bs/bs_submission_detail?submission_id LO~-ac . Submission: SSUBDOTT29 ",",' <:° )
Z. IQ_D..B]- D-way TOP | BioProject | BioSample agﬂ'f;‘;m ;ﬂ?j;@; w_}l | Account | Password | Logou
BioSample Submission ID: SSUB007729
J SUBMITTER |_| GENERAL INFO |_| SAMPLE TYPE |_| ATTRIBUTES |_| PUBLICATION |_| OVERVIEW
Sample Summary '
Sample Name Status BioSample Accession Published Date Modified Date
Lactobacillus acidipis
. Hold SAMDO0078754 -mmmm-- 2017-04-20
cis 10692T
SUBMITTER
Submitter 1
First name Koji
Last name Kadota
E-mail kadota@bi.a.u-tokyo.ac.ip
Submitter 2
First name Yasuhiro
Last name Tanizawa
E-mail ARSI
Submitter 3
First name Masanori
Last name Tohno
E-rmail LSRR v
{ >
BAZIBREFEDESHFE10E
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"
W9-5:55UBO0 /7 729.txt

DOR—U T ERIZFBE,
(2)SSUB007729.txt

1 https://trace.ddbj.nig.ac.jp/D-way/contents/bs/bs_submission_detail?submission_id LO~-ac ?_ Submission: SSUBO0T728

GENERAL INFO

Data Release

Data Release

External Links 1

URL

Comments

SAMPLE TYPE
Core Package
MIxS Sample
MIxS Sample

ATTRIBUTES

Attributes
TSV file

PUBLICATION

Publication 1
PubMed ID
DOI

Link description

Submitting organization URL  http://www.naro.affrc.go.jp

Hold

JCM Catalogue for Lactobacillus acidipiscis

http://www.jcm.riken.jp/cgi-bin/jcm/jcm_number?JCM=10692

Private comments to DDBJ staff

MIxS Sample
Cultured Bacterial/Archaeal

miscellaneous

SSUBO07729.txt

HAZBEFREDESHE10[E
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@SSUB007729. tth—EXCEL"G‘Fa'ﬁL\f—

_A, B A
9-5: SSUB007729.txt e dEhisatatiy ™™

SSUB0O7729.0xt - Excel g s

A=Z FOER T4 BER Fr

Al - e biosample_accession v

A B . c D . E . F . G . H . -

1 |biosamplg*sample_r*sample_tdescriptio *organism *taxonomy bioproject locus_tag str
——

2 |SAMDOO0 Lactobacil Lactobacil Type strai Lactobacil 29059 PRJDELGE Lacidipiscl)C

3 | -
SSUB0D07729 ) q 3

BETT FH [ - | + 100%

HAZBEFREDESHE10[E 99



SSUB0O7729.t¢t - Excel

A= LAFPIk - T4

g V0

it

9-5: SSUBOO7729 txt

SSUB007729txtDITHZ ANEBE A TR
i~ DW8-8TEE & L TL V=" "fermented
ﬂsh"?f) HIREN TS ENH S

Al e e biosample_accession v
A B -
1 binsample_accessiﬂn_lSAMDDDDTBTS&
2 |*sample_name Lactobacillus acidipiscis 10692T A B
3 |*s le_titl Lactobacillus acidipiscis JCM 104 _ - _ - —
| Sampre_tte actopaciius seieipisc |21 *project_name Genome analysis project of Lactobacillus acidipiscis JCM 10692
4 |description Type strain of Lactobacillus acidi|s5- .. T - - ; - = 7
4 - - — 22 |*isol_growth_condt  http://ijs.microbiclogyresearch.org/content/journal/ijsem/10.10¢
5 |*organism Lactobacillus acidipiscis 1 - 2 T - - ; /- i ;
+s . 23 |*ref_biomaterial http://ijs.microbiologyresearch.org/content/journal/ijsem,/ 10.10¢
6 |*taxonomy_id 89059 od 1+ licons B
7 |bioproject_id PRJDB5682 | num_replicons miz=ing
. - —— 25 |estimated_size
S_Incus_tag_preﬂx Lacidipiscis %6 bioti lationshi
9 |strain JCM 10692 |P1otC_refationship
101p 27 lencoded_traits
reed 1
1T | cultivar 23_extrachmm_element5
1. 29 |health_disease_stat
12 |isolate .
| 30 |host
l3_|abe| I host s
14 |biomaterial_provider JCM T o e ZNEE
15 *collection_date 1999 | Pathogenicity
-+ - - 33 |rel_to_oxygen
16 |*env_biome not applicable . .
- - 34 |samp_collect_device
17 |*env_feature not applicable .
-+ - - 35 [samp_mat_process
18 |*env_material not applicable 5 :
19 |*geo_loc_name Thailand |sample_size
20 |*Iat lon missing 3T_3nurce_material_id JCM 10692
= > — 33_5ubspecf_gen_lin
S5UB00/ 729 b 139 |trophic_level
EERT EH 40 |depth
AALBEZ2EOERSL0E 100



DT HMDDBIT7 /T—3—I(Z
Ko TEMEINFE-HDTI R

41
42
43
44
45
46
47
48
49
50
51
52
53
54
55
56
57
58
59
60

W9-5:5SUB007729.1xt

elev

altitude

alkalinity
ammonium
biomass

bromide

calcium
chem_administration
chloride
chlorophyll
current

density
diether_lipids
diss_carb_dioxide
diss_hydrogen
diss_inorg_carb
diss_org_nitro
diss_oxygen
misc_param
nitrate

HAZBEFREDESHE10[E

61
62
63
64
65
66
67
68
69
70
71
72
73
74
75
76
i
78
79
80
81
82

nitrite

nitro

org_carb
org_matter
org_nitro
organism_count
oxy_stat_samp
perturbation

ph

phasphate
phosplipid_fatt_acid
polassium
pressure
salinity
samp_store _dur
samp_store loc
samp_store_temp
silicate

sodium

sulfate

sulfide

temp

83
84

isolation_source
type_strain

fermented fish (Pla-ra)
Yes

101




N
W10-1:MSS

W4-5L B TT , MSSIZDD H =Y LIEI S

(B8 MSS k(3 7 - Mass Sub... PR HE

@& http://fwww.ddbj.nig.acjp/sub/mss_flow-j.html L~
, DDBJ 3¢
fm'”’ AT LR
DA Data Bank of Japan
IEERAOEE JOzx 2 hOBE EEENSHOHE Flat File (DZEA

HOME > 7 —4E§ > EHEAINEE > MSS &[F ? - Mass Submission System

MSS & (X ? - Mass Submission System

hic. BET—SENEIEZEEV,. IS0 NE#ESHE T 5155813, DRA; DDE] Sequence Read Archive. -

(. DTA; DDBI Trace Archive [CEELELTE CEEEE0

DDBIT(E. BRFET 91U TOLSUEHFICSEYSTSES. Mass Submission System (MSS) O FIBEEEHLTEDET.

o T RUE(EBSETIENOEISES

1024 FBA D CEEFFIESSS AT ATRAEF HETY
1T RIS D ICEE (200 F)DFeature B35S
ERHEL (B%(F 500 kb BLE) 85
EERFIEES AT AR LTV EE

EST, STS, TSA, HTC, G55, HTG, WGS, CONTEE

EERIEES AT Al EEEFIERICHELRERFHERANTIHAENEDET.
EH I IS TNEES <LV RSICEEE £ RIEETEH D . Y —ILTY,
LI LA S, ABEESTOERSI S DISS(tE

FOLILFFRESEOHOEAAT MSST T

IINEDE. BREOLHOIT-ILE. BE SETSAEMELTWET,

BHSHA : 2016.4.18.

. M55 & ZFIEORIC . MSS(cHEFSEEDREN
. BEOEHICHBERIF I . 7P NERE
BAZIBREFEDESHFE10E
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10-1:MSS

Db E2ER—U TERIZFEEN, MSSTIFFE
DT, QMSSHLIAA TA—LED) VD

@ http:/fwww.ddbj.nig.ac.jp/suby/mss_flow-j.html D~-C

EERIEES AT Al EEEFIERICHELRERFHERANTIHAENEDET.
LH I IS TNEES <LV RS EEEC BRI TS TED. By —ILTT,

LOLRAS. ZUREESTOEFEIEDESICE. MBREANLDE. SROH0I7)LE. BE S2dSAEIELTVWET,

FOLILFFRESEOHOEAAT MSST T

. M55 & ZFIEORIC . MSS(cHEFSEEDREN
. BEOEHICHBERIF I . 7P NERE

(2 MSS (27 - Mass Sub... @

' Mss ECFAOEIC '

MSSOFIFZECREORSE. MSSHLAH I+ —ASTEE EE.
ENFHERFIE. BLU EEETEITSVI I FESENVWELET.

| EROEDICHLERTIFZII

MSSTid. EEMICE. MTFo2 207702 BEWIEEED,

BRI 7 -TIb

2B —YOEIIEFASTARS TR LT FA R I 7L

FIFr—=23»I7 I

28T —H0OE4EE. REFERENCE. Feature/QualifierdBHREF T UEATENNTFA I 7 L

» PITFL23LIFAILERERT 7 AILEG. BREATIERL TWIE  cLEaRICLTENFETS,
BEROTDOITAIE. TFARIPAILTTOT. AFUT - (MS Excel IRED) FABY I b 7FARTT S TERD

I\ PAGE TOP

HAZBEFREDESHE10[E
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W10-2: HLIAHTA—L

O
e & httpy/fwww.ddbj.nig.ac.jp/sub/masssub-j.html D~ | 2 MsSRIESLAH | DDBJ

(1)16S ribosomal RNATI&
ZiLyHassembleLf=. DT
MSSF|FHTLIWND=AD

. DDBJ/ .

hAF LR Search
=  DMNA Data Bank of Japan
EEERNOSE JOzx 4 hoBE IEERMSEF0HIC Flat File 388 SEVwShE
HOME » > —4~E4F » EEERFIOESE > MSS fIBBELIAH BEEHA : 2017.1.20.

MSS FIHH LiAH

MSS FIRZCHRECESICE. MTOIA4—LSE8RLAHCZEN, B THELFIRE A—ILTIEAVWZLET.

2E®. 5B (L. B. BAEERC) DESTS DDB) NSEENTIEAHE. BEETTH. mass@ddbjnigac. jp TCOEREE
g

R
WEHRZ—o 2 — (NGS) MSESKIE reads ZFETILLTWERLVEFIOESE. MSS TiIR<.
DDE] Sequence Read Archive ~EELTLEEL,

1:

NGS TEFIRESIT16S ribosomal RNA. assemble LTWWELY -->=  DRA

NGS TEFIFREZAIZ 165 ribosomal RNA. assemble Lz - MSS
Sanger i CECFIFREZAL/E 165 ribosomal RNA - MSS
*[FANHEEETT .

y 1. Bl@ilc MSs ZEHlHENEC&RBOETH?

BAIBREFREOERHFE10[
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10-2: R LIAA T A+ —Ls

Db &2 ER—TEIZFEE, @QLL
B [CMSSH| BRER(I4LVD T, LY
Lﬁm%huﬁwﬁﬁﬁﬁbfb<

G 2 hitp://www.ddbj.nig.ac,jp/sub/masssub-j.html P~ | 2 MmssFIEELAH | DDBI

' 1. BlEilc MSs ZEFlENECERSBDET D ?

* O3, @z

P 2 A5 RN=-V>

* FEHA(HEE) Ir:‘E|T0hno | 2 |Masanon‘

| =-n ]
[3 i }rﬂg ;@ﬁ@ s{:-'} |

u’-_. N '-\."d'_ - I u’-—_._ I \."d'_.
+31-¢3{:}.} 3'&"&:}}3@3% |
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4) 3) QEFICE-TeIyF)—0O7 74 0LEERL, 1) £2) D774 0%
DDBJ <mass@ddbj.nig.ac.jp>=FIlEF LTTFEw (F88).

ZZTH, EMENC Parser V=LA F o v P EITOTT &L,
FFAIILDRBEEREOE., T7E v 3 ryFEBTEENTHA.
Contact person MEESL L LTI AW WT FL AR,
TRy aryESOEHEANREET,

LA MSS ZH|F L -BEEFEFORNTT.

HAZBEFREDESHE10[E
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" DPASTRITHEREIE

W11-2:DDBJ Submission . DDDBJ Submission

— O *
e @& http://dfast nig.ac.jp/analysis/annotation/005d6595-d325-4157-8404-038524b 13f O~ & || 2 DFAST - Job Result 7.7 503

Remember the current URL to access this page. The result will be deleted 30 days after your last visit.
Delete this job now. == | Delete | This procedure cannot be undone.

Title :
JoblD: 005d6595-d325-4157-8404-0385e24bc13f
Status :  COMPLETE [2817-83-24 @9:41:25.327278] Job submitted.

[2817-83-24 89:41:25.342269] Job started.
[2817-83-24 99:45:48.287698] Job completed.

~

Result Features DDB.J Submission Log

Genome Statistics . Download Files
Genbank Flat File :  annotation gbk
Total Length (bp) 2,594,548 GFF3-formatted File :  annotation gff

Genome Fasta File : genome fna
Protein Fasta File :  protein faa

GC Content (%) 39.3% CDS FastaFile: cdsfna

RNA Fasta File: rma.fna
Feature Table : features tsv

Gap Ratio (%) 0.494306% Genome Statistics :  statistics. i

Zip Archive :  annotation zip

No. of Sequences 327

N50 17.928

No. of CDSs 2395

No. of rRNA 6 Genome Assessment

No. of tRNA 62 ANI Result : Download CheckM Result : Download &
No. of CRISPRS 3 &

Coding Ratio (%) TT1% ANI TopHit Lactobacillus acidipiscis DSM 15836
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=
W11-2:DDBJ Submission-

DD HT=YIIW2, W5, WT T 7=

9Bl DWI-3dH =Y THEBAFH

@& http://dfast.nig.ac.jp/analysisfannotation/005d6595-d325-4157-8404-038524bc 13F/sut O ~ &

Title :
JoblD : 005d6595-d325-4157-8404-0385e24bc1 31
Status : COMPLETE
Result Features DDB.J Submission Log

1. Preparation for Submit.

You can create DDBJ Submission Files (sequence file and
annotation file) required to submit the genome through DDB.J
Mass Submission System (MSS). If you want to submit a
complete genome, you must provide a sequence name for
each entry at this page.

Before submission, you need to register BioProject and
BioSample. Please follow the instruction below. For detailed
information, please refer to DDB.J Handbooks. If necessary,
raw sequence data should be deposited in SRA.

1. Create a DDBJ submission account
Open the submission portal page D-way, and create a new
one.
2. Registration to the BioProject Database
Log-in at D-way, and create a new BioProject.
3. Registration to BioSample Database
Log-in at D-way, and create a new BioSample.

{2 DFAST: DDBJ Fast Ann...

Remember the current URL to access this page. The result will be deleted 30 days after your last visit.
Delete this job now. == | Delete | This procedure cannot be undone.

[2817-83-24 @9:41:25.327278] Job submitted.
[2817-83-24 89:41:25.342269] Job started.
[2817-83-24 99:45:48.287698] Job completed.

Z S —= T4 DDBJ Mass Submission System (MSS) &

WTIRERFI#ERT 2T CnER 2 BED I 771 (E5
DFAINET /T332 T71L)®ERTEEY. I
U— b4 hF DDBJ [CBSR Y B ESCE C550°5—2 T

BeFE - BEFIER (B TS AZR) - EEEROIEER
ToTLREEN,

Z$F (55175, BioProject Database & BioSample Database
~DEREROFIRICHE > TITWEY . HlaFIEE DDBY
Handbooks FEB LTV, SEBLEL T —II-2
T —H D SRANDEFEITVET,

1. DDBJE& F 2> FOEUS

EFAR—4IL Dway TFHO FREERTVET.
2. BioProject Database ~(OE

D-way [CO4/ 1>, #7#R BioProject #B4E L=,
3. BioSample Database ~(DEH

D-way [cO4/ 1> L, #7#RE BioSample #E{EUET,

ada sl
55
d

X
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(Dl2. Input Metadata | D
@2Show FormZx4')w%

DFAST is not an official service of DDBJ. Please check the
latest information at the MSS guideline.

2. Input Metadata

Input metadata by filling the form to create the submission file.
Please refer to the instruction for more information for each
item.

If you want to add items not shown in the form, you can add
them manually after downloading the annotation file.

You can "Preview" the provided metadata. You can also import
metadata from another DFAST job by providing the job ID in
the text box below. By default, organism specific data, such as
a species name or a strain name, are not imported. To enable
this, check the "Override organism specific data”.

11-3:Input Metadata

G & http://dfast.nig.ac.jp/analysis/annotation/005dE505-d325-4157-8404-038524bc 13f/sut O ~ & (2 DFAST: DDB Fast Ann... v i

T<JZEly, (DFAST (2 DDBJ MRTT—EATESHODFE
:‘fUn )

EHEI7TIAERICBEBER AT -7 I —LICAHLE
T. ANEBOEMGHATERGICDNTER 7/ 72
LI2FTIARREE #EB LT EE0,
DTa—AICEVWERFI 7 rIILADL0O—- FERICEMTIEE
ZFITOTLREW, A9F7—Fx A DT (CEBOETET 7
TILVEER L. Fo 00— FRICEETANT I SEnE
TT,

AGF—H AN Preview" Y THRENTEET. Fio.
Z3TIDEANLTROZITNSAST—FEIE—F3
CERTEFET . T 2AINTRENMELSTCEHRSZED
F—AFOE—=NEFAH. "Override organism specific
data" #EHICLIZES. INsDF7T—95L8B=N=ET.

¥ Show Form Preview | Enter Job ID to import another job's metadata. 5

[1: Override organism specific data.

3. Download Submission Files

You can download the sequence file and the annotation file,
You can also check the file format and translated amino acid
sequence using Parser and transChecker (© DDBJ).

If you have editted the annotation and metadata, files are
automatically updated.

TR LIz 2 7O LESY > 0O— FTE£Y, Parser BLTK
transChecker (@ DDBJ) #FRAL T I 7-TILELELUFE
BEREIOF v IRITOSCENTEET,
FIF—230A87—SERELTES. EEAFENEEA
BN EMEnET,

HAZBEFREDESHE10[E
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11-3:Input Metadata

ANTAH—LBTDIES
[CRZT3A2(X0\D T

@& http://dfast.nig.ac.jp/analysis/annotation/005d6595-d325-4157-8404-0385e24bc 13F/sut 2 ~ & || E8 DEAST DDBJ Fast Ann... M T 997
f 9. 3L ¥

DFAST is not an official service of DDBJ. Please check the
latest information at the MSS guideline.

2. Input Metadata

Input metadata by filling the form to create the submission file.
Please refer to the instruction for more information for each
item.

If you want to add items not shown in the form, you can add
them manually after downloading the annotation file.

You can "Preview" the provided metadata. You can also import
metadata from another DFAST job by providing the job ID in
the text box below. By default, organism specific data, such as
a species name or a strain name, are not imported. To enable
this, check the "Override organism specific data”.

T<JZEly, (DFAST (2 DDBJ MRTT—EATESHODFE
:‘fUn )

EHEI7TIAERICBEBER AT -7 I —LICAHLE
T. ANEBOEMGHATERGICDNTER 7/ 72
LI2FTIARREE #EB LT EE0,
DTa—AICEVWERFI 7 rIILADL0O—- FERICEMTIEE
ZFITOTLREW, A9F7—Fx A DT (CEBOETET 7
TILVEER L. Fo 00— FRICEETANT I SEnE
TT,

AGF—H AN Preview" Y THRENTEET. Fio.
Z3TIDEANLTROZITNSAST—FEIE—F3
CERTEFET . T 2AINTRENMELSTCEHRSZED
F—AFOE—=NEFAH. "Override organism specific
data" #EHICLIZES. INsDF7T—95L8B=N=ET.

Enter Job 1D to import another job's metadata. S

Culture Collection

ex) JCM:00001

[ Override organism specific data.
Genus* Species*
Lactobacillus sp.
Strain® Type Strain
unkown NO
Locus Tag Prefix BioProject*

BioSample* Sequence Read Archive

HAZBEFREDESHE10[E
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ODIAR—UTERBICEELIZECH

11-3:Input Metadata

e @ http://dfast.nig.ac.jp/analysis/annotation/005d6595-d325-4157-8404-0385e24bc 13f/suk O ~ &

e CH PP e P

A Hide Form Preview

Genus*

Lactobacillus

Strain*

unkown

Locus Tag Prefix

LOCUS

Submitter

Submitters®

Enter Job 1D to import another job's metadata. S

I Override organism specific data.

Species*
sp.
Type Strain

NO

BioProject*

ex) PRJDB9000"

ex) Robertson,G.R.; Mishima,H.; Kim,K -H

Must be separated with semicolons.

Contact Person*
ex) Hanako Mishima
Must be one of the

submitters.

Institute®

E-mail*

ex) mishima@ddbj.nig.ac

Department

Culture Collection

ex) JCM:00001

BioSample*

ex) SAMDS0000000

URL

(E) DFAST: DDBJ Fast Ann... *

e I IR S

Sequence Read Archive

ex) DRR999900

Fax*

£x) 81-55-981-6853

o

HAZBEFREDESHE10[E
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11-3:Input Metadata

@ http://dfast.nig.ac.jp/analysis/annotation/005d6595-d325-4157-8404-0385e24bc 13f/suk O ~ &

A Hide Form

Genus*

Lactobacillus

Strain*

JCM 10692

Locus Tag Prefix

ex) LOCUS

Submitter

Submitters®

Enter Job 1D to import another job's metadata. S

I Override organism specific data.

Species*
acidipiscis
Type Strain

YES

BioProject*

ex) PRJDB9000"

ex) Robertson,G.R.; Mishima,H.; Kim,K -H

Must be separated with semicolons.

Contact Person*
ex) Hanako Mishima
Must be one of the

submitters.

Institute®

E-mail*

ex) mishima@ddbj.nig.ac

Department

Culture Collection

JCM:10692

BioSample*

ex) SAMDS0000000

URL

e I IR S

(2 DFAST: DDBJ Fast Ann... it

e CH PP e P

Sequence Read Archive

ex) DRR999900

Fax*

£x) 81-55-981-6853

(DW8-5Tstrain EZ A% JCM
106926 L TEDHE=D T, @&

RICICGEHAEYHZT IO D
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11-4: BRiF ez

A Hide Form

Preview

a @ http://dfast.nig.ac.jp/analysis/annotation/005d6595-d325-4157-8404-0385e24bc 13f/suk O ~ &

e CH PP e P

Enter Job 1D to import another job's metadata. S

I Override organism specific data.

(2 DFAST: DDB Fast Ann...

e I IR S

ex) Hanako Mishima

Must be one of the

ex) mishima@ddbj.nig.ac

Genus* Species*
Lactobacillus acidipiscis
Strain* Type Strain Culture Collection
JCM 10692 YES JCM:10692
Locus Tag Prefix BioProject* BioSample*
Lacidipiscis PRJDB5682 SAMD00078754
Submitter
Submitters®
ex) Robertson,G.R.; Mishima,H.; Kim,K.-H
Must be separated with semicolons.
Contact Person® E-mail* Phone*

D AERL Tlacidipiscis (W6-1).
PRJDB5682 (W6-7). SAMD00078754

LB

uence Read Archive

x) DRR999900

Fax*

£x) 81-55-981-6853

d

[yl B 1Y

oh (A
VoL e

(WO-1)DENFIBEHRZ A N

X

submitters.
Institute® Department URL
BARIBEFREOESEI0E
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11-5: Submitter

(DSubmitterD & A
ZANDLTWEFET

- O
e @ http://dfagnig.ac.jp/analysis/annotation/005d6595-d325-4157-8404-0385e24bc 13f/suk O ~ & @ DFAST: DDBJ Fast Ann... * fu‘b _ o.,q"
Submitter
Submitters*

ex) Robertson,G R_; Mishima,H ; Kim,K -H

Must be separated with semicolons.

Contact Person® E-mail* Phone® Fax®
ex) Hanako Mishima ex) mishima@ddbj.nig.ac ex) 81-55-981-6853 ex) 81-55-981-6853

Must be one of the

submitters.
Institute* Department URL

ex) National Institute of Genetics ex) DNA Data Bank of Japan ex) hitp/fwww_ddbj.nig.ac_jp/
Country* State City* Street* Zip*

€X) Japan ex) Shizuoka ex) Mishima ex) Yata 1111 ex) 411-8540
Reference
Title Year*

ex) Draft genome sequence of Lactobacillus plantarum strain 000K 2017
Authors® Status

ex) Mishima,H.; Yamada,T.; Robertson,G.R.; Kim K.-H.; Park,C.S.; Shizuoka,T. Unpublish
Journal Volume Start Page End Page

M= La P ol O - e
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DZALTBELTAA, QDETAHIFAR—
REANTIEWFEEA! (FE9EIWI0-7)

11-5: Submitter

- O
G @ http://dfast.nig.ac.jp/analysis/annotation/005d6595-d325-4157-8404-0385e24bc 13f/suk O ~ & @ DFAST: DDBJ Fast Ann... ‘-_,A._-' ‘:’

Submitter A
S

Kadota,K_; Tanizawa.Y.; Tohno, M.
Must be separat lons.
Contact Person* E-mail* Phone* Fax*

; T TR TR TR i, JEE TR T _ JEE S T

Masanori Tohno 33::35‘ 33::35‘ 3&"&}3@ 3-&"‘“} 3% 3% 3?}3@ 3-&““} 3% 3% 3?}3@ 3-&““}
Must be one of the
submitters.
Institute® Department URL

National Agriculture and Food Rese: Institute of Livestock and Grassland hitp:/fwww.naro.affrc.go.jp/
Country*® State City* Street* Zip®

Japan Tochigi Masushiobarzs Senbonmatsu 768 329-2793
Reference
Title Year*

ex) Draft c genome sequence = of Lactobacillus plantarum strain X300 2017
Authors* Status

ex) Mishima,H.; Yamada,T_; Robertson,G.R.; Kim K-H_; Park,C_S_; Shizuoka, T Unpublish| v
Journal Volume Start Page End Page v

EZF Lﬁggi}é‘dﬂm&\ Eﬁ 10@ 134



DX IEAssembly[FEEHRD A 77

11-6: Assembly

- o X
e e @ nhttp://dfast nig.ac.jp/analysis/annotation/005d6595-d325-4157-8404-0385e24bc 13F/sut O ~ C || @ DFAST: DDBJ Fast Ann... X e 8@
Reference A
Title Year*
ex) Draft genome sequence of Lactobacillus plantarum strain X00(X. 2017
Authors* Status
ex) Mishima,H ; Yamada, T ; Robertson,G R.; Kim K -H_; Park,C S ; Shizuoka, T Unpublish
Journal Volume Start Page End Page

ex) "Nature”, "J. Bacteriol " Use PubMed fype abbreviation.

=~

Assembly

Assembly Method* Sequencing Technology™ Genome Coverage*®
ex) Velevt v. 2.0, SPAdes v. 3.6.1, P ex) llumina MiSeq, lon PGM, PacBir ex) 120x

Hold Date Comment

ex) 20160801

3. Download Submission Files

You can download the sequence file and the annotation file.

TR LIz 2 7O LESY > 0O— FTE£Y, Parser BLTK

pra—

HAZBEFREDESHE10[E
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11-6: Assembly

DAL TAALEL=, @Save, %
F2 (W12-2) TPlatanus B 1.1.0DE2k (=
DWTCTEBSNBIET A EITHEH.

> — -
| DEZFFZBIEBRTESTIAATLS
e & http://dfast.nig.ac.jp/analysis/annotation/005dE505-d325-4157-8404-038524bc 13f/sut O ~ & (E) DFAST: DDB Fast Antr= o oo o
Reference A
Title Year*
ex) Draft genome sequence of Lactobacillus plantarum strain X>OCK 2017
Authors™ Status
ex) Mishima,H_; Yamada, T ; Robertson,G.R.; Kim K -H_; Park,C.5_; Shizuoka, T Unpublish
Journal Volume Start Page End Page
ex) "Nature”, "J. Bacteriol." Use PubMed type abbreviation.
Assembly
Assembly Method* Sequencing Technology* Genome Coverage*
Platanus B 1.1.0 llumina MiSeq 360x
Hold Date Comment
ex) 20160801
3. Download Submission Files
You can download the sequence file and the annotation file. e LI 27 rILES DO FTEET, Parser H&TF v

HAZBEFREDESHE10[E
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11-7:Preview

DPreviewCERETFTvILET

@ http://dfast.nig.ac.jp/analysis/annotation/005d6595-d325-4157-8404-0385e24bc 13f/suk O ~ & @ DFAST: DDBJ Fast Ann... %

Input metadata by filling the form to create the submission file.
Please refer to the instruction for more information for each
item.

If you want to add items not shown in the form, you can add
them manually after downloading the annotation file.

You can "Preview" the provided metadata. You can also import
metadata from another DFAST job by providing the job ID in
the text box below. By default, organism specific data, such as
a species name or a strain name, are not imported. To enable
this, check the "Override organism specific data”.

A Hide Form Preview

EHEI7TIAERICBEBER AT -7 I —LICAHLE
T. ANEBOEMGHATERGICDNTER 7/ 72
LI2FTIARREE #EB LT EE0,
DTa—AICEVWERFI 7 rIILADL0O—- FERICEMTIEE
ZFITOTLREW, A9F7—Fx A DT (CEBOETET 7
TILVEER L. Fo 00— FRICEETANT I SEnE
T,

AGF—H AN Preview" Y THRENTEET. Fio.
Z3TIDEANLTROZITNSAST—FEIE—F3
CERTEFET . T 2AINTRENMELSTCEHRSZED
F—AFOE—=NEFAH. "Override organism specific
data" #EHICLIZES. INsDF7T—95L8B=N=ET.

rJob ID to import another job's metadata. S

| Override organism specific data.

Genus* Species*
Lactobacillus acidipiscis
Strain* Type Strain
JCM 10692 YES
Locus Tag Prefix BioProject*
Lacidipiscis PRJDB5682
Submitter

Culture Collection

JCM:10692
BioSample* Sequence Read Archive
SAMDO0OT87o4 &x) DRR9993500

HAZBEFREDESHE10[E
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DPreviewCERETFTvILET

11-7:Preview _

e- <) | @ hitpy//dfastnig.acp/analysis/annotation/005d6585-d325-4157-8404-0385e24bc 13F/sut O + H (& DFAST: DDB Fast Ann... x| ‘ e 8@

Preview for Common Entry

Entry Feature Location Qualifier Value
COMMON DATATYPE type WGS
KEYWORD keyword WGS
keyword STANDARD_DRAFT
DBLINK project PRJDB5682
biosample SAMDO0078754
SUBMITTER ab_name Kadota, K.
ab_name Tanizawa, Y.
ab_name Tohno, M.

contact IMasanori

SO s

url hitp://www naro affrc go_jp/

phone SR
fax SR

insfitute MNational Agriculture and Food
Research Organization

department Institute of Livestock and Grassland
Science

country Japan
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11-7:Preview

RIS Z 57D TADClose

- d

e- =>)| @ hitp://dfast.nig.ac.jp/analysis/annotation/005d6595-d325-4157-8404-0385e24bc 13f/sut O = & H (2 DFAST: DDB Fast Ann... x| ‘ e

SIams unpuoisnea
year 2017

COMMENT line Annotated using prokka 1.11 from
http://mww vicbioinformatics.com.

Annotated at D-FAST
https://dfast nig.ac_jp

ST_COMMENT tagset id Genome-Assembly-Data
Assembly Method Platanus B 1.1.0

Genome 380x
Coverage

Sequencing lumina MiSeq
Technology

organism Lactobacillus acidipiscis
strain JCM 10692

mol_type genomic DNA

note type strain of Lactobacillus acidipiscis

ff_definition @@Iorganism)@@ DNA, strain: @@
[strainj@@, contig: @@[entry]@@

note contig: @@[entryl@@
culture_collection  JCM:10692

HAZBEFREDESHE10[E
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11-8:Format Check

R [FFormat Check, 1DHide FormL T

- O *
e @ nhttp://dfast nig.ac.jp/analysis/annotation/005d6595-d325-4157-8404-0385e24bc 13F/sut O ~ C || @ DFAST: DDBJ Fast Ann... X e 8@
Input metadata by filling the form to create the submission file. BRIF7TIAFRICHBLE AT -7 T4 —AlCAALE ~
Please refer to the instruction for more information for each T. AHEBOEHRLAHANERGAIICDVWTR 7/ 733
item. L I7IARREISE #EB LT IEa,
If you want to add items not shown in the form, you can add A —AICEWERIF I 7 I D0 FRICFETIELE
them manually after downloading the annotation file. T2 T LIRSV, AFF—97x A HET CEBOEET 7
CILEER L. 00— FRICFBTANTEILE0E
You can "Preview" the provided metadata. You can also import  T39.
metadata from another DFAST job by providing the job ID in
the text box below. By default, organism specific data, such as AT —H I HE Preview" WS THEBSTEET . T
a species name or a strain name, are not imported. To enable T IDEAANLTHOTsThEeA97—FzIE—TF3
this, check the "Override organism specific data". CERTEFET . T IA FTIHENESCEESEED
F—AFOE—=NEFAH. "Override organism specific
data" #EHICLIZES. INsDF7T—95L8B=N=ET.
Preview | Enter Job ID to import another job's metadata. S
[J: override organism specific data.
Genus* Species*
Lactobacillus acidipiscis
Strain® Type Strain Culture Collection
JCM 10692 YES JCM: 10692
Locus Tag Prefix BioProject” BioSample* Sequence Read Archive
Lacidipiscis PRJDB5682 SAMDO0OTET o4 &x) DRR9993500
Submitter v

HAZBEFREDESHE10[E
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11-8:Format Check

(DFormat Check

@ http://dfast.nig.ac.jp/analysis/annotation/005d6595-d325-4157-8404-0385e24bc 13f/suk O ~ & @ DFAST: DDBJ Fast Ann... %

Input metadata by filling the form to create the submission file.
Please refer to the instruction for more information for each
item.

If you want to add items not shown in the form, you can add
them manually after downloading the annotation file.

You can "Preview" the provided metadata. You can also import
metadata from another DFAST job by providing the job ID in
the text box below. By default, organism specific data, such as
a species name or a strain name, are not imported. To enable
this, check the "Override organism specific data”.

¥ Show Form Preview

EHEI7TIAERICBEBER AT -7 I —LICAHLE
T. ANEBOEMGHATERGICDNTER 7/ 72
LI2FTIARREE #EB LT EE0,
DTa—AICEVWERFI 7 rIILADL0O—- FERICEMTIEE
ZFITOTLREW, A9F7—Fx A DT (CEBOETET 7
TILVEER L. Fo 00— FRICEETANT I SEnE
T,

AGF—H AN Preview" Y THRENTEET. Fio.
Z3TIDEANLTROZITNSAST—FEIE—F3
CERTEFET . T 2AINTRENMELSTCEHRSZED
F—AFOE—=NEFAH. "Override organism specific
data" #EHICLIZES. INsDF7T—95L8B=N=ET.

Enter Job 1D to import another job's metadata. S

[1: Override organism specific data.

3. Download Submission Files

You can download the sequence file and the annotation file,
You can also check the file format and translated amino acid
sequence using Parser and transChecker (© DDBJ).

If you have editted the annotation and metadata, files are

a dated.

Sequence (Genomic Fasta
File) Table)

Format Check

4 Submit ¥our Genome

Annotation (TAB-separated

TR LIz 2 7O LESY > 0O— FTE£Y, Parser BLTK
transChecker (® DDBJ) #ERAL T I 7-1ILBIBLUFZ/
BEREIOF v IRITOSCENTEET,
FIF—230A87—SERELTES. EEAFENEEA
BN EMEnET,

# Use this fo submit a genome without
annotation.

TAB-separated Table without annotation

HAZBEFREDESHE10[E
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(DFormat CheckiRZEHRL-E % D IKEE

11-8:Format Check

Input metadata by filling the form to create the submission file.
Please refer to the instruction for more information for each
item.

If you want to add items not shown in the form, you can add
them manually after downloading the annotation file.

You can "Preview" the provided metadata. You can also import
metadata from another DFAST job by providing the job ID in
the text box below. By default, organism specific data, such as
a species name or a strain name, are not imported. To enable
this, check the "Override organism specific data”.

¥ Show Form Preview

3. Download Submission Files

You can download the sequence file and the annotation file,
You can also check the file format and translated amino acid
sequence using Parser and transChecker (© DDBJ).

If you have editted the annotation and metadata, files are

a dated.

Sequence (Genomic Fasta
File) Table)

Format Check

0

4 Submit ¥our Genome

@ http://dfast.nig.ac.jp/analysis/annotation/005d6595-d325-4157-8404-0385e24bc 13f/suk O ~ &

Enter Job 1D to import another job's metadata. S

[1: Override organism specific data.

Annotation (TAB-separated

(& DFAST: DDBJ Fast Ann... e 9 @

EHEI7TIAERICBEBER AT -7 I —LICAHLE ~
T. ANEBOEMGHATERGICDNTER 7/ 72
LI2FTIARREE #EB LT EE0,
DTa—AICEVWERFI 7 rIILADL0O—- FERICEMTIEE
ZFITOTLREW, A9F7—Fx A DT (CEBOETET 7
TILVEER L. Fo 00— FRICEETANT I SEnE

T,

AGF—H AN Preview" Y THRENTEET. Fio.
Z3TIDEANLTROZITNSAST—FEIE—F3
CERTEFET . T 2AINTRENMELSTCEHRSZED
F—AFOE—=NEFAH. "Override organism specific
data" #EHICLIZES. INsDF7T—95L8B=N=ET.

TR LIz 2 7O LESY > 0O— FTE£Y, Parser BLTK
transChecker (® DDBJ) #ERAL T I 7-1ILBIBLUFZ/
BEREIOF v IRITOSCENTEET,
FIF—230A87—SERELTES. EEAFENEEA
BN EMEnET,

TAB-separated Table without annotation

# Use this fo submit a genome without
annotation.

HAZBEFREDESHE10[E

142




OTZ5—ARILTELL:

11-9:Format Check#& %

N P
S Sha Fal
UL sl b =

e- = | & nhitp://dfastnig.ac.jp/analysis/annotation/005d6595-d325-4157-8404-0385e24bc 13f/sut O ~ & ” (E) DFAST: DDBJ Fast Ann... *

Format Check for DDBJ Sumission Files

Check For Annotation File

jParser (Ver. 6.55) started.
reading SeqUENCE. ...

reading SeqUENCE. ...

reading SeqUENCE. ...

reading SeqUENCe. ...

reading sequence. ...

reading annotation_______ ...

reading annotation.........................__.

JP0078:ER1:STX:ANN'Line [21]: Invalid length [] for [titie] qualifier, it must be modified following
[1-255].

JP0078:ER1:STX:ANN Line [22]: Invalid length [] for [ab_name] qualifier, it must be modified following
[1-64].

JP0078:ER1:STX:ANN-Line [23]: Invalid length [] for [ab_name] qualifier, it must be modified following
[1-64].

JP0078:ER1:STX:ANN-Line [24]: Invalid length [] for [ab_name] qualifier, it must be modified following
[1-64].

JPO115-WAR:STX:ANN:Lines [22] and [23]: [ ab_name ] [] is duplicated in

[ SUBMITTER/REFERENCE ].

JPO115-WAR:STX:ANN:Lines [22] and [24]: [ ab_name ] [] is duplicated in

[ SUBMITTER/REFERENCE ].

jParser (Ver. 6.55) finished.

Check For Translation

transChecker (Ver. 2.20) started at Fri Apr 21 16:29:09 JST 2017

P e s Y
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OR—U T EETHREL T, @Close

11-9:Format Check#& %

X

e- 5 -|@ http://dfast.nig.ac.jp/analysis/annotation/005d6595-d325-4157-8404-0385e24bc 13¢/suk O = ¢ ” (& DFAST: DDBJ Fast Ann... X e 8 @
JEUUTS ERT.S TAANNLINS [L1]. I0VENIU TG ] 1o [UUE] quU&anmen, o must De moumed ionowing
[1-255].
JPOO78:ER1:STX:ANN:Line [22]: Invalid length [] for [ab_name] qualifier, it must be modified following
[1-64].
JPO078:ER1:STX:ANN:Line [23]: Invalid length [] for [ab_name] qualifier, it must be modified following
[1-64].
JPO078:ER1:STX:ANN:Line [24]: Invalid length [] for [ab_name] qualifier, it must be modified following
[1-64].

JPO115-WAR:STX:ANN:Lines [22] and [23]: [ ab_name ] [] is duplicated in
[ SUBMITTER/REFERENCE ].
JPO115-WAR:STX:ANN:Lines [22] and [24]: [ ab_name ] [] is duplicated in
[ SUBMITTER/REFERENCE ].
jParser (Ver. 6.55) finished.

Check For Translation

transChecker (Ver. 2.20) staried at Fri Apr 21 16:29:09 JST 2017
Reading Sequence File(s)...... finished.

Reading Annotation File(s) and Checking translation error....
_finished.

TransChecker (Ver. 2.20) finished at Fri Apr 21 16:29:11 JST 2017
>5equence008.20 complement(22902..23111)

TCO0029:WAR: [1] codons are not translatable.

i

=sequence048.3 1481..2578

TCO0029:WAR: [1] codons are not translatable.

i
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11-10: T5—

(DReferenceMEZAD .
QFEDHZELNLDHE

@ http:/4

fast.nig.ac.p/analysis/annotation/003d6595-d325-4157-8404-0385e24bc 13f/sut L~-0 -@ DEAST: DDBJ Fact Ann...

7] tx-lq‘-.l-%_

Reference
Title Year*

ex) Draft genome sequence of Lactobacillus plantarum strain 000K 017
Authors® tus

ex) Mishima,H.; Yamada, T.; Robertson,G.R.; Kim,K-H_; Park,C.S._; Shizuoka, T Unpublish
Journal Volume Start Page End Page

ex) "Nature”, "J. Bacteriol." Use PubMed type abbreviation.

Assembly
Assembly Method*

Platanus B 1.1.0

Hold Date Comment

ex) 20160801

=

3. Download Submission Files

Sequencing Technology*

Genome Coverage*

lllumina MiSeq 380x

A%

HBREFREOESHFE10H
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11-10: T5—

rJ \

K &xf R

@l—AJ&u_,\L/TiE&)—C @
Savel . BEFormat Check

G @& http://dfastnig.acjp/analysis/annotation/005d6595-d325-4157-8404-0385e24bc 13§/

Reference

sub O ~ & || (2 DFAST: DDBJ Fast Ann...

Title

Draft genome sequence of Lactobacillus acidipiscis JCM 10692

Authors*

Kadota K. Tanizawa.Y_; Tohno, M.

Journal Volume

ex) "Nature”, "J. Bacteriol " Use PubMed fype abbreviation.

Assembly
Assembly Method* Sequencing Technology™

Platanus B 1.1.0 lllumina MiSeq

Hold Date Comment

ex) 20160801

3. Download Submission Files

Start Page

Genome Coverage®

360x

Year*

017

tus
Unpublish| v

End Page

HAZBEFREDESHE10[E
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Format Check#E &R, O2HNFR CARBHT7T/

i BRIRE X) ABFENTLSEDEEN
11-11:Format Check| s, o -
e : |@ http://dfast.nig.ac.jp/analysisfannotation/005d6595-d325-4157-8404-038524bc 13f/sut O ~ & ” @ d ut%hfi%é ': 'iﬁﬁil: [ixﬁﬂ] tL’

: f g.aC.)p/analy: DFAST: DDBJ Fast Af T%E%b\gﬁljlﬁbfb\%)f:&)\ Xh‘,é\g.:_h
TWzELTHEHEKRTIT7I/EERETH
Format Check for DDBJ Sumission Files %)o X@aﬁbi%lﬂi’%és DDBJO)?/;‘—
Check For Annotation File 9_75\61%IE€£*$%%):&75§35675§‘
jParser (Ver 6 55) started. :w*igﬁﬁh‘iﬁﬁ‘igth%ﬁ@—G%é

reading sequence.
reading sequence.
reading sequence.
reading sequence. ..
reading sequence._

reading annotation.____
reading annotation.____________
jParser (Ver. 6.55) finished.

Check For Translation

transChecker (Ver. 2.20) staried at Fri Apr 21 16:51:23 JST 2017
Reading Sequence File(s)...... finished.

Reading Annotation File(s) and Checking translation error....
_finished.

TransChecker (Ver. 2.20) finished at Fri Apr 21 16:51:24 JST 2017
>5equence008.20 complement(22902..23111)
TCO0029:WAR: [1] codons are not translatable.
i

=sequence048.3 1481..2578

TCO0029:WAR: [1] codons are not translatable.
i
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OR—U T EETHREL T, @Close

11-11:Format Check

(=) | @8 hitp://dfast.nig.ac.p/analysis/annotation d6595-d325-4157- -0385e24bc13f/sut 2 - | DFAST: DDBJ Fast Ann... *
& hitp://df g.ac.jp/analysis/ /005d6595-d325-4157-8404-0385e24bc 13f/sut O = & || €

Check For Annotation File

jParser (Ver. 6.55) started.
reading sequence.
reading sequence.
reading sequence
reading sequence. ..
reading sequence._

reading annotation.____
reading annotation.____________
jParser (Ver. 6.55) finished.

Check For Translation

transChecker (Ver. 2.20) staried at Fri Apr 21 16:51:23 JST 2017
Reading Sequence File(s)...... finished.

Reading Annotation File(s) and Checking translation error....
_finished.

TransChecker (Ver. 2.20) finished at Fri Apr 21 16:51:24 JST 2017
>5equence008.20 complement(22902..23111)

TCO0029:WAR: [1] codons are not translatable.

i

=sequence048.3 1481..2578

TCO0029:WAR: [1] codons are not translatable.

i

HAZBEFREDESHE10[E
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11-12 : s {R EX S

DI7AINERFTE2EDYIZ. QDR
— S NDURLEA—JLIZEREH L TEAEITT
FWWDTEBATY,, Gl T 771ILELT

@& http://dfastnig.ac.jp/analysis/annotation/005d6595-d325-4157-B404-038524be 13¢/sut O + & || & DFAST: DDBJ Fast Al 7

gaE” Bl LW/IIES. Al — Yo rrsaailE9.

¥ Show Form Preview | Enter Job ID to import another job's metadata. S

I Override organism specific data.

3. Download Submission Files

You can download the sequence file and the annotation file.
You can also check the file format and translated amino acid
sequence using Parser and transChecker (€& DDB.J).

If you have editted the annotation and metadata, files are
automatically updated.

R LI 7L ES D O— FTEEY, Paser &L

transChecker (@ DDBJ) #FERA LTI 7-ILERELUTFE
BEERELRIMF v ORI LN TEET.

T/ T3 o7 S ERELIES. EEAFNEE
B (CRIRENET.

Sequence (Genomic Fasta
File) Table)

Format Check

Annotation (TAB-separated

TAB-separated Table without annotation
# Use this to submit a genome without

AW

4. Submit Your Genome.

Send submission files to DDBJ MSS in email attachments
{ mass at ddbj nig.ac jp ). Alternatively, you can send the URL
of this page by an email.

If you have any questions about submission or MSS usage,
please make an inquiry at DDBJ Contact Form or send an
email to DDBJ. Please contact us by email for inquiry
regarding DFAST web service ( dfast at ddbj nig.ac jp ).

annotation.

ek LIz 7-rILICEES . I7IlaA—ILITE
7, DDBJ MSS ( mass at ddbj.nig.acjp ) 38 CISETLET,
iz, I ESENITIEDDICIOA—30 URL E4—
JUCESH LU TESCEEREHETY.

ZHFIE™ MSS OFIAICEY S8/ £ DDBJ @ L&t
JAa—EBLLIFDDB) EBTICA-ILTEEVSOEES
LY. FH—EZIC DT OER I diast at ddbj.nig.ac jp 8T
ICA—ILTHEENShE ZEL,

~

HAZBEFREDESHE10[E
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D(EEADRIZ) A—JLE(E

11-13: DDBJ(:)‘—)I/

a & http: 5595-d325-4157

/dfast.nig.ac.)p/analysis/annotation/D05d6

¥ Show Form Preview ——

-B404-028524be 13/

sut O ~ & || (& DFASE DDBI Fast Ann... i@
gata’ B L/ICES. (AloWr—vhrs=allEg,

able pnadonlata ]

mazs@ddbinig ac.p

C C(C)... kadota®biau-tokyoac.jp

3. Download Submission Files =E(S)

B CC(B)...
You can download the sequence filg e
You can also check the file format a Ta(U) RE: [DDBI:tohno-0007] How to use MSS
sequence using Parser and transCh
If you have editted the annotation ar
automatically updated. HLE X+,

Sequence (G
File)

Format Check

TS d URL D&
http://dfast.nig.ac.jp/analysis/annotation/005d6595-d325-4157-8404-0385e24bc13f/submission

HoerALdBBEWnLES, ¢

4. Submit Your Genome.

Send submission files to DDBJ MSS in email attachments
{ mass at ddbj nig.ac jp ). Alternatively, you can send the URL
of this page by an email.

If you have any questions about submission or MSS usage,
please make an inquiry at DDBJ Contact Form or send an
email to DDBJ. Please contact us by email for inquiry
regarding DFAST web service ( dfast at ddbj nig.ac jp ).

ek LIz 7-rILICEES . I7IlaA—ILITE
7, DDBJ MSS ( mass at ddbj.nig.acjp ) 38 CISETLET,
iz, I ESENITIEDDICIOA—30 URL E4—
JUCESH LU TESCEEREHETY.

ZHFIE™ MSS OFIAICEY S8/ £ DDBJ @ L&t
JAa—EBLLIFDDB) EBTICA-ILTEEVSOEES
LY. FH—EZIC DT OER I diast at ddbj.nig.ac jp 8T

ICA—ILTHEENShE ZEL,

HAZBEFREDESHE10[E
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" A
W12-1: XU &Y DS

AREEBHORIZDDBJZ IR LY A—

LB ET, ChASHERIEED &S

Koji Kadota %

WOBLBEREICH-TEY &9, DDBl EFERTT.
Fwm77AEZITERY £ L1,

LAY FTH, EEEEDE. BEESEVWZLET,

FAaFIALIEBREWELET,

DDBJ Eii&

On 2017/04/21 19:14, Koji Kadota wrote:
> BEFCF
> FEdiomd URLDEY LA L < EBLw-LE7,

> http://dfast.nig.ac.jp/analysis/annotation/005d6595-d325-4157-8404-0385e24bc13f/submission

HAZBEFREDESHE10[E
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" XEE B O ZI-DDBJE ik,

W12- 2 D BIHVS D B R 3DDERH D% HA—ILHEL

UFIEOLTIREBO L, CHEL,

1. ST_COMMENT (ZHWT., FTrE>»7FUZERENY 7+ version i1,
"B11.0" tLALVWTLEI DY

2.IRNA 2T, 55 RNA OAaFEENTEN 7.
165 rRNA. 23SrRNA EFElTcEEEATLES?

3. 2#EoT—%2i3, BEETE. IBaFcEALVwTLE 327

BAIBREFREOERHFE10[ 152



" A
W12-3:DDBIJ~ADE%E

AL TEZLELT:

BEFSE
H-I-I;_%l:-:?ld;ﬂ -T..F:F:; ':')I 3:_-?_-:

1.
T UIERE NV 7 FiL, Platanus B T,
version i, 1.1.0 ¢, RERILL F L.

2.

TEY 7 F Barrnap AW EZ A, BEESNT-OBDESS DATLT.
HEEELLT.

rRNASEE(XT / LRIZEHaE—&YEFd07T, 3ETEYTLTERLI LAY
F9, SSIABELVOTFRENTEESTH, 1650235 keRFREVWOT, BR TV T
4 THhGEeNTLE > TlREES WG - D EBbNET,

3.

[Bg=TH®., NELRE] TtsBVWLET,
T, THIIH/IL2TEFSHE TNV

[BioProject @7 7+t v i3 &% PRIDB5682] & L1F

[BioSample M7 7+ i3 &S SAMDO00TRT754 ]
WZ2ZFFELTHESAOLDEFELEA I 7 olEBABRE LTV Eithidsvw T,

HAZBEFREDESHE10[E
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W12-4:DDBINN D A—)L

DDBJIEZITANTNI=&LOTY
s DRAIDERA— JLHKB LT

TERIEWIEERYAE S TEWET,

1. LUTFosIZEEE - LET,

2. rRNA fEEMFEIC 2w TEAC-LE L7

3. B$F7 — 4% L BioProject/BioSample A EEE LTV ET 0T,
EELEEINE T,

T TIIEEEETETW-LET.
EEETEICE. MALRTTVET. |
TIEvira»ESEAROFRA—ILIZT,

BHIoEWLETOT, &, LEsdEsEb a0,
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W12-5: Bl D FE

B A— )lxl

DDBJ <ddbjupdt@ddbj.nig.ac.jp>

;w_}:;wj;wj

) o,
mm@'}g +3'

[DDBJ:tohno-0007] Assigned Accession No.

O coivr—shesaniTEERLELE.

SAMDO0O78754_1C---
8 KB

25 APR 2017

Mational Agriculture and Food Research Organization, Mational Institute of Livestock

and Grassland Science Dear Dr. Masanori Tohno,

DDBJZZFIAWAIEELT HUHEL5TF

WET,

TESWIEEFLAET—AOT /ey a vy ESRUTOEY TT,
BEN WA EF LT —20BS, LBEEERTVET,

LEF|F—H I oW TREVShEAE - -E5L

TEhE BEGLLET.
F7-. EiENA[EEAEEFRFE 2/, contact person EEOETEEALELESIL,

TEOFEE7+—4L, F-E, BFA—LICT TEECFEE L,

B0 BICERIA—)LINZET-, D
N7ty a B/ES)ALDGAT
TJ74IVIEDTEAS5, @B FIETh

(k) 15:57

HAZBEFREDESHE10[E
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"
W12-5: /':'JUU) BIA—)L2

FEI& LT2HUMA (£, B, E8%E) —HN—Z ETHEORICAY £,
DDB) (b7 —& ~—Z&3Y —IL getentry %’-._ﬁlj,Eﬁ'L?ld:-U ME® TEEITE L,

getentry; http://getentry.ddbj.nig.ac.jp/top-j.html r

LB DDB I ~DITEE - TiEHhE BEVWWELET.

T411-8540

BEE=-Em&EEHI111
RPEEREEA BE - AT LHREE
E_w_:l,_.:??ﬁr“&

DDBJ & &% —

HEDNA T — &4

FAX - - SR S T T

YRR wﬁ; [EREENEY I wj

o o ok ok sk o o ok of ok ok sk o ok ok ok ok ke e o o ok ok ok ke e ok ok ok ok ok e o ol o sk ok o o o ol sk sk ok o ok ol ol ok ok ok o ok o ok ok ok ke ke ke ok ok ok ke ok ke ok ok ok ok

Eir/Fv&dt : ddbjupdt@ddb].nig.ac.jp
EFTREE 7 4 — L: hitp://www.ddbj.nig.ac.jp/updt-form-e.html
EFaEE : hitp://www.ddbj.nig.ac.jp/updt-j.html

o ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ol ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok

Accession number : BDQH01000001-BDQHO1000327 (327 entries) Accession number
list : SAMDOOOTETS4 JCMI10692.acclist.txt

FEA—ILDOTDIFES, D2
HURIZCEohEEDND &,
@getentry CHEFRRIBES L LY

HAZBEFREDESHE10[E
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" A
W12-6: ,,,\\11774 [ pY==F=

JrilAF) |/EE) JFA0) FETV

W12-5M DR T77/4IL D
B, ENMNQT7Ityiay
BSIVRAFDEHRLIHYET

J SAMDODOTET S JCMI106%2. acclist txt
tfw

sequencel(] BOGHO 1000001
sequencel)(? BOGHO 1000002
sequence(3 BOGHO 1000003
sequence(4 BOGHO 1000004
sequencel(h BOGHO 1000005
sequencel)(? BOGHO 1000006
sequence( BOGHO 1000007
sequence(9 BOGHO 1000008
sequencel 10 BOGHO 1000009
sequencel]] BOGHO 1000070
sequencel)1? BOGHO 1000011
sequencel 13 BOGHO 10000712
sequencel) 14 BOGHO 10000713
sequencel1h BOGHO 1000074
sequencel) 16 BOGHO 1000015
sequencel) 1’ BOGHO 1000016
sequencel) 18 BOGHO 1000017
sequencel 19 BOGHO 1000018
sequencel)2(] BOGHO 1000014
sequencel)? ] BOGHO 1000020
sequencel)?? BOGHO 1000021
sequencel)?3 BOGHO 1000022
sequencel)?4 BOGHO 1000023

JrAlF REE) S0 FRM  ALTH)

O

X

HAZBEFREDESHE10[E

sequencessd
sequencelsh
sequencel’sb
sequencel? |
sequencel’ss
sequencessd
sequencesal
sequencess |
sequencesss
sequencesis
sequencessd
sequencesah
sequencessb
sequencesd !
sequencesin
sequencessd
sequencesdl])
sequencesd |
sequenceld?
sequencesd 3
sequencesdd
sequenceldh

EDUHOTO0030E
EDUHOTO00307
EDUHOTO0030E
EDUHOTO00303
EDUHOTO003 10
EDUHOTO003TT
EDUHOTO003 T2
EDUHOTO003 T3
EDUHOTO003T4
EDUHOTO003 TS
EDUHOTO003 T
EDUHOTOO03TY
EDUHOTO003 TS
EDUHOTO003 TS
EDUHOTO00320)
EDUHOTO0032 T
EDUHOTO00322
EDUHOTO00323
EDUHOTO00324
EDUHOTO00325
EDUHOTO00326
EDUHOTO00327

S =
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" S DIDIESAMDO0078754. @URL

W13-1:BioSample!)!)—X

Dear Koji Kadota, Yasuhiro Tanizawa and Masanori Tehno,

Thank you for your submission to the DDEJ BioSample.

** Following sample(s) has been released to the public according to the release
policy. **

[Released date]
2017-04-26

[Accession number]
(Submission ID: SSUB0O07729)
SAMDO0078754 (Lactobacillus acidipiscis 10692T)

The released sample(s) is available on the DDBJ BioSample listing page.
http://trace.ddbj.nig.ac.jp/BSSearch/biosample?acc=SAMDO0078754
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13-2: SAMD00078754

- 0o X
Q tetpu Arace oty mg.aCip/ESSaarch e ANONOTATS 0w &1 1 SAMDOOOTETSL - BioS. -
| . DDBJ BloSample Search » Search Homa b BloSampla Home |
BioSample Detail : SAMDOD0O 78754
Boescription
Yitle Lactobacillus addipiscis M 106927 obtained from Japanasa
Collection of Microorganisms (1CM)
Taxonomy 1D 89059
Organism Name Lactobacillus aodipisds
Type strain of Lactobacillus acidipiscis ariginally isolated from
Description fermented fish (Pla-ra) in Thaitand
BGeneral Info
izati d Sciance, Nationsl Agsicultyre
IModel
Sample type MIGS ba miscellaneous
JAttributes
sample_name Lactobacillus addipiscis 106927
hiomaterial_provider 10M
bioproject_id PRIDBSGS2
collection_date 1999
env_blome not applicable
env_feature not applicable
env_material not applicable
geo_loc_name Thailand
tp://ijs microbiologyresearch.org/content/journal/ljs=m/10.1095/00207713-
isol_growth_condt 50-4-1470
Isolstion_sowrce farmanted fish (Pla-ra)
lat_lon missing
locus_tog_prefix Ladidipisdis
num_replicons missing
project_name Genome analysis project of Lactobadilius acidipiscs ICM 106927
http://ijs.microbiclogyresearch.org/content/journal/ljsem/10.1099/00207713-
ref_biomaterial %0-4-1470
source_smaterial_id O™ 10692
strain ICM 10692
type_strain Yas
JLinks
mcmmw hetp:/fwww, jomn riken, jp/cgi-bin/jom/jem_number?)CM=10692
| Close
[
alanta pel ONA Dats Dark of Japs Last modfiedi Aug. 17, 2044 "}
R ¢ |

AL TY
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" S
W13-3:BioProject'J!)—X

MIDIZPRJDB5682, @URL

Dear Koji Kadota, Yasuhiro Tanizawa and Masanori Tehno,

Thank you for your submission to the DDEJ EBioProject.

** Following project(s) has been released to the public according to the release
policy. **

[Released date]
2017-04-26

[Accession number (Submission 1D)]
PRJDB5682 (Submission |1D: PSUBQOT7096)

The released project(s) is available on the DDBJ BioProject listing pgee.
http://trace.ddbj.nig.ac.jp/BPSearch/bioproject?acc=PRJDB5682

The released project(s) will also be available at the NCBI BioProject in a few days.

http://www.ncbi.nim.nih.gov/bioproject/

HAZBEFREDESHE10[E
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"
W13-4:PRJDB5682

AL TY

e Y hitpy//ira

2. DDBJ BioProject Search

Project Detail : PRIDB5682

Accession
Project Type
Project Data Type
BGeneral info
Project title

Project Description

Release Date
Relevance

BProject Type

— O

dbj.nig.ac.jp/BPSearch/bicproject?acc=PRIDB5682 O ~ ¢ || R PRIDB5682 - Project Du..

b Search Home P BioProject Home

PRIDES682
Primary submission
Genome Sequencing

Lactobacillus acidipiscis JCM 10692 Genome Sequencing Project
Lactobacillus acidipiscis is a homofermentative lactic acid bacteria
originally isolated from fermented fish (Pla-ra) in 2000. This
project was conducted as a part of hands-on training of NGS data
analysis published on the Japanese Journal of Lactic Acid
Bacteria.

2017-04-26

Agricultural

Sample scope/Material / Capture/Methodology

Sample Scope
Material
Capture

Methodology

Objective
0Objective
Locus tag prefix

BTarget

Organism information
Organism name
Taxonomy ID
Strain,breed, cultivar

Description

Website policy | & DMNA Data Bank of Japan

<

Monoisolate
Genome
Whole
Sequencing

Sequence, Assembly, Annotation
Lacidipiscis

Lactobacillus acidipiscis
89059
JCM 10692

Lactobacillus acidipiscis JCM 10692T obtained from Japanese
Collection of Microorganisms (JCM)

Last modified: Aug. 17, 2016 (V3.0)

>

X

~

aanBEea=pay Nitp://trace.ddbj.nig.ac.jp/BPSearch/bioproject?acc=PRJDB5682 161
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DEHE~  ENIZHD

2 http://getentry.dd

LoCUOS
DEFINITIOHN

ACCES5ION
VERSION
DELINE

EEYWORDS
SC0URCE
CRGANISH

EEFEEEHNCE
ATTHORS
TITLE
JOUERNAL

EEFEEEHNCE
ATTHORS
TITLE
JOUENAL

COMMENT

FEATURES

Source

- O >
ac.jp/getentry O ~ & || 2 DDBJseg... & BDQH... X w i ©

EDQHOI1C0O0001 3747 bp DHA linear BCT 2&-APR-2017
Lactokacillus acidipis=sci=z DHA, =train: JCHM 10692, =2caffold:
zequencel0l.,

EDQHO1000001 BDQHO1000000

BDQHOI1000001 .1

BioProject :PRJDES6SZ

BioSample:5AMDOO0TET754

WGE5; STANDARD DEAFT.

Lactobacillu=s acidipi=scis=s

Lactobacillu=s acidipiscis

Bacteria; Firmicutes; Bacilli; Lactobacillale=s; Lactobacillaceae;
Lactobacillus=.

1 (baze=z 1 to 3747)

Eadota,K., Tanizawa,¥Y. and Tohno,HM.

Direct Submission

Submitted (25-APE-2017) to the DDEJ/EMEL/GenBank datakbases.
Contact:Masanori Tohno

HNational Agriculture and Food EResearch COrganization, Imnstitute of
Liwvestock and Grassland Science; Senbommatszwu 768, Wasushicobara,
Tochigi 325-27%3, Japan

URL theep: /S Swaw.naro.affre.go.dp/

2

Eadota,F., Tanizawa,¥Y. and Tohno,M.

Draft genome sequence of Lactobacillus acidipiscis JCH 10652
Unpublished (2017)

Annmotated using prokka 1.11 from http: /S www.vichioinformatics.com.
Annotated at D-FAST https:/ /dfast.nig.ac.jp

##Genome-Assembly-Data-START##
LAazemkh]ly Method Flatanu= B w. 1.1.0
Genome Coverage 1y 3B0x
Sequencing Technology Illumina MiSeq
#¥Genome-Assembly-Data-END#E#
Location/Qualifiers
1..3747
Joulture collection="JCHM:10&652"
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LOCUS EDQHOI10O00001 3747 bp DHA linear BCT Z&-APR-2017
DEFINITION Lactobacillus acidipis=sciz DNA, =2train: JCHM 10692, =zcaffold:
zequencel0l.,
ACCESSIOH EDQHO1000001 BDQHO1000000
VERSIO BEDQHO1000001 .1
DELINEKE BioProject :PRJDESE82
BioSample:3AaMDO0O0TE754
EEYWORDS WGE5; STANDARD DEAFT.
S0URCE Lactobacillu=s acidipi=scis=s
ORGANISM Lactobacillus acidipiscis
Bacteria; Firmicutes; Bacilli; Lactobacillales; Lactobacillaceae;
Lactobacillus=.
REEFERENCE 1 (baze=s 1 to 3747)
ATTTHORS Fadota,E., Tanirzawa,¥Y. and Tohno,HM.
TITLE Direct Submission

JOUERHAL Submitted (25-APE-2017) to the DDEJ/ENMEL/GenBank datakases.
Contact:Masanori Tohno
HNational Agriculture and Food EResearch COrganization, Imnstitute of
Liwvestock and Grassland Science; Senbommatszwu 768, Wasushicobara,
Tochigi 325-278%3, Japan

URL theep: /S Swaw.naro.affre.go.dp/
REFERENCE 2
ATOTHORS Fadota,E., Tanizawa,¥Y. and Tohno,M.
TITLE Draft genome zequence of Lactobacillus acidipiscis JCH 10652
JOURNAL Unpublished (2017)
COHMMENT Annmotated using prokka 1.11 from http: /S www.vichioinformatics.com.

Annotated at D-FAST https:/ /dfast.nig.ac.jp

##Genome-Assembly-Data-START##

LAazemkh]ly Method :: Platanus B v. 1.1.0
Genome Coverage 1 3B80x:
Sequencing Technology :: Illumina MiSegqg
#¥Genome-Assembly-Data-END#E#
FEATURES Location/Qualifiers
Source 1..3747 )

Joulture collection="JCHM:10&52"
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LOCUS EDQHOI1C0O0001 3747 bp DHNA linear BCT 2&-APR-2017
DEFINITION Lactobacillus acidipis=sciz DNA, =2train: JCHM 10692, =zcaffold:
zequencel0l.,
ACCESSIOH EDQHO1000001 BDQHO1000000
VERSION BDQHOI1000001 .1
DELINEKE BioProject :PRJDES&S2
BioSample:5AMDOO0TET754
EEYWORDS WGE5; STANDARD DEAFT.
S0URCE Lactobacillu=s acidipi=scis=s
ORGANISM Lactobacillus acidipiscis
Bacteria; Firmicutes; Bacilli; Lactobacillale=s; Lactobacillaceae;
Lactobacillus=.
EEFERENCE 1 (baze=s 1 to 3747)
ATTTHORS Eadota,K., Tanizawa,¥Y. and Tohno,HM.
TITLE Direct Submission
JOURNAL Submitted (25-AFPR-2017) to the DDEJ/EMEL,/GenBank databases.

Contact:Masanori Tohno

HNational Agriculture and Food EResearch COrganization, Imnstitute of
Liwvestock and Grassland Science; Senbommatszwu 768, Wasushicobara,
Tochigi 325-27%3, Japan

URL theep: /S Swaw.naro.affre.go.dp/

EEFEEEHNCE 2

ATOTHORS Eadota,F., Tanizawa,¥Y. and Tohno,M.
TITLE Draft genome sequence of Lactobacillus acidipiscis JCH 10652
JOURNAL Unpublished (2017)

COHMMENT Annmotated using prokka 1.11 from http: /S www.vichioinformatics.com.
Annotated at D-FAST https:/ /dfast.nig.ac.jp
##Genome-Assembly-Data-START##

LAazemkh]ly Method Flatanu= B w. 1.1.0
Genome Coverage 380x
Sequencing Technology Illumina MiSeq
#¥Genome-Assembhly-Data-END#F#
FEATURES Location/Qualifiers
Source 1..3747

Joulture collection="JCHM:10&52"
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